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<160> 379 

<170> Patentln version 3.1 

<210> 1 

<211> 1807 

<212> DNA 

<213> Homo sapien 

<400> 1 



gcacgaggga 


agagggtgat 


ccgacccggg 


gaaggtcgct 


gggcagggcg 


agttgggaaa 


60 


gcggcagccc 


ccgccgcccc 


cgcagcccct 


tctcctcctt 


tctcccacgt 


cctatctgcc 


120 


tctcgctgga 


ggccaggccg 


tgcagcatcg 


aagacaggag 


gaactggagc 


ctcattggcc 


180 


ggcccggggc 


gccggcctcg 


ggcttaaata 


ggagctccgg 


gctctggctg 


ggacccgacc 


240 


gctgccggcc 


gcgctcccgc 


tgctcctgcc 


gggtgatgga 


aaaccccagc 


ccggccgccg 


300 


ccctgggcaa 


ggccctctgc 


gctctcctcc 


tggccactct 


cggcgccgcc 


ggccagcctc 


360 


ttgggggaga 


gtccatctgt 


tccgccagag 


ccccggccaa 


atacagcatc 


accttcacgg 


420 


gcaagtggag 


ccagacggcc 


ttccccaagc 


agtaccccct 


gttccgcccc 


cctgcgcagt 


480 


ggtcttcgct 


gctgggggcc 


gcgcatagct 


ccgactacag 


catgtggagg aagaaccagt 


540 


acgtcagtaa 


cgggctgcgc 


gactttgcgg 


agcgcggcga 


ggcctgggcg 


ctgatgaagg 


600 


agatcgaggc 


ggcgggggag 


gcgctgcaga 


gcgtgcacgc 


ggtgttttcg 


gcgcccgccg 


660 


tccccagcgg 


caccgggcag 


acgtcggcgg 


agctggaggt 


gcagcgcagg 


cactcgctgg 


720 


tctcgtttgt 


ggtgcgcatc 


gtgcccagcc 


ccgactggtt 


cgtgggcgtg 


gacagcctgg 


780 


acctgtgcga 


cggggaccgt 


tggcgggaac 


aggcggcgct 


ggacctgtac 


ccctacgacg 


840 


ccgggacgga 


cagcggcttc 


accttctcct 


cccccaactt 


cgccaccatc 


ccgcaggaca 


900 


cggtgaccga 


gataacgtcc 


tcctctccca 


gccacccggc 


caactccttc 


tactacccgc 


960 
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ggctgaaggc cctgcctccc atcgccaggg tgacactggt gcggctgcga/'Scagagcccca 1020 

* gggccttcat ccctcccgcc ccagtcctgc ccagcaggga caatgagatt gtagacagcg 1080 

cctcagttcc agaaacgccg ctggactgcg aggtctccct gtggtcgccc tggggactgt- 1140 

gcggaggcca ctgtgggagg ctcgggacca agagcaggac tcgctacgtc cgggtccagc 1200 

ccgccaacaa cgggagcccc tgccccgagc tcgaagaaga ggctgagtgc gtccctgata 1260 

actgcgtcta agaccagagc cccgcagccc ctggggcccc cggagccatg gggtgtcggg 1320 

ggctcctgtg caggctcatg ctgcaggcgg ccgaggcaca gggggtttcg cgctgctcct 1380 

gaccgcggtg aggccgcgcc gaccatctct gcactgaagg gccctctggt ggccggcacg 1440 

ggcattggga aacagcctcc tcctttccca accttgcttc ttaggggccc ccgtgtcccg 1500 

tctgctctca gcctcctcct cctgcaggat aaagtcatcc ccaaggctcc agctactcta 1560 

aattatggtc tccttataag ttattgctgc tccaggagat tgtccttcat cgtccagggg 1620 

cctggctccc acgtggttgc agatacctca gacctggtgc tctaggctgt gctgagccca 1680 

ctctcccgag ggcgcatcca agcgggggcc acttgagaag tgaataaatg gggcggtttc 1740 

ggaagcgtca gtgtttccat gttatggatc tctctgcgtt tgaataaaga ctatctctgt 1800 
tgctcac 



1807 



<210> 2 

<211> 3393 

<212> DNA 

<213> Homo sapien 

<400> 2 

gggagggata ggacggggag acaaagaaag gggtgcggca gcactgccag gggaagaggg 60 

tgatccgacc cggggaaggt cgctgggcag ggcgagttgg gaaagcggca gcccccgccg 120 

cccccgcagc cccttctcct cctttctccc acgtcctatc tgcctctcgc tggaggccag 180 

gccgtgcagc atcgaagaca ggaggaactg gagcctcatt ggccggcccg gggcgccggc 240 

ctcgggctta aataggagct ccgggctctg gctgggaccc gaccgctgcc ggccgcgctc 300 

ccgctgctcc tgccgggtga tggaaaaccc cagcccggcc gccgccctgg gcaaggccct 360 

ctgcgctctc ctcctggcca ctctcggcgc cgccggccag cctcttgggg gagagtccat 420 

ctgttccgcc agagccccgg ccaaatacag catcaccttc acgggcaagt ggagccagac 480 

ggccttcccc aagcagtacc ccctgttccg cccccctgcg cagtggtctt cgctgctggg 54 0 

ggccgcgcat agctccgact acagcatgtg gaggaagaac cagtacgtca gtaacgggct 600 

gcgcgacttt gcggagcgcg gcgaggcctg ggcgctgatg aaggagatcg aggcggcggg 660 

ggaggcgctg cagagcgtgc acgaggtgtt ttcggcgccc gccgtcccca gcggcaccgg 720 
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gcagacgtcg gcggagctgcj raggtgcagcg caggcactcg ctggtctcgt ttgtggtgcg 780 

• catcgtgccc agccccgact ggttcgtggg^cgtggacagc ctggacctgt gcgacgggga 840 

ccgttggcgg gaacaggcgg cgctggacct gtacccctac gacgccggga cggacagcgg 900 

' cttcaccttc tcctccccca acttcgccac catcccgcag gacacggtga ccgagataac 960 

gtcctcctct cccagccacc cggccaactc cttctactac ccgcggctga aggccctgcc 1020 

tcccatcgcc agggtgacac tgctgcggct gcgacagagc cccagggcct tcatccctcc 1080 

cgccccagtc ctgcccagca gggacaatga gattgtagac agcgcctcag gtaacggaca 114 0 

tacaggtcac atgggacaca cagcagcccc gaaccctgcc acagggcgac caccaaaccc 1200 

gaacctaagg ctctgagaaa ttccaagtag ggattcgtag tgcgtactgc aagatggtgc 1260 

ctagaagatt taggattctg ttgattcaca cactgaagat gtgactcttg cacattattt 1320 

gcagttgaaa gcatcttaca gggccacagc ccagaggaaa gaatgaaagg aggctccaga 1380 

cagtacctga gagactctgt cctgtcagac acgcacccac aggtgacctg tgtgtcacag 1440 

ctgacaagga agcttgctag gatggccctg tgtggccacc gggtgacagc tatgctgcag 1500 

ggcacctgtg ggggtctcgg gacccagcca ccacacagct cggggctctg ctcacaggcg 1560 

ccttggcctg gggcggggca ggtgctgatg agcattctcc tagctcttcc aggcacctgc 1620 

tggacagggc aggctgggaa cgctggggcc gagtggcagt tccctcccta ctcagctggg 1680 

tggcagccac tggcctcacg gagcgcctgt ggtctggagc gcattgctgg gtcgtgggtc 174 0 

agggcctgtt ggctctgggt ctctgggtct cacctgatat gggtgtggga cagtcagtgt 1800 

aggccccaga caacagcgga cttcagactt tcccgaggag gaactggagc ccaccaacct 1860 

ggccatgggc cccgtcgtcc tccaccctcc atgttgctgg ctggagttga ggcaggtacg 1920 

gggccgcccc acacctgccc cccaagccat gtggtaggga cagatgtcgt cttgaggagc 1980 

agcagtaatt acaagcttac tgtcagccgt ccctggaagc aagggccagg tcaggtcaga 2040 

caggaggccg cctggctggc gggaaccact ccccagacag agactgtgcc cagtcctggg 2100 

tccctcctca tttgggatga actgggcctc cctgtgccag cctcggtgct gcccctgccc 2160 

agtgcaggct tgggctcctc actcatttgt ccacgcggat gccccattcc aagcagatgt 2220 

ccccgagcca cttacccaac aggcagacgt gccagcactg ttcgtggtgt gcaactggtc 2280 

tggcgggaag agcccctcgt gggcagaggg tccagagagg tgcggtttgc cccacatttg 2340 

ggggcactgg gccacagtgg gcaggggagc acgtggccag tgccctgggt ctgccacgat 2400 

gtgggagttc caccaccaca gggacttgag cggcagctcc ggctcttacg tagaaacgcg 2460 

caactccagt ccctaggttg tgtccgaggt tgctatggtg ccatcccatc ttgccgctca 2520 

ctctgcgact gtgcggagaa acgcaagtgc ccccgaaggg tgggcgtggc ctctgatgaa 2580 
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tgcacacgcc 


/Mint J-^ f-m ~X /~T n 

ggtgggaggc 


yyCt cccyCE 


tgtacgaagc gcctcttcac gcgagcgttc 


2 64 0 


acctcggtct 


cccctttgct 


tggtccagtt 


ccagaaacgc 


cgctggactg c^aggtctcc 


2700 


ctgt'ggtcgt 


cctggggact 


gtgcggaggc 


cactgtggga 


ggctcgggac 


caagagcagg 
« 




^actcgcpacg 


tccgggtcca 


gcccgccaac 


aacgggagcc 


cctgccccga 


gctcgaagaa 


2820 


gaggctgagt 


gcgtccctga 


taactgcgtc 


taagaccaga 


gccccgcagc 


ccctggggcc 


2880 


ccccggagcc 


atggggtgtc gggggctcctf gtgcaggctc atgctgcagg cggccgaggg 


2 94 0 


cacagggggt 


ttcgcgcdgc tcctgaccgc ggtgaggccg cgccgaccat ctctgcactg 


3000 


aagggccctc 


tggtggccgg 


cacgggcatt 


gggaaacagc 


ctcctccttt 


cccaaccttg 


3 060 


cttcttaggg 


gcccccgtgt 


cccgtctgct 


ctcagcctcc 


tcctcctgca 


ggataaagtc 


3120 


atccccaagg 


ctccagctac 


tctaaattat 


gtctccttat 


aagttattgc 


tgctccagga 


3180 


gattgtcctt 


catcgtccag 


gggcctggct 


cccacgtggt 


tgcagatacc 


tcagacctgg 


3240 


tgctctaggc 


tgtgctgagc 


ccactctccc 


gagggcgcat 


ccaagcgggg 


gccacttgag 


3300 


aagtgaataa 


atggggcggt 


ttcggaagcg 


tcagtgtttc 


catgttatgg 


atctctctgc 


3360 


gtttgaataa 


agactatctc 


tgttgctcaa 


aaa 






3393 


<210> 3 

<211> 4344 

<212> DNA 

<213> Homo sapien 












<400> 3 
gggagggata 


ggacggggag 


acaaagaaag 


gggtgcggca 


gcactgccag 


ggyadydyyy 


60 


tgatccgacc 


cggggaaggt 


cgctgggcag ggcgagttgg gaaagcggca 


gcccccgccg 


120 


cccccgcagc 


cccttctcct 


cctttctccc 


acgtcctatc 


tgcctctcgc 


tggaggccag 


180 


gccgtgcagc 


atcgaagaca 


ggaggaactg gagcctcatt 


ggccggcccg 


gggcgccggc 


240 


ctcgggctta 


aataggagct 


ccgggctctg 


gctgggaccc 


gaccgctgcc 


ggccgcgctc 


300 

Jv v 


ccgctgctcc 


tgccgggtga 


tggaaaaccc 


cagcccggcc 


gccgccctgg 


gcaaggccct 


360 


ctgcgctctc 


ctcctggcca 


ctctcggcgc 


cgccggccag 


cctcttgggg 


gagagtccat 




ctgttccgcc 


agagccccgg 


ccaaatacag 


catcaccttc 


acgggcaagt 


ggagccagac 


d fl o 

*» O \J 


ggccttcccc 


aagcagtacc 


ccctgttccg 


cccccctgcg 


cagtggtctt 


cgctgctggg 


540 


ggccgcgcat 


agctccgact 


acagcatgtg 


gaggaagaac 


cagtacgtca 


gtaacgggct 


. 600 


gcgcgacttt 


gcggagcgcg 


gcgaggcctg ggcgctgatg aaggagatcg 


aggcggcggg 


660 


ggaggcgctg 


cagagcgtgc 


acgaggtgtt 


ttcggcgccc 


gccgtcccca 


gcggcaccgg 


720 


gcagacgtcg 


gcggagctgg 


aggtgcagcg 


caggcactcg 


ctggtctcgt 


ttgtggtgcg 


780 
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catcgtgccc a^ccccgact ggttcgtggg cgtggacagc ctggacctgt gcgacgggga 


840 

♦ 


ccgttggcgg # gaacaggcgg cgctggacct* gtacccctac gacgccgggaT cggacagcgg 


900 


cttcaccttc 


tcctccccca 


acttcgccac catcccgcag 


gacacggtga ccgagataac 


960 


gtcctcctct 


cccagccacc 


cggccaactc cttctactac ccgcggctga 


aggccctgcc 


1020 


tcccatcgcc agggtgacac tgctgcggct gcgacagagc 


cccagggcct 


CCdCCCClCC 


108 0* 


cgccccagtc 


ctgcccagca 


gggacaatga gattgtagac 


agcgcctcag 


gcaacggaca 


1140 


tacaggtcac atgggacaca cagcagcccc gaaccctgcc acagggcgac 


CaCCdddCCC 


1200 


gaacctaagg 


ctctgagaaa 


ttccaagtag ggattcgtag 


tgcgtactgc 


aagacggcgc 


1260 


ctagaagatt 


taggattctg 


ttgattcaca cactgaagat 


gtgactcttg 


cacaccdccc 


1320 


gcagttgaaa 


gcatcttaca 


gggccacagc ccagaggaaa 


gaatgaaagg 


aggctccaga 


1380 


cagtacctga 


gagactctgt 


cctgtcagac acgcacccac 


aggtgacctg 


cgugccacag 


1440 


ctgacaagga 


agcttgctag 


gatggccctg tgtggccacc 


gggtgacagc 


tatgctgcag 


1500 


ggcacctgtg ggggtctcgg 


gacccagcca ccacacagct 


cggggctctg 


c c CdCagy eg 


1560 


ccttggcctg 


gggcggggca 


ggtgctgatg agcattctcc 


tagctcttcc 


aggcacc tyc 


1620 


tggacagggc 


aggctgggaa 


cgctggggcc gagtggcagt 


tccctcccta 


c c cage c ggg 


1680 


tggcagccac 


tggcctcacg 


gagcgcctgt ggtctggagc 


gcattgctgg 


gtcgtgggtc 


1740 


agggcctgtt 


ggctctgggt 


ctctgggtct cacctgatat 


gggtgtggga 


cagtcagtgt 


1800 


aggccccaga 


caacagcgga 


cttcagactt tcccgaggag 


gaactggagc 


ccaccaacct 


1860 


ggccatgggc 


cccgtcgtcc 


tccaccctcc atgttgctgg 


ctggagttga 


ggcaggtacg 


1920 


gggccgcccc 


acacctgccc 


cccaagccat gtggtaggga 


cagatgtcgt 


cctgaggagc 


1980 


agcagtaatt 


acaagcttac 


tgtcagccgt ccctggaagc 


aagggccagg 


t caggt caga 


2040 


caggaggccg 


cctggctggc 


gggaaccact ccccagacag 


agactgtgcc 


cagtcctggg 


2100 


tccctcctca 


tttgggatga 


actgggcctc cctgtgccag 


cctcggtgct 


gcccctgccc 


2160 


agtgcaggct 


tgggctcctc 


actcatttgt ccacgcggat 


gccccattcc 


aagcagatgt 


2220 


ccccgagcca 


cttacccaac 


aggcagacgt gccagcactg 


ttcgtggtgt 


gcaactggtc 


2280 


tggcgggaag 


agcccctcgt 


gggcagaggg tccagagagg 


tgcggtttgc 


cccacatttg 


2340 


ggggcactgg 


gccacagtgg 


gcaggggagc acgtggccag 


tgccctgggc 


taggagaggg 


2400 


ataaagtcag 


ctgtggccaa 


gcagaagcag tattgcaggg 


gaagggtggg 


gagagactgt 


2460 


gctatgagct 


ctgagcagga 


ggcaggacat ggagagaagg 


gtgggagacg 


gaeagageca 


2520 


gctgtgccag 


ccgagggacc 


agagtgggca gtggggacgg 


agcacagacc 


accgcccaca 


2580 
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agggtctctc'ctgtgacttc 


tggcttcccg 


agggcagagcj ctgggatggg 


catgtggcgg 


2640 


ctggcaccca ggaggctccg ccaggtccac gccaagccag 


cctggctcag ctctggcctc 


2700 


ctgctcacac gctggatgcc tgtccccagg cctcctgaca gggctctgca gcattggaga 


2760 * 


ggcttgtggt ggggccctcg ctgtagaaca ggcactgcca gtgctcactg actcctcatt 


2820 


gcagccaggig -caggggcgct 


cccaccacct cggtttcagt caggaagctg gggggtgctg 


2880 


ggatctgcca gcagctctgt gtgctcccca ggtgggctgc 


ccggggccct ggctctctgg • 


2940 


* 

cttctacacc agtgcccctg 


cgaagcctca 


gcgcccaagg 


tctttgcaag 


ccctgttcct 


3000 


gcatctctgg agagggctgc 


tccaggtgtg 


ggcctggcca 


gggcttccag 


accagtccag 


3060 


gcactgcacc tgcacattga 


cccccttctc 


cactctctct 


catccttcag 


tagccacaaa 


3120 


gctggcagca gggtactcgc 


agatttgtga 


ggagagccga 


gcccttgctg 


actgtcctcc 


3180 


cgtgcacggc agagtgaggc 


ggggctcctg 


gcctccttag 


gggctgcccg 


ctctgggcca 


3240 


cacagccaga gaaacactgt 


ccatctggct 


ggcttggcct 


gtggggtgca 


aaagaggtgt 


3300 


tttcactttg ctttggaaac 


atggaaatta 


ccaagtgact 


taaccataac 


accaaatgat 


3360 


gatttttaaa tttatgaaaa 


ttatggaacc 


agatgggaca 


cagggaaacg 


agaacgatac 


3420 


tgaaaaggtc tgagtcctgt 


ggggggtcca 


ggtcccgcaa 


gacagctaat 


caggtgcccc 


3480 


tgtctgttat tcgggtaaat 


gtagcagctg ggtccaggct 


cgggcagagc 


agctttctac 


3540 


agcaggggtg tccgccctct 


cccggggttc 


ccacggggtt 


cccaggggcc 


tcttactctg 


3600 


ccacgatgtg ggagttccac 


caccacaggg 


acttgagcgg 


cagctccggc 


tcttacgtag 


3660 


aaacgcgcaa ctccagtccc 


taggttgtgt 


ccgaggttgc 


tatggtgcca 


tcccatcttg 


3720 


ccgctcactc tgcgactgtg 


cggagaaacg 


caagtgcccc 


cgaagggtgg 


gcgtggcctc 


3780 


tgatgaatgc acacgttggt 


gggaggtggc 


ttccgtttgt 


acgaagcgcc 


tcttcacgcg 


3840 


agcgttcacc tcggtctccc 


ctttgcttgg 


tccagttcca 


gaaacgccgc 


tggactgcga 


3900 


ggtctccctg tggtcgtcct 


ggggactgcc 


gcgccgacca 


tctctgcact 


gaagggccct 


3960 


ctggtggccg gcacgggcat 


tgggaaacag 


cctcctcctt 


tcccaacctt 


gcttcttagg 


4020 


ggcccccgtg tcccgtctgc 


tctcagcctc 


ctcctcctgc 


aggataaagt 


catccccaag 


4080 


gctccagcta ctctaaatta 


tgtctcctta 


taagttattg 


ctgctccagg 


agattgtcct 


4140 


tcatcgtcca ggggcctggc 


tcccacgtgg 


ttgcagatac 


ctcagacctg 


gtgctctagg 


4200 


ctgtgctgag cccactctcc 


cgagggcgca 


tccaagcggg 


ggccacttga 


gaagtgaata 


4260 


aatggggcgg tttcggaagc 


gtcagtgttt 


ccatgttatg 


gatctctctg 


cgtttgaata 


4320 


aagactatct ctgttgctca 


aaaa 








4344 
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<210> .4 
c <211> 4413 
<212> DNA 
<213=? Homo sa#ien 


-6- 




** - 






<400> 4 

gggagggata ggacggggag acaaagaaag gggtgcggca gcactgccag gggaagaggg 


60 


tgatccgacc cggggaaggt cgctgggcag ggcgagttgg gaaagcggca gcccccgccg 

• ' - 


120 


*• 

cccccgca%c cccttctcct 


cctttctccc 


acgtcctatc 


tgcctctcgc 


tggaggccag 


180 


gccgtgcagc 


atcgaagaca 


ggaggaactg 


gagcctcatt 


ggccggcccg 


gggcgccggc 


240 


ctcgggctta 


aataggagct 


ccgggctctg 


gctgggaccc 


gaccgctgcc 


ggccgcgctc 


300 


ccgctgctcc 


tgccgggtga 


tggaaaaccc 


cagcccggcc 


gccgccctgg 


gcaaggccct 


360 


ctgcgctctc 


ctcctggcca 


ctctcggcgc 


cgccggccag 


cctcttgggg 


gagagtccat 


420 


ctgttccgcc 


agagccccgg 


ccaaatacag 


catcaccttc 


acgggcaagt 


ggagccagac 


480 


ggccttcccc 


aagcagtacc 


ccctgttccg 


cccccctgcg 


cagtggtctt 


cgctgctggg 


540 


ggccgcgcat 


agctccgact 


acagcatgtg 


gaggaagaac 


cagtacgtca 


gtaacgggct 


600 


gcgcgacttt gcggagcgcg gcgaggcctg ggcgctgatg aaggagatcg aggcggcggg 


660 


ggaggcgctg 


cagagcgtgc 


acgaggtgtt 


ttcggcgccc 


gccgtcccca 


gcggcaccgg 


720 


gcagacgtcg gcggagctgg 


aggtgcagcg 


caggcactcg 


ctggtctcgt 


ttgtggtgcg 


780 


catcgtgccc 


agccccgact 


ggttcgtggg 


cgtggacagc 


ctggacctgt 


gcgacgggga 


840 


ccgttggcgg 


gaacaggcgg 


cgctggacct 


gtacccctac 


gacgccggga 


cggacagcgg 


900 


cttcaccttc 


tcctccccca 


acttcgccac 


catcccgcag 


gacacggtga 


ccgagataac 


960 


gtcctcctct 


cccagccacc 


cggccaactc 


cttctactac 


ccgcggctga 


aggccctgcc 


1020 


tcccatcgcc 


agggtgacac 


tgctgcggct 


gcgacagagc 


cccagggcct 


tcatccctcc 


1080 


cgccccagtc 


ctgcccagca 


gggacaatga 


gattgtagac 


agcgcctcag 


gtaacggaca 


1140 


tacaggtcac 


atgggacaca 


cagcagcccc 


gaaccctgcc 


acagggcgac 


caccaaaccc 


1200 


gaacctaagg 


ctctgagaaa 


ttccaagtag ggattcgtag 


tgcgtactgc 


aagatggtgc 


1260 


ctagaagatt 


taggattctg 


ttgattcaca 


cactgaagat 


gtgactcttg 


cacattattt 


1320 


gcagttgaaa 


gcatcttaca 


gggccacagc 


ccagaggaaa 


gaatgaaagg 


aggctccaga 


1380 


cagtacctga 


gagactctgt 


cctgtcagac 


acgcacccac 


aggtgacctg 


tgtgtcacag 


1440 


ctgacaagga 


agcttgctag gatggccctg 


tgtggccacc 


gggtgacagc 


tatgctgcag 


1500 


ggcacctgtg ggggtctcgg gacccagcca 


ccacacagct 


cggggctctg 


ctcacaggcg 


1560 


ccttggcctg gggcggggca 


ggtgctgatg agcattctcc 


tagctcttcc 


aggcacctgc 


1620 


tggacagggc 


aggctgggaa 


cgctggggcc 


gagtggcagt 


tccctcccta 


ctcagctggg 


1680 



WO 2004/092338 PCT/US2004/011104 

- 8 . . 



tggcagccac tggcctcacg gagcgcctgt ggtctggagc gcattgctgg gtcgtgggtc 


174 0 


♦agggcctgtt 


ggctctgggt 


ctctgggtct 


cacctgatat 


gggtgtggga cagtcagtgt 


1800 


aggccccaga 


caacagcgga 


cttcagactt 


tcccgaggag 


gaactggagc ccaccaacct 


I860 


ggccatgggc cccgtcgtcc 


tccaccctec 


atgttgctgg ctggagttga ggcaggtacg 


1920 


gggccgcccc 


acacctgccc 


cccaagccat gtggtaggga cagatgtfcgt cttgaggagc 


1980 


agcagtaatt acaagcttac tgtcagccgt ccctggaagc aagggccagg tcaggtcaga 


2040 


caggaggccg 


cctggctggc 


gggaaccact 


ccccagacag 


agactgtgcc cagtcctggg 


O 1 A A 

Z 10 0 


tccctcctca 


tttgggatga 


actgggcctc 


cctgtgccag 


cctcggtgct gcccctgccc 


zloU 


agtgcaggct 


tgggctcctc 


actcatttgt 


ccacgcggat 


gccccattcc aagcagatgt 


222 0 


ccccgagcca 


cttacccaac 


aggcagacgt gccagcactg ttcgtggtgt gcaactggtc 


O O O A 

2 2 bO 


tggcgggaag 


agcccctcgt 


gggcagaggg 


tccagagagg 


tgcggtttgc cccacatttg 


2340 


ggggcactgg 


gccacagtgg 


gcaggggagc 


acgtggccag 


tgccctgggc taggagaggg 


24 00 


ataaagtcag 


ctgtggccaa 


gcagaagcag 


tattgeaggg 


gaagggtggg gagagactgt 


O A C A 

2460 


gctatgagct 


ctgagcagga 


ggcaggacat 


ggagagaagg 


gtgggagacg gaeagageca 


2520 


gctgtgccag 


ccgagggacc 


agagtgggca 


gtggggacgg 


agcacagacc accgcccaca 


O C Q A 

2580 


agggtctctc 


ctgtgacttc 


tggcttcccg 


agggcagagg 


ctgggatggg catgtggcgg 


2 64 0 


ctggcaccca 


ggaggctccg 


ccaggtccac 


gccaagccag 


cctggctcag ctctggcttc 


2700 


ctgctcacac 


gctggatgcc 


tgtccccagg 


cctcctgaca 


gggctctgea gcattggaga 


2760 


ggcttgtggt 


ggggccctcg 


ctgtagaaca 


ggcactgcca 


gtgctcactg actcctcatt 


282 0 


gcagccaggg 


caggggcgct 


cccaccacct 


cggtttcagt 


caggaagctg gggggtgctg 


2880 


ggatctgcca 


gcagctctgt 


gtgctcccca 


ggtgggctgc 


ccggggccct ggctctctgg 


O Q A A 

2 94 0 


cttctacacc 


agtgcccctg 


cgaagcctca 


gcgcccaagg 


tetttgeaag ccctgttcct 


3000 


gcatctctgg agagggctgc 


tccaggtgtg ggcctggcca gggcttccag accagtccag 


3060 


gcactgcacc 


tgcacattga 


cccccttctc 


cactctctct 


catccttcag tagecacaaa 


3120 


gctggcagca 


gggtactcgc 


agatttgtga 


ggagagcega 


gcccttgctg actgtcctcc 


3180 


cgtgcacggc agagtgaggc ggggctcctg gcctccttag gggctgcccg ctctgggcca 


3240 


cacagccaga 


gaaacactgt 


ccatctggct 


ggcttggcct 


gtggggtgca aaagaggtgt 


3300 


tttcactttg 


ctttggaaac 


atggaaatta 


ccaagtgact 


taaccataac accaaatgat 


3360 


gatttttaaa 


tttatgaaaa 


ttatggaacc 


agatgggaca 


cagggaaacg agaacgatac 


3420 


tgaaaaggtc 


tgagtcctgt 


ggggggtcca 


ggtcccgcaa 


gacagctaat caggtgcccc 


3480 
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tgtctgttat 


tcgggtaaat gtagcagctg ggtccaggct cgggcagagc 


agc£t:tctac * 


3540 


agcaggggtg tccgccctct cccggggttc ccacggggtt cccaggggcc 


tcttactctg 


3600 


ccacgatgtg 


ggagttccac caccacaggg 


acttgagcgg cagctccggc 


tcttacgtag 


3660 


aaacgcgcaa 


ctccagtccc taggttgtgt 
• 


ccgaggttgc tatggtgcca 


tcccatcttg 


3720 


ccgctcactc 


tgcgactgtg cggagaaacg caagtgcccc cgaa'gggtgg gcgtggcctc 


3780 


t'gatgaatgc 


acacgt tggt gggaggtggc 


ttccgtttgt acgaagcgcc 


tcttcacgcg 


3840 


agcgttcacc 


tcggtctccc ctttgcttgg 


tccagttcca gaaacgccgc 


tggactgcga 


3900 


ggtctccctg 


tggtcgtcct ggggactgtg 


cggaggccac tgtgggaggc 


tcgggaccaa 


3960 


gagcaggact 


cgctacgtcc gggtccagcc 


cgccaacaac gggagcccct 


gccccgagct 


4020 


cgaagaagtc 


tggtggccgg cacgggcatt 


gggaaacagc ctcctccttt 


cccaaccttg 


4080 


cttcttaggg 


gcccccgtgt cccgtctgct 


ctcagcctcc tcctcctgca 


ggataaagtc 


4140 


atccccaagg 


ctccagctac tctaaattat 


gtctccttat aagttattgc 


tgctccagga 


4200 


gattgtcctt 


catcgtccag gggcctggct 


cccacgtggt tgcagatacc 


tcagacctgg 


4260 


tgctctaggc 


tgtgctgagc ccactctccc 


gagggcgcat ccaagcgggg gccacttgag 


4320 


aagtgaataa 


atggggcggt ttcggaagcg 


tcagtgtttc catgttatgg 


atctctctgc 


4380 


gtttgaataa 


agactatctc tgttgctcaa 


aaa 




4413 


<210> 5 

<211> 4329 

<212> DNA 

<213> Homo sapien 








<400> 5 
gggagggata 


ggacggggag acaaagaaag 


gggtgcggca gcactgccag 


gggaagaggg 


60 


tgatccgacc 


cggggaaggt cgctgggcag 


ggcgagttgg gaaagcggca 


gcccccgccg 


120 


cccccgcagc 


cccttctcct cctttctccc 


acgtcctatc tgcctctcgc 


tggaggccag 


180 


gccgtgcagc 


atcgaagaca ggaggaactg gagcctcatt ggccggcccg gggcgccggc 


240 


ctcgggctta 


aataggagct ccgggctctg 


gctgggaccc gaccgctgcc 


ggccgcgctc 


300 


ccgctgctcc 


tgccgggtga tggaaaaccc 


cagcccggcc gccgccctgg gcaaggccct 


360 


ctgcgctctc 


ctcctggcca ctctcggcgc 


cgccggccag cctcttgggg 


gagagtccat 


420 


ctgttccgcc 


agagccccgg ccaaatacag 


catcaccttc acgggcaagt 


ggagccagac 


480 


ggccttcccc 


aagcagtacc ccctgttccg 


cccccctgcg cagtggtctt 


cgctgctggg 


540 


ggccgcgcat 


agctccgact acagcatgtg 


gaggaagaac cagtacgtca 


gtaacgggct 


600 


gcgcgacttt 


gcggagcgcg gcgaggcctg 


ggcgctgatg aaggagatcg 


aggcggcggg 


660 
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ggaggcgctg cagagcgtgc acgaggtgtt ttcggcgccc gccgtcccca gcggcaccgg 


720 . 


gcagacgtcg gcggagctgg aggtgcagcg caggcactcg 


ctggtctcgt 


t£gtggtgcg 


780 


catcgtgccc 


agccccgact 


ggttcgtggg cgtggacagc 


ctggacctgt 


gcgacgggga 


840 


ccgttggcgg 


gaacaggcgg 


cgctggacct gtacccctac 


gacgccggga 


cggacagcgg 


900 


cttcaccttc 


tcctccccca 


acttcgccac catcccgcag gacacggtga ccgagataac 


9€0 


gtcctcctct 


cccagccacc 


cggccaactc cttctactac 


ccgcggctga 


aggccctgcc 


1020 


tcccatcgcc agggtcjacac 


tgctgcggct gcgacagagc 


cccagggcct 


tcatccctcc 


1080 


cgccccagtc 


ctgcccagca 


gggacaatga gattgtagac 


agcgcctcag 


gtaacggaca 


1140 


tacaggtcac 


atgggacaca 


cagcagcccc gaaccctgcc 


acagggcgac 


caccaaaccc 


1200 


gaacctaagg ctctgagaaa ttccaagtag ggattcgtag tgcgtactgc aagatggtgc 


1260 


ctagaagatt 


taggattctg 


ttgattcaca cactgaagat 


gtgactcttg 


cacattattt 


1320 


gcagttgaaa 


gcatcttaca 


gggccacagc ccagaggaaa 


gaatgaaagg 


aggctccaga 


1380 


cagtacctga 


gagactctgt 


cctgtcagac acgcacccac 


aggtgacctg 


tgtgtcacag 


1440 


ctgacaagga 


agcttgctag gatggccctg tgtggccacc 


gggtgacagc 


tatgctgcag 


1500 


ggcacctgtg 


ggggtctcgg 


gacccagcca ccacacagct 


cggggctctg 


ctcacaggcg 


1560 


ccttggcctg 


gggcggggca 


ggtgctgatg agcattctcc 


tagctcttcc 


aggcacctgc 


1620 


tggacagggc 


aggctgggaa 


cgctggggcc gagtggcagt 


tccctcccta 


ctcagctggg 


1680 


tggcagccac 


tggcctcacg 


gagcgcctgt ggtctggagc 


gcattgctgg 


gtcgtgggtc 


1740 


agggcctgtt 


ggctctgggt 


ctctgggtct cacctgatat 


gggtgtggga 


cagtcagtgt 


1800 


aggccccaga 


caacagcgga 


cttcagactt tcccgaggag 


gaactggagc 


ccaccaacct 


1860 


ggccatgggc 


cccgtcgtcc 


tccaccctcc atgttgctgg 


ctggagttga 


ggcaggtacg 


1920 


gggccgcccc 


acacctgccc 


cccaagccat gtggtaggga 


cagatgtcgt 


cttgaggagc 


1980 


agcagtaatt 


acaagcttac 


tgtcagccgt ccctggaagc 


aagggccagg 


tcaggtcaga 


2040 


caggaggccg 


cctggctggc 


gggaaccact ccccagacag 


agactgtgcc 


cagtcctggg 


2100 


tccctcctca 


tttgggatga 


actgggcctc cctgtgccag 


cctcggtgct 


gcccctgccc 


2160 


agtgcaggct 


tgggctcctc 


actcatttgt ccacgcggat 


gccccattcc 


aagcagatgt 


2220 


ccccgagcca 


cttacccaac 


aggcagacgt gccagcactg 


ttcgtggtgt 


gcaactggtc 


2280 


tggcgggaag 


agcccctcgt 


gggcagaggg tccagagagg 


tgcggtttgc 


cccacatttg 


2340 


ggggcactgg 


gccacagtgg 


gcaggggagc acgtggccag 


tgccctgggc 


taggagaggg 


2400 


ataaagtcag 


ctgtggccaa gcagaagcag tattgcaggg gaagggtggg gagagactgt 


2460 


gctatgagct 


ctgagcagga 


ggcaggacat ggagagaagg 


gtgggagacg gacagagcca 


2520 
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' gctgtgccag ccgagggacc agagtgggca gtgy-ggacgg agcacagjacc accgcccaca 


2580 


agggtctctc 


ctgtgacttc 


tggcttcccg 


agggcagagg 


ctgggatgg^* catgtggcgg 


2640 


ctggcaccca 


ggaggctccg 


ccaggtccac 


gccaagccag 


cctggctcag ctctggcttc 


2700 


ctgctcacac 


gctggatgcc 


tgtccccagg 


cctcctgaca 


gggctctgca gcattggaga 


2760 


ggcttgtggt y-gggccctcg* ctgtagaaca ggcactgcca gtgctcactg actcctcatt 


2820 


gcagccaggg 


caggggcgct 


cccaccacct 


cggtttcagt 




2880 


ggatctgcca 


gcagctctgt 


gtgctcccca 


ggtgggctgc 


ccgggyccct. yyLn»i.u *- y y 


2940 


cttctacacc 


agtgcccctg 


cgaagcctca 


gcgcccaagg 


CCCCtgcaay cct-tytttLi 


3000 


gcatctctgg 


agagggctgc 


tccaggtgtg ggcctggcca 


gggCu CCt»ciy ouLayv.v.v*ay 


3060 


gcactgcacc 


tgcacattga 


cccccttctc 


cactctctct 


CatCCtuCdy Leiy<-s-.as-cielca 


3120 


gctggcagca 


gggtactcgc 


agatttgtga 


ggagagccga 


gccctrtgctg dLiyL^tL^^ 


3180 


cgtgcacggc 


agagtgaggc 


ggggctcctg 


gcctccttag 


gyyCLyctcy uon.yyyv,^a 


3240 


cacagccaga 


gaaacactgt 


ccatctggct 


ggcttggcct 


gtgggyiyca actdyciyy *-y*- 


3300 


tttcactttg 


ctttggaaac 


atggaaatta 


ccaagtgact 


CaaCCacaaC aCCaodtyaL 


3360 


gatttttaaa 


tttatgaaaa 


ttatggaacc 


agatgggaca 


caggyaaacy ayaot.yoL.av,. 


3420 


tgaaaaggtc 


tgagtcctgt 


ggggggtcca 


ggtcccgcaa 


gacaycuaat- t-dyyuy^-^^v- 


3480 


tgtctgttat 


tcgggtaaat 


gtagcagctg ggtccaggct 


cggycayayc aycttut.Law. 


3540 


agcaggggtg 


tccgccctct 


cccggggttc 


ccacggggtt 


cccaggggcc • tcttactctg 


3600 


ccacgatgtg 


ggagttccac 


caccacaggg 


acttgagcgg 


cagctccggc cccuacyuag 


3660 


aaacgcgcaa 


ctccagtccc 


taggttgtgt 


ccgaggttgc 


cacggtgcca tcccacccty 


3720 


ccgctcactc 


tgcgactgtg 


cggagaaacg 


caagtgcccc 


cgaagggtgg gcgtggcctc 


3780 


tgatgaatgc 


acacgttggt 


gggaggtggc 


ttccgtttgt 


acgaagcgcc tcttcacgcg 


3840 


agcgttcacc 


tcggtctccc 


ctttgcttgg 


tccagttcca 


gaaacgccgc tggactgcga 


3900 


ggtctccctg 


tggtcgtcct 


ggggactgtg 


cggaggccac 


tgtgggaggc tcgggaccaa 


3960 


gagcaggact 


cgctacgtcc 


gggtccagca 


accttgcttc 


ttaggggccc ccgtgtcccg 


4020 


tctgctctca 


gcctcctcct 


cctgcaggat 


aaagtcatcc 


ccaaggctcc agctactcta 


4080 


aattatgtct 


ccttataagt 


tattgctgct 


ccaggagatt 


gtccttcatc gtccaggggc 


4140 


ctggctccca 


cgtggttgca 


gatacctcag 


acctggtgct 


ctaggctgtg ctgagcccac 


4200 


tctcccgagg 


gcgcatccaa 


gcgggggcca 


cttgagaagt 


gaataaatgg ggcggtttcg 


4260 


gaagcgtcag 


tgtttccatg 


ttatggatct 


ctctgcgttt 


gaataaagac tatctctgtt 


4320 
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gctcaaaaa • „ 4329 

• . - o . : • • 

*. * - . <210>' '6 * * 

<211> 4524 

<212>. DNA * . r 

<213> Homo sapien ^ 

.<4 00> 6 - «- . • 

gggagggata g^cggggag acaaagaaag gggtgcggca gcactgccag gggaagaggg . 60 

. tgatccgacc cggggaaggt cgctgggcag ggcgagttgg gaaagcggca gcccccgccg 120 

cccccgcagc cccttctcct cctttctccc acgtcctatc tgcctctcgc tggaggccag 180 

gccgtgcagc atcgaagaca ggaggaactg gagcctcatt ggccggcccg gggcgccggc 24 0 

ctcgggctta aataggagct ccgggctctg gctgggaccc gaccgctgcc ggccgcgctc 300 

ccgctgctcc tgccgggtga tggaaaaccc cagcccggcc gccgccctgg gcaaggccct 360 

ctgcgctctc ctcctggcca ctctcggcgc cgccggccag cctcttgggg gagagtccat 420 

ctgttccgcc agagccccgg ccaaatacag catcaccttc acgggcaagt ggagccagac 4 80 

ggccttcccc aagcagtacc ccctgttccg cccccctgcg cagtggtctt cgctgctggg 540 

ggccgcgcat agctccgact acagcatgtg gaggaagaac cagtacgtca gtaacgggct 600 

gcgcgacttt gcggagcgcg gcgaggcctg ggcgctgatg aaggagatcg aggcggcggg 660 

ggaggcgctg cagagcgtgc acgaggtgtt ttcggcgccc gccgtcccca gcggcaccgg 72 0 

gcagacgtcg gcggagctgg aggtgcagcg caggcactcg ctggtctcgt ttgtggtgcg 780 

catcgtgccc agccccgact ggttcgtggg cgtggacagc ctggacctgt gcgacgggga 840 

ccgttggcgg gaacaggcgg cgctggacct gtacccctac gacgccggga cggacagcgg 900 

cttcaccttc tcctccccca acttcgccac catcccgcag gacacggtga ccgagataac 960 

gtcctcctct cccagccacc cggccaactc cttctactac ccgcggctga aggccctgcc 1020 

tcccatcgcc agggtgacac tgctgcggct gcgacagagc cccagggcct tcatccctcc 1080 

cgccccagtc ctgcccagca gggacaatga gattgtagac agcgcctcag gtaacggaca 114 0 

tacaggtcac atgggacaca cagcagcccc gaaccctgcc acagggcgac caccaaaccc 12 00 

gaacctaagg ctctgagaaa ttccaagtag ggattcgtag tgcgtactgc aagatggtgc 1260 

ctagaagatt taggattctg ttgattcaca cactgaagat gtgactcttg cacattattt 1320 

gcagttgaaa gcatcttaca gggccacagc ccagaggaaa gaatgaaagg aggctccaga 1380 

cagtacctga gagactctgt cctgtcagac acgcacccac aggtgacctg tgtgtcacag 144 0 

ctgacaagga agcttgctag gatggccctg tgtggccacc gggtgacagc tatgctgcag 1500 

ggcacctgtg ggggtctcgg gacccagcca ccacacagct cggggctctg ctcacaggcg 1560 
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ccttggcctg 


gggcggggca 


ggtgctgatg agcattctcc' 


tagctcttcc aggcacctgc" 


1620 


tggacagggc 


aggctgggaa cgctggggcc gagtggcagt 


tccctcccta- 


ctcagctggg 


168*0 


tggcagccac 


tggcctcacg gagcgcctgt g^tctggagc gcattgctgg gtcgtgggtc 


1740 


agggcctgtt 


ggotctgggt 


ctctgggtct 


cacctgatat 


gggtgtggga 


cagtcagtgt 


1800 


aggccccaga 


caacagcgga cttcagactt tcccgaggag gaactggagc 


ccaccaacct 
• 


1860 


ggccatgggc 


cccgtcgtcc 


tccaccctcc 


atgttgctgg ctggagttga 


ggcaggtacg 


1920 


gggccgcccc 


acacctgccc 


cccaagccat 


gtggtaggga 


cagatgtcgt 


cttgaggagc 


1980 


agcagtaatt 


acaagcttac 


tgtcagccgt 


ccctggaagc 


aagggccagg 


tcaggtcaga 


2040" 


caggaggccg 


cctggctggc 


gggaaccact 


ccccagacag 


agactgtgcc 


cagtcctggg 


2100 


tccctcctca 


tttgggatga 


actgggcctc 


cctgtgccag 


cctcggtgct 


gcccctgccc 


2160 


agtgcaggct 


tgggctcctc 


actcatttgt 


ccacgcggat 


gccccattcc 


aagcagatgt 


2220 


ccccgagcca 


cttacccaac 


aggcagacgt 


gccagcactg 


ttcgtggtgt 


gcaactggtc 


2280 


tggcgggaag 


agcccctcgt 


gggcagaggg 


tccagagagg 


tgcggtttgc 


cccacatttg 


2340 


ggggcactgg 


gccacagtgg 


gcaggggagc 


acgtggccag 


tgccctgggc 


taggagaggg 


2400 


ataaagtcag 


ctgtggccaa 


gcagaagcag 


tattgcaggg gaagggtggg gagagactgt 


2460 


gctatgagct 


ctgagcagga 


ggcaggacat 


ggagagaagg gtgggagacg gacagagcca 


2520 


gctgtgccag 


ccgagggacc 


agagtgggca 


gtggggacgg 


agcacagacc 


accgcccaca 


2580 


agggtctctc 


ctgtgacttc 


tggcttcccg 


agggcagagg 


ctgggatggg 


catgtggcgg 


2640 


ctggcaccca 


ggaggctccg 


ccaggtccac 


gccaagccag 


cctggctcag 


ctctggcttc 


2700 


ctgctcacac 


gctggatgcc 


tgtccccagg 


cctcctgaca 


gggctctgca 


gcattggaga 


2760 


ggcttgtggt 


ggggccctcg 


ctgtagaaca 


ggcactgcca 


gtgctcactg 


actcctcatt 


2820 


gcagccaggg 


caggggcgct 


cccaccacct 


cggtttcagt 


caggaagctg 


gggggtgctg 


2880 


ggatctgcca 


gcagctctgt 


gtgctcccca 


ggtgggctgc 


ccggggccct 


ggctctctgg 


2940 


cttctacacc 


agtgcccctg 


cgaagcctca 


gcgcccaagg 


tctttgcaag 


ccctgttcct 


3000 


gcatctctgg 


agagggctgc 


tccaggtgtg ggcctggcca gggcttccag 


accagtccag 


3060 


gcactgcacc 


tgcacattga 


cccccttctc 


cactctctct 


catccttcag 


tagccacaaa 


3120 


gctggcagca 


gggtactcgc 


agatttgtga 


ggagagccga 


gcccttgctg 


actgtcctcc 


3180 


cgtgcacggc 


agagtgaggc 


ggggctcctg 


gcctccttag 


gggctgcccg 


ctctgggcca 


3240 


cacagccaga 


gaaacactgt 


ccatctggct 


ggcttggcct 


gtggggtgca 


aaagaggtgt 


3300 


tttcactttg 


ctttggaaac 


atggaaatta 


ccaagtgact 


taaccataac 


accaaatgat 


3360 


gatttttaaa 


tttatgaaaa 


ttatggaacc 


agatgggaca 


cagggaaacg 


agaacgatac 


3420 
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tgaaaaggtc tgagtcctgt ggggggtcca 
tgtctgttat tcgggtaaat gtagcagctg 
agcaggggtg tccgccctct cccggggttc 
ccaccfatgtg ggagttccac caccacaggg 
aaacgcgcaa ctccagtccc taggttgtgt 
ccgctcactc tgcgactgtg cggagaaacg 
tgatgaatgc acacgttggt gggaggtggc 
agcgttcacc tcggtctccc ctttgcttgg 
ggtctccctg tggtcgtcct ggggactgtg 
gagcaggact cgctacgtcc gggtccagcc 
cgaagaagag gctgagtgcg tccctgataa 
tggggccccc cggagccatg gggtgtcggg 
ccgagggcac agggggtttc gcgctgctcc 
tgcactgaag ggccctctgg tggccggcac 
gctccagcta ctctaaatta tgtctcctta 
tcatcgtcca ggggcctggc tcccacgtgg 
ctgtgctgag cccactctcc cgagggcgca 
aatggggcgg tttcggaagc gtcagtgttt 
aagactatct ctgttgctca aaaa 

<210> 7 

<211> 4600 

<212> DNA 

<213> Homo sapien 

<400> 7 

gggagggata ggacggggag acaaagaaag 
tgatccgacc cggggaaggt cgctgggcag 
cccccgcagc cccttctcct cctttctccc 
gccgtgcagc atcgaagaca ggaggaactg 
ctcgggctta aataggagct ccgggctctg 
ccgctgctcc tgccgggtga tggaaaaccc 
ctgcgctctc ctcctggcca ctctcggcgc 
ctgttccgcc agagccccgg ccaaatacag 
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14 . 

ggtcccgcaa gacagctaat caggtgcccc "3480 

ggtccaggct cgggcagagc agctttctac 354 0 

ccacggggtt cccaggggcc tcttactctg '3600 

acttgagcgg cagctccggc tcttacgtag 3660 

ccgaggttgc tatggtgcca tcccatcttg 3720 

a 

caagtgcccc cgaagggtgg gcgtggcctc 3780 

ttccgtttgt acgaagcgcc tcttcacgcg 3840 

tccagttcca gaaacgccgc tggactgcga 3900 

cggaggccac tgtgggaggc tcgggaccaa 3960 

cgccaacaac gggagcccct gccccgagct 4020 

ctgcgtctaa gaccagagcc ccgcagcccc 4080 

ggctcctgtg caggctcatg ctgcaggcgg 4140 

tgaccgcggt gaggccgcgc cgaccatctc 4200 

gggcattggg aaacagcctc ctcctttccc 4260 

taagttattg ctgctccagg agattgtcct 4320 

ttgcagatac ctcagacctg gtgctctagg 4380 

tccaagcggg ggccacttga gaagtgaata 444 0 

ccatgttatg gatctctctg cgtttgaata 4500 

4524 



gggtgcggca gcactgccag gggaagaggg 60 

ggcgagttgg gaaagcggca gcccccgccg 120 

acgtcctatc tgcctctcgc tggaggccag 180 

gagcctcatt ggccggcccg gggcgccggc 240 

gctgggaccc gaccgctgcc ggccgcgctc 3 00 

cagcccggcc gccgccctgg gcaaggccct 360 

cgccggccag cctcttgggg gagagtccat 420 

catcaccttc acgggcaagt ggagccagac 480 
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ggccttcccc aagcagtacc ccctgttccg cccccctgcg cagtggt'ctt cgctgctggg 


540 


ggccgcgcat 


agctccgact 


acagcatgtg 


gaggaagaac 


cagtacgtca gtaacgggct 


600 


gcgcgacttt 


gcgg'agcgcg 


gcgaggcctg 


ggcgctgatg 


aaggagatcg aggcggcggg 


660 


ggaggcgctg 


cagagcgtgc 


acgaggtgtt 


ttcggcgccc 


gccgtcccca 


gcggcaccgg 


720 


gcagacgtcg 


gcggagctgg 


aggtgcagcg 


caggcacticg 


ctggtctcgt 

* 


ttgtggtgcg 


780 


catcgtgccc agccccgact ggttcgtggg cgtggacagc ctggacctgt gcgacgggga 


840 


ccgttggcgg 


gaacaggcgg 


cgctggacct 


gtacccctac 


gacgccggga 


cy y l. ay l. y y 


900 


cttcaccttc 


tcctccccca 


act t cgccac 


catcccgcag gacacggtga 


i*^y aya l. aci l* 


960 


gtcctcctct 


cccagccacc 


cggccaactc 


cttctactac 




^yy^^^^y^^ 


1020 


tcccatcgcc 


agggtgacac 


tgctgcggct 


gcgacagagc 


L. L l. ciy yy«»v.L 


t*^a ^ c* c* \~ 


1080 


cgccccagtc 


ctgcccagca 


gggacaatga 


gattgtagac 






1140 


tacaggtcac 


atgggacaca 


cagcagcccc 


gaaccctgcc 


eiL.ciyyyL.yciL- 




1200 


gaacctaagg 


ctctgagaaa 


ttccaagtag 


ggattcgtag 




dayatyy i«yv 


1260 


ctagaagatt 


taggattctg 


ttgattcaca 


cactgaagat 


y LydLiLt L»y 


V»awAU UaL L. L. 


1320 


gcagttgaaa 


gcatcttaca 


gggccacagc 


ccagaggaaa 


ydaCgadayy 


ayyL.LL.uaya 


1380 


cagtacctga 


gagactctgt 


cctgtcagac 


acgcacccac 


ayy ty acccy 


ty ty t cctccty 


1440 


ctgacaagga 


agcttgctag 


gatggccctg 


tgtggccacc 


yyy Lyd.L.cty l 


tatyCtyCay 


1500 


ggcacctgtg 


ggggtctcgg 


gacccagcca 


ccacacagct 


cggggctctg 


ctCaCayycy 


1560 


ccttggcctg gggcggggca 


ggtgctgatg agcattctcc 


tagctcttcc 


ayy cacc tyL 


1620 


tggacagggc 


aggctgggaa 


cgctggggcc 


gagtggcagt 


tccctcccta 


ctcagctggg 


1680 


tggcagccac 


tggcctcacg 


gagcgcctgt 


ggtctggagc 


gcattgctgg 


gtcgtgggtc 


1740 


agggcctgtt 


ggctctgggt 


ctctgggtct 


cacctgatat 


gggtgtggga 


cagtcagtgt 


1800 


aggccccaga 


caacagcgga 


cttcagactt 


tcccgaggag 


gaactggagc 


ccaccaacct 


1860 


ggccatgggc 


cccgtcgtcc 


tccaccctcc 


atgttgctgg 


ctggagttga 


ggcaggtacg 


1920 


gggccgcccc 


acacctgccc 


cccaagccat 


gtggtaggga 


cagatgtcgt 


cttgaggagc 


1980 


agcagtaatt 


acaagcttac 


tgtcagccgt 


ccctggaagc 


aagggccagg 


tcaggtcaga 


2040 


caggaggccg 


cctggctggc 


gggaaccact 


ccccagacag 


agactgtgcc 


cagtcctggg 


2100 


tccctcctca 


tttgggatga 


actgggcctc 


cctgtgccag 


cctcggtgct 


gcccctgccc 


2160 


agtgcaggct 


tgggctcctc 


actcatttgt 


ccacgcggat 


gccccattcc 


aagcagatgt 


2220 


ccccgagcca 


cttacccaac 


aggcagacgt 


gccagcactg 


ttcgtggtgt 


gcaactggtc 


2280 
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tggcgggaag 

•gggpcactgg 

• ataaagtcag 
gctatgagct 
gctgtgccag 
agggtctctc 
ctggcaccca 
ctgctcacac 
ggcttgtggt 
gcagccaggg 
ggatctgcca 
cttctacacc 
gcatctctgg 
gcactgcacc 
gctggcagca 
cgtgcacggc 
cacagccaga 
tttcactttg 
gatttttaaa 
tgaaaaggtc 
tgtctgttat 
agcaggggtg 
ccacgatgtg 
aaacgcgcaa 
ccgctcactc 
tgatgaatgc 
agcgttcacc 
ggtctccctg 
gagcaggact 
cgaagaagag 
tggggccccc 



PCT/US2004/011104 



agccdctcgt 
gccacagtgg 
ctgtggccaa 
ctgagcagga 
ccgagggacc 
ctgtgact'tc 
^gaggctccg 
gctggatgcc 
ggggccctcg 
caggggcgct 
gcagctctgt 
agtgcccctg 
agagggctgc 
tgcacattga 
gggtactcgc 
agagtgaggc 
gaaacactgt 
ctttggaaac 
tttatgaaaa 
tgagtcctgt 
tcgggtaaat 
tccgccctct 
ggagttccac 
ctccagtccc 
tgcgactgtg 
acacgttggt 
tcggtctccc 
tggtcgtcct 
cgctacgtcc 
gctgagtgcg 
cggagccatg 



gggcagaggg 
gcaggggagc 
gcagaagcag 
ggcaggacat 
agagtgggca 
tggpttcccg 
ccaggtccac 
tgtccccagg 
ctgtagaaca 
cccaccacct 
gtgctcccca 
cgaagcctca 
tccaggtgtg 
cccccttctc 
agatttgtga 
ggggctcctg 
ccatctggct 
atggaaatta 
ttatggaacc 

ggggggtcca 

gtagcagctg 
cccggggttc 
caccacaggg 
taggttgtgt 
cggagaaacg 
gggaggtggc 
ctttgcttgg 
ggggactgtg 
gggtccagcc 
tccctgataa 
gggtgtcggg 



16- 
tccagagagg 

acgtggccag 

tatt'gcaggg 

ggagagaagg 

gtggggacgg 

agggcagagg 

gccaagccag 

cctcctgaca 

ggcactgcca 

cggtttcagt 

ggtgggctgc 

gcgcccaagg 

ggcctggcca 

cactctctct 

ggagagccga 

gcctccttag 

ggcttggcct 

ccaagtgact 

agatgggaca 

ggtcccgcaa 

ggtccaggct 

ccacggggtt 

acttgagcgg 

ccgaggttgc 

caagtgcccc 

ttccgtttgt 

tccagttcca 

cggaggccac 

cgccaacaac 

ctgcgtctaa 

ggctcctgtg 



tgcggtttgc 
tgccctgggc 
gaagggtggg 
gtgggagacg 
agcacagacc 
ctgggatggg 
cctggctcag 
gggctctgca 
gtgctcactg 
caggaagctg 
ccggggccct 
tctttgcaag 
gggcttccag 
catccttcag 
gcccttgctg 
gggctgcccg 
gtggggtgca 
taaccataac 
cagggaaacg 
gacagctaat 
cgggcagagc 
cccaggggcc 
cagctccggc 
tatggtgcca 
cgaagggtgg 
acgaagcgcc 
gaaacgccgc 
tgtgggaggc 
gggagcccct 
gaccagagcc 
caggctcatg 



cccacatttg 

taggagaggg 

gagagactgt 

gacagagcca 

accgcccaca 

catgtggo^g 

ctctggcttc" 

gcattggaga 

actcctcatt 

gggggtgctg 

ggctctctgg 

ccctgttcct 

accagtccag 

tagccacaaa 

actgtcctcc 

ctctgggcca 

aaagaggtgt 

accaaatgat 

agaacgatac 

caggtgcccc 

agctttctac 

tcttactctg 

tcttacgtag 

tcccatcttg 

gcgtggcctc 

tcttcacgcg 

tggactgcga 

tcgggaccaa 

gccccgagct 

ccgcagcccc 

ctgcaggcgg 



2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 
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ccgagggcac agggggtttc gcgctgctcc tgaccgcggt gaggccgcgc cgaccatctc 4 2 00- 

tgcactgaag ggccctctgg tggccggcac gggcattggg aaacagcctc ctcctttccc 4260 

aaccttgctt cttaggggcc cccgtgtccc gtcfcgctctc agcctcctcc tcctgcagga 4320 

taaagtcatc" cccaaggctc cagctactct "aaattatgtc tccttataag ttattgctgc 4380 

tccaggagat tgtccttcat cgtccagggg cctggctccc acgtggttgc agatacctca 444 0 

gacctggtgc tctaggctgt gctgagccca ctctcccgag ggcgcatcca agcgggggcc 4 500 

acttgagaag tgaataaatg gggcggtttc ggaagcgtca gtgtttccat gttatggatc 4560 

tctctgcgtt tgaataaaga ctatctctgt tgctcaaaaa 4600 

<210> 8 

<211> 4413 

<212> DNA 

<213> Homo sapien 

<400> 8 

gggagggata ggacggggag acaaagaaag gggtgcggca gcactgccag gggaagaggg 60 

tgatccgacc cggggaaggt cgctgggcag ggcgagttgg gaaagcggca gcccccgccg 12 0 

cccccgcagc cccttctcct cctttctccc acgtcctatc tgcctctcgc tggaggccag 180 

gccgtgcagc atcgaagaca ggaggaactg gagcctcatt ggccggcccg gggcgccggc 24 0 

ctcgggctta aataggagct ccgggctctg gctgggaccc gaccgctgcc ggccgcgctc 300 

ccgctgctcc tgccgggtga tggaaaaccc cagcccggcc gccgccctgg gcaaggccct 360 

ctgcgctctc ctcctggcca ctctcggcgc cgccggccag cctcttgggg gagagtccat 420 

ctgttccgcc agagccccgg ccaaatacag catcaccttc acgggcaagt ggagccagac 480 

ggccttcccc aagcagtacc ccctgttccg cccccctgcg cagtggtctt cgctgctggg 540 

ggccgcgcat agctccgact acagcatgtg gaggaagaac cagtacgtca gtaacgggct 600 

gcgcgacttt gcggagcgcg gcgaggcctg ggcgctgatg aaggagatcg aggcggcggg 660 

ggaggcgctg cagagcgtgc acgaggtgtt ttcggcgccc gccgtcccca gcggcaccgg 720 

gcagacgtcg gcggagctgg aggtgcagcg caggcactcg ctggtctcgt ttgtggtgcg 780 

catcgtgccc agccccgact ggttcgtggg cgtggacagc ctggacctgt gcgacgggga 84 0 

ccgttggcgg gaacaggcgg cgctggacct gtacccctac gacgccggga cggacagcgg 900 

cttcaccttc tcctccccca acttcgccac catcccgcag gacacggtga ccgagataac 960 

gtcctcctct cccagccacc cggccaactc cttctactac ccgcggctga aggccctgcc 1020 

tcccatcgcc agggtgacac tgctgcggct gcgacagagc cccagggcct tcatccctcc 1080 

cgccccagtc ctgcccagca gggacaatga gattgtagac agcgcctcag gtaacggaca 114 0 
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tacaggtcac 


atgggacaca 


cagcagcccc 


gaaccctgcc 


acagggegae 


caccaaaccc 




gaacctaagg 


ctctgagaaa 


ttccaagtag ggattcgtag tgcgtactgc aagatggtgc 




ctagaagatt 


taggattctg 


ttgattcaca 


cactgaagat 


gtgactcttg 


cacattattt 




gcagtftgaaa 


gcatcttaca 


gggccacagc 


ccagaggaaa 


gaatgaaagg 


aggctccaga 


1380 


cagtacctga gagactctgt 


cctgtcagac 


acgca.cccac 


aggtgacctg 


tgtgtcacag 


144 0 


ctgacaagga 


agcttgctag gatggccctg 


tgtggccacc 


gggtgacagc 


tatgetgeag 


T C f\ f\ 


ggcacctgtg 


ggggtctcgg gacccagcca 


ccacacagct 


eggggctctg ctcacaggcg 


1 r /-ft 


ccttggcctg 


gggcggggca 


ggtgctgatg agcattctcc 


tagctcttcc 


aggcacctgc 




tggacagggc 


aggctgggaa 


cgctggggcc 




tccctcccta 


ctcagctggg 


loot) 


tggcagccac 


tggcctcacg gagcgcctgt 




geattgetgg gtcgtgggtc 


1740 


agggcctgtt 


ggctctgggt 


ctctyygtcu 


racctoatat 

V_ CI V— v»» i— y d w s* 


yyy L y L yyy a 


caatcaatat 


18 UU 


aggccccaga 


caacagcgga 


ct tcagact t 


t" ccmziciciPici 
LL.i*uyoyyay 


yaauvyyuyu 


ccaccaacct 


1 OCA 

looU 


ggccatgggc 


cccgtcgtcc 


tccaccctcc 


a i~ nt~ t - ac t~ era 
ai,y uv.yt.Lyy 


c tyy ciy ut-ya 


yy^* a yy tav -y 


1920 


gggccgcccc 


acacctgccc 


cccaagccat 


ytyytayyya 


i_cty ct uy i- y *- 




1 O O A 


agcagtaat t 


acaagcttac 


tgtcagccgt 


ccctyyaayw 


aagggecagg 


tcaggtcaga 


2040 


caggaggccg 


cctggctggc 


gggaaccact 


rr , r^r % ^ rtz* a cr 
t»v-,t,v»ciyciwciy 


agactgtgcc 


cagtcctggg 


A1 AA 


tccctcctca 


tttgggatga 


actgggcctc 


CCugtyCCay 


cctcggtgct 


gcccctgccc 




agtgcaggct 


tgggctcctc 


actcatttgt 


ccacgcggat 


gccccattcc 


aagcagatgt 




ccccgagcca 


cttacccaac 


aggcagacgt 


gccagcactg 


ttcgtggtgt 


gcaactggtc 


*5 O Q ft 


tggcgggaag 


agcccctcgt 


gggcagaggg 


tccagagagg 


tgcggtttgc 


cccacatttg 


Z J 4 U 


ggggcactgg 


gccacagtgg 


gcaggggagc 


acgtggccag 


tgccctgggc 


taggagaggg 


1/1 AA 

24 UU 


ataaagtcag 


ctgtggccaa 


gcagaagcag 


tattgeaggg 


gaagggtggg 


gagagactgt 


24 oO 


gctatgagct 


ctgagcagga 


ggcaggacat 


ggagagaagg 


gtgggagacg 


gaeagageca 


2520 


gctgtgccag 


ccgagggacc 


agagtgggca 


gtggggacgg 


agcacagacc 


accgcccaca 


2580 


agggtctctc 


ctgtgacttc 


tggcttcccg 


agggcagagg 


ctgggatggg 


catgtggcgg 


2640 


ctggcaccca 


ggaggctccg 


ccaggtccac 


gccaagccag 


cctggctcag 


ctctggcttc 


2700 


ctgctcacac 


gctggatgcc 


tgtccccagg 


cctcctgaca 


gggctctgea 


gcattggaga 


2760 


ggcttgtggt 


ggggccctcg 


ctgtagaaca 


ggcactgcca 


gtgctcactg 


actcctcatt 


2820 


gcagccaggg 


caggggcgct 


cccaccacct 


cggtttcagt 


caggaagctg gggggtgctg 


2880 


ggatctgcca 


gcagctctgt 


gtgctcccca 


ggtgggctgc 


ccggggccct 


ggctctctgg 


2940 
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ottctacacc 


agtgcccctg cgaagcctca 


gcgcccaagg tctttgcaag ccctgttcct 


3000 


gcatctctgg 


agagggctgc 


tccaggtgtg 


ggcctggcca gggcttccag accagtccag 


3060 


♦gcactgcacc 


tgcacattga 


cccccttctc 


-cactctctct 


? catccttcag tagccacaaa 


3120 


gctggcagca 


gggtactcgc agatttgtga 


ggagagccga 


gcccttgctg actgtcctcc 


3180" 


cgtgcacggc 


agagtgaggc 


ggggctcctg 


gcctccttag gggctgcccg ctctgggcca 


3240 


' cacagccaga 


gaaacactgt 


ccatctggct 


ggcttggcct 


gtggggtgca 


aaagaggtgt 


3300 


tttcactttg 


ctttggaaac. 


atggaaatta 


ccaagtgact 


taaccataac 


accaaatgat 


336C 


gatttttaaa 


tttatgaaaa 


ttatggaacc 


agatgggaca 


cagggaaacg 


agaacgatac 


3420 


tgaaaaggtc 


tgagtcctgt 


ggggggtcca 


ggtcccgcaa 


gacagctaat 


caggtgcccc 


3480 


tgtctgttat 


tcgggtaaat 


gtagcagctg 


ggtccaggct 


cgggcagagc 


agctttctac 


3540 


agcaggggtg 


tccgccctct 


cccggggttc 


ccacggggtt 


cccaggggcc 


tcttactctg 


3600 


ccacgatgtg 


ggagttccac 


caccacaggg 


acttgagcgg 


cagctccggc 


tcttacgtag 


3660 


aaacgcgcaa 


ctccagtccc 


taggttgtgt 


ccgaggttgc 


tatggtgcca 


tcccatcttg 


3720 


ccgctcactc 


tgcgactgtg 


cggagaaacg 


caagtgcccc 


cgaagggtgg gcgtggcctc 


3780 


tgatgaatgc 


acacgttggt 


gggaggtggc 


ttccgtttgt 


acgaagcgcc 


tcttcacgcg 


3840 


agcgttcacc 


tcggtctccc 


ctttgcttgg 


tccagttcca 


gaaacgccgc 


tggactgcga 


3900 


ggtctccctg 


tggtcgtcct 


ggggactgtg 


cggaggccac 


tgtgggaggc 


tcgggaccaa 


3960 


gagcaggact 


cgctacgtcc 


gggtccagcc 


cgccaacaac 


gggagcccct 


gccccgagct 


4020 


cgaagaagtc 


tggtggccgg 


cacgggcatt 


gggaaacagc 
• 


ctcctccttt 


cccaaccttg 


4080 


cttcttaggg 


gcccccgtgt 


cccgtctgct 


ctcagcctcc 


tcctcctgca 


ggataaagtc 


4140 


atccccaagg 


ctccagctac 


tctaaattat 


f-~ +~ ^ *- r-> f* ¥■ t- ^ ¥■ 

gUCLCCLLdL 


aagttattgc 


tgctccagga 


4200 


gattgtcctt 


catcgtccag 


gggcctggct 


cccacgtggt 


tgcagatacc 


tcagacctgg 


4260 


tgctctaggc 


tgtgctgagc 


ccactctccc 


gagggcgcat 


ccaagcgggg 


gccacttgag 


4320 


aagtgaataa 


atggggcggt 


ttcggaagcg 


tcagtgtttc 


catgttatgg 


atctctctgc 


4380 


gtttgaataa 


agactatctc 


tgttgctcaa 


aaa 






4413 


<210> 9 

<211> 1535 

<212> DNA 

<213> Homo sapien 












<400> 9 

gggagggata 


ggacggggag 


acaaagaaag 


gggtgcggca 


gcactgccag 


gggaagaggg 


60 


tgatccgacc 


cggggaaggt 


cgctgggcag 


ggcgagttgg 


gaaagcggca 


gcccccgccg 


120 
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cccccgcagc 


cccttctcct 


cctttctccc 


acgtcctatc tgcctctcgc 

• * 

V . . — r-v 


tggaggccag 


180 


gccgtcjcagc 


atcgaagaca ggaggaactg gagcctcatt ggccggcccg 


gggcgccggc 


240 


ctcgggctta 


aataggagct ccgggctctg gctgggaccc gaccgctgcc ggccgcgctc 


300 


ccgctgctcc 


tgcc^qgtga 


tggaaaaccc cagcccggcc gccgccctgg gcaaggccct 


360 


ctgcgctct'c 


ctcctggcca ctctcggcgc cgccggccag cctcttgggg gagagtccat t 


420 


ctgttccgcc 


agagccccgg ccaaatacag catcaccttc acgggcaagt ggagccagac 


480 


ggccttcccc 


aagcagtacc ccctgttccg cccccctgcg 


cagtggtctt 


cgctgctggg 


540 


ggccgcgcat 


agctccgact 


« 

acagcatgtg 


gaggaagaac 


cagtacgtca 


gtaacgggct 


600 


gcgcgacttt 


gcggagcgcg 


gcgaggcctg 


ggcgctgatg 


aaggagatcg 


aggcggcggg 


660 


ggaggcgctg 


cagagcgtgc 


acgaggtgtt 


ttcggcgccc 


gccgtcccca 


gcggcaccgg 


720 


cagctttcta 


cagcaggggt 


gtccgccctc 


tcccggggtt 


cccacggggt 


tcccaggggc 


780 


ctcttactct 


gccacgatgt 


gggagttcca 


ccaccacagg gacttgagcg 


gcagctccgg 


840 


ctcttacgta 


gaaacgcgca 


actccagtcc 


ctaggttgtg 


tccgaggttg 


ctatggtgcc 


900 


atcccatctt 


gccgctcact 


ctgcgactgt 


gcggagaaac 


gcaagtgccc 


ccgaagggtg 


960 


ggcgtggcct 


ctgatgaatg 


cacacgttgg 


tgggaggtgg 


cttccgtttg 


tacgaagcgc 


1020 


ctcttcacgc 


gagcgttcac 


ctcggtctcc 


cctttgcttg 


gtccagttcc 


agaaacgccg 


1080 


ctggactgcg 


aggtctccct 


gtggtcgtcc 


tggggactgc 


cgcgccgacc 


atctctgcac 


1140 


tgaagggccc 


tctggtggcc 


ggcacgggca 


ttgggaaaca 


gcctcctcct 


ttcccaacct 


1200 


tgcttcttag 


gggcccccgt 


gtcccgtctg 


ctctcagcct 


cctcctcctg 


caggataaag 


1260 


tcatccccaa 


ggctccagct 


actctaaatt 


atgtctcctt 


ataagttatt 


gctgctccag 


1320 


gagattgtcc 


ttcatcgtcc 


aggggcctgg 


ctcccacgtg 


gttgcagata 


cctcagacct 


1380 


ggtgctctag 


gctgtgctga 


gcccactctc 


ccgagggcgc 


atccaagcgg 


gggccacttg 


1440 


agaagtgaat 


aaatggggcg gtttcggaag 


cgtcagtgtt 


tccatgttat 


ggatctctct 


1500 


gcgtttgaat 


aaagactatc 


tctgttgctc 


aaaaa 






1535 



<210> 10 

<211> 4282 

<212> DNA 

<213> Homo sapien 

<400> 10 

gggagggata ggacggggag acaaagaaag gggtgcggca gcactgccag gggaagaggg 60 

tgatccgacc cggggaaggt cgctgggcag ggcgagttgg gaaagcggca gcccccgccg 120 

cccccgcagc cccttctcct cctttctccc acgtcctatc tgcctctcgc tggaggccag 180 



WO 2004/092338 

gccgtgcagc atcgaagaca ggaggaactg 
ctcgggctta aataggagct ccgggctctg 
'ccgctgcccc tgccgggtga tggaaaaccc 
ctgcgctctc ctcctggcca ctctcggcgc 
ctgttccgcc agagccccgg ccaaatacag 
ggccttcccc aagcagtacc ccctgttccg 
ggccgcgcat agctccgact acagcatgtg 
gcgcgacttt gcggagcgcg gcgaggcctg 
ggaggcgctg cagagcgtgc acgaggtgtt 
gcagacgtcg gcggagctgg aggtgcagcg 
catcgtgccc agccccgact ggttcgtggg 
ccgttggcgg gaacaggcgg cgctggacct 
cttcaccttc tcctccccca acttcgccac 
gtcctcctct cccagccacc cggccaactc 
tcccatcgcc agggtgacac tgctgcggct 
cgccccagtc ctgcccagca gggacaatga 
tacaggtcac atgggacaca cagcagcccc 
gaacctaagg ctctgagaaa ttccaagtag 
ctagaagatt taggattctg ttgattcaca 
gcagttgaaa gcatcttaca gggccacagc 
cagtacctga gagactctgt cctgtcagac 
ctgacaagga agcttgctag gatggccctg 
ggcacctgtg ggggtctcgg gacccagcca 
ccttggcctg gggcggggca ggtgctgatg 
tggacagggc aggctgggaa cgctggggcc 
tggcagccac tggcctcacg gagcgcctgt 
agggcctgtt ggctctgggt ctctgggtct 
aggccccaga caacagcgga cttcagactt 
ggccatgggc cccgtcgtcc tccaccctcc 
gggccgcccc acacctgccc cccaagccat 
agcagtaatt acaagcttac tgtcagccgt 



PCT/US2004/011104 

♦ 
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gagcctcatt 


ggccggcccg 


gggcgccggc 


240 


gctgggaccc gaccgctgcc ggccgcgctc 


300 


cagcccggcc 


gccgccctgg gcaaggccct 


360 


cgccggccag 


cctcttgggg 


gagagtccat 


420 


catcaccttc 


acgggcaagt 


ggagccagac 


480 


cccccctgcg 


cagtggtctt 


cgctgctggg 


540 


gaggaagaac 


cagtacgtca 


gtaacgggct 


600 


ggcgctgatg 


aaggagatcg aggcggcggg 


660 


ttcggcgccc 


gccgtcccca 


gcggcaccgg 


720 


caggcactcg 


ctggtctcgt 


ttgtggtgcg 


780 


cgtggacagc 


ctggacctgt 


gcgacgggga 


840 


gtacccctac 


gacgccggga 


cggacagcgg 


900 


catcccgcag gacacggtga 


ccgagataac 


960 


cttctactac 


ccgcggctga 


aggccctgcc 


1020 


gcgacagagc 


cccagggcct 


tcatccctcc 


1080 


gattgtagac 


agcgcctcag 


gtaacggaca 


1140 


gaaccctgcc 


acagggcgac 


caccaaaccc 


1200 


ggattcgtag 


tgcgtactgc 


aagatggtgc 


1260 


cactgaagat 


gtgactcttg 


cacattattt 


1320 


ccagaggaaa 


gaatgaaagg 


aggctccaga 


1380 


acgcacccac 


aggtgacctg 


tgtgtcacag 


1440 


tgtggccacc 


gggtgacagc 


tatgctgcag 


1500 


ccacacagct 


cggggctctg 


ctcacaggcg 


1560 


agcattctcc 


tagctcttcc 


aggcacctgc 


1620 


gagtggcagt 


tccctcccta 


ctcagctggg 


1680 


ggtctggagc 


gcattgctgg 


gtcgtgggtc 


1740 


cacctgatat 


gggtgtggga 


cagtcagtgt 


1800 


tcccgaggag 


gaactggagc 


ccaccaacct 


1860 


atgttgctgg 


ctggagttga 


ggcaggtacg 


1920 


gtggtaggga 


cagatgtcgt 


cttgaggagc 


1980 


ccctggaagc 


aagggccagg 


tcaggtcaga 


2040 
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*» - 
caggaggccg cctggctggc gggaaccact 

a 

tccctcctca tttgggatga actgggcctc 
agtgcaggct tgggctcctc actcatttgt 
ccccgagcca cttacccaac aggcagacgt 
tggcgggaag" agcccctcgt gggcagaggg 
ggggcactgg gccacagtgg gcaggggagc 
ataaagtcag ctgtggccaa gcagaagcag 
gctatgagct ctgagcagga ggcaggacat 
gctgtgccag ccgagggacc agagtgggca 
agggtctctc ctgtgacttc tggcttcccg 
ctggcaccca ggaggctccg ccaggtccac 
ctgctcacac gctggatgcc tgtccccagg 
ggcttgtggt ggggccctcg ctgtagaaca 
gcagccaggg caggggcgct cccaccacct 
ggatctgcca gcagctctgt gtgctcccca 
cttctacacc agtgcccctg cgaagcctca 
gcatctctgg agagggctgc tccaggtgtg 
gcactgcacc tgcacattga cccccttctc 
gctggcagca gggtactcgc agatttgtga 
cgtgcacggc agagtgaggc ggggctcctg 
cacagccaga gaaacactgt ccatctggct 
accaccacag ggacttgagc ggcagctccg 
cctaggttgt gtccgaggtt gctatggtgc 
tgcggagaaa cgcaagtgcc cccgaagggt 
gtgggaggtg gcttccgttt gtacgaagcg 
ccctttgctt ggtccagttc cagaaacgcc 
ctggggactg tgcggaggcc actgtgggag 
ccgggtccag cccgccaaca acgggagccc 
cgtccctgat aactgcgtct aagaccagag 
tggggtgtcg ggggctcctg tgcaggctca 
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ccccagacag agactgtgcc cagtcctggg 


2100 


cctgtgccag 


cctcggtgct gcccctgccc 


21 fiO 


ccacgcggat 


gccccattcc aagcagatgt 


2220 


gccagcactg 


ttcgtggtgt gcaactggtc 


2280 


tccagagagg tgcggtftgc * cccacatttg 


23*4 0 


acgtggccag 


tgccctgggc taggagaggg 


24 00 


tattgcaggg 'gaagggtggg gagagactgt 




ggagagaagg 




^ 3 Z. V 


gtggggacgg 


auwauciHOv^ c*v»^y v-x^^^^a 


^ o o w 


agggcagagg 


Ctyyyauyyy woLyuyyuyy 


9 64 0 


gccaagccag 


L.y y LLay L.i»^uyy^ui.v. 


2700 


cctcctgaca 


gggcuCLycd y^auLyyaya 


2760 


ggcdCLycca 


nhn/^hrartri ^rt rcf raf t" 
y LyLLua^L.y aLLuuLk>a^c 


2820 


cggtt tcagt 


cayyaayccy yyyyy i«y^i-y 


9 ft ft n 
z o o v 


ggcgggccgc 


ccyyyy \~v~<-. u yyLt^L\«Lyy 


" V 


gcgcccaagg 


fr- ♦-♦*■♦- rr /"< a a rr f f 1~ 1~ t" f f t" 

cCLLLycaay cLuiyuL^tt 


J W V V 


ggcctggcca 


yyyCLLCCay autayLL^ay 


5 060 


cacccccccc 


^ah^pfhran hanrraraaa 
CatCCC CCay Lay i^awaaa 


J X >C. \J 


ggagagccga 


gcccttgctg actgtcctcc 


5 1 ft n 


gcctccttag 


gggctgcccg ctctgggcca 


594 0 
J Ju *x \J 


ggcttggctc 


tgccacgatg tgggagttcc 


5 5 00 


gctcttacgt 


agaaacgcgc aactccagtc 


55 60 

J J O \J 


catcccatct 


tgccgctcac tctgcgactg 


54 9 O 


gggcgtggcc 


tctgatgaat gcacacgttg 


54 ft O 


cctcttcacg 


cgagcgttca cctcggtctc 


5 *^4 0 


gctggactgc 


gaggtctccc tgtggtcgtc 


3600 


gctcgggacc 


aagagcagga ctcgctacgt 


3660 


ctgccccgag 


ctcgaagaag aggctgagtg 


3720 


ccccgcagcc 


cctggggccc cccggagcca 


3780 


tgctgcaggc 


ggccgagggc acagggggtt 


3840 
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tcgcgctgct 
99tggccggc 
cccccgtgtc 
tccagctact^ 
atcgtccagg 
gtgctgagcc 
tggggcggtt 
gactatctct 



cctgaccgcg 
acgggcattg 
ccgtctgctc 
ctaaattatg 
ggcctggctc 
cactctcccg 
tcggaagcgt 
gttgctcaaa 



gtgaggccgc 
ggaaacagcc 
tt r cagcctcct 
tctccttata 
ccacgtggtt 
agggcgcatc 
cagtgtttcc 
aa 



23 

gccgaccatc 
tcctcctttc 
cctcctgcag 
"agttattgct 
gcagatacct 
caagcggggg 
atgttatgga 



tctgcactga agggccctct 
ccaaccttgc £tcttagggg 
gataaagtca 'tccccaaggc 
gctccaggag attgtccttc 
cagacctggt gctctaggct 
ccacttgaga agtgaataaa 
tctctctgcg tttgaataaa 



<210> 11 

<211> 1082 

<212> DNA 

<213> Homo sapien 

<400> 11 

aacttrgcta gtacgaggct 
ggctcgaccc agcttgaggt 
atgaatccca tcgtagtggt 
gagcgagtgc accagggcat 
ggcgggagcg ccgtggatgc 
ttcaacgcag gttgtgggtc 
atcatggatg gaaaagacct 
cccattaaac ttgctcggct 
ggcgcagcgc agtttgcagc 
acagagagaa acaaaaagcg 
gattgtcaaa aaaacttggg 
gcctacgcaa cctccacagg 
ccgtgtctag gagctggagg 
catggggaaa. gcatcctgaa 
attcttccca cctccccatc 
ggtgaagaaa gtcatttcct 
atgttatttc tgctgtatca 
ctggaaagaa tttgcttaac 
aa 



ggtttaaatc 
ctcggcgtcc 
ccacggcggc 
ggtcagagcc 
cgtagaggga 
tgtcttgaac 
gtctgcagga 
tgtcatggaa 
agctatgggg 
cctggaaaaa 
aaccgtgggt 
cggtatcgtt 
ttatgccgac 
ggtgaacctg 
ctcaccagcc 
cggtgggcag 
tccgtgctca 
ttgacattcc 



ggccgagggg 
gcgtcctgcg 
ggagccggtc 
gccaccgtgg 
gctgtcgtcg 
acaaatggtg 
gcagtgtccg 
aagacacctc 
gttccagaga 
gagaagcatg 
gctgttgcct 
aataaaatgg 
aatgacatcg 
gctagactca 
ggatcgggcg 
tattcctctt 
acgttttagt 
atgtgccgct 



taccgggcgg 
gtgccctggg 
ccatctccaa 
gctacggcat 
ccctggaaga 
aggttgaaat 
cagtccagtg 
attgctttct 
ttcctggaga 
aaaaaggtgc 
tggactgcaa 
tcggccgcgt 
gagccgtctc 
cccctgtcca 
ctgtgcagtg 
tatctctcat 
ctgtcaggct 
aataaaatat 



ctgcggggct 
atccgccgac 
ggatcggaag 
cctccgggag 
cgatcccgag 
ggatgctagt 
tatagcaaat 
gactgaccaa 
aaaactggtg 
tcagaaaaca 
agggaatgta 
tggggactca 
aaccacaggg 
gtgctttgag 
tggtcagcat 
tacactggaa 
caccttctct 
attttgaaag 



3900 
3960 
4020 
■4080 
4140 
4200 
4260 
4282 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1082 
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•> 

<210> .12 

«211> 1720 

^212> DNA 

<213> Homo sapien 


* 


24 




V 

c 




<400> 12 
gtaagcgcat 


ggagaagtga 


taggaaaccc 


tttcctgttg gctacagatg ttgctttcag 


60 


gccgttaaca 


ccttgttttg 


actctccgcc 


ttcccttagg tctggaatgg gagagcattg' 


120 


agtactgtta 


tcttccacat 


ctcaggagaa 


gggggcagta gagagacatt gagcctggat 


180 


gtgggaggga 


agacccctct 


gctcaggctg 


atgctagggc 


gctgtctcag ggcaaggagg 


240 


tgaggaccct 


ccttttaagc 


attcaggcgt 


tcatttacca 


aaaatccttg 


uciy ^ L — L. 


300 


ttggcatttc 


aaatggcaag tgattttccc 


atgagattcc 


tttcagtaat 


ototattatt 


360 


tctcaaccct 


tccttgtttt 


caggaaagac 


ggtagaagag gctgcggacc 


uciuwy l i»yyy 


420 


ttatatgaag 


tcaagggtta 


aaggtttagg 


tygcctcatc 


y uy y i- w ay \— a 


aaaLayyaya 


480 


ctgggtggca 


aagtggacct 


ccacctccat 


y CCC tyyyCa 






540 


gcacttcgga 


attgatcctg 


acgatactac 


tatcaccgac 


cttccctaag 


LL,y l. iyy a ay 


600 


attgtattcc 


agatgctagc 


ttagaggtca 


agtacagtct 


cctcatgaga 


wet L.c»y H — LOa 


660 


tcaattagat 


ctagaattgg 


aaaaattgtc 


ccgtctgtca 


cttgttttgt 


Ly LU L Lda La 


720 


agcatctgaa 


tgtttggttg 


tggggcgggt 


tctgaagcaa 


tgagagaaat 


gecegtatta 


780 


ggaggattac 


ttgagccctg gaggtcaaag 


ctgaggtgag 


ccatgattac 


tccactgcac 


840 


tccagcctgg gcaacagagc 


caggccctgt 


atcaaaaaaa 


aaagaaaagg 


gaaaaaagaa 


900 


agaaagcagc 


agcatgatcc 


tgacatgaca 


gatgtgggag 


acccacagcc 


tgcagacact 


960 


gtgggctgga 


aggtgggaag 


ggaggggccg 


gtggaggtgg 


agctgtttga 


aagtgacaca 


1020 


gcagcagtag 


aagcagtggt 


gggcgaagcc 


caggtgaccc 


tcagaacgtt 


gcacaagaac 


1080 


atcagggaaa 


agaaccagaa 


tcctttaagg 


aaaatgttct 


tcatgtatga 


gagactaaag 


1140 


tgatttttct 


aagaaagttc 


agcccttctc 


tgacttacct 


ggacatttct 


agatacttcc 


1200 


aaaggaccct 


ctgggaatcc 


atagcttcct 


aatctggaga 


tgggaggtca 


taagggagac 


1260 


gctgtggggt 


tccttgaagt 


ttcttgggtt 


cacagaggag 


ccccctcact 


tggtgttctc 


1320 


ccgtgagcca 


gcctccacct 


gccaaagaca 


ctctggtcct 


cgtatagtga 


gtaatggggc 


1380 


tcagggcctc 


tccaacaaca 


gagaggagct 


gatgctgtag ggctgacccc gtgacttcct 


1440 


gagtcctcac 


cctgtccagt 


gctttgagat 


tcttcccacc 


tccccatcct 


caccagccgg 


1500 


atcgggcgct 


gtgcagtgtg gtcagcatgg 


tgaagaaagt 


catttccttg gtggacagta 


1560 


ttcctcttta 


tctctcatta 


cactggaaat 


gttatttctg 


ctgtatcatc 


cgtgctcaac 


1620 



WO 2004/092338 . PCTYUS2004/011104 



0 25 ' *i 

gttttagtct gtcaggctca ccttctctct ggaaagaatt tgcttaactt gacattccat 1680 

• . . * ** - . . * 

gtgccgctaa taaaatatat tttgaaagaa taagggtgtg 1720 

~ • * * * . c 
.<210> ..13 : * 
<211> 588 

<212> DNA ■ v - 
<213> Homo sapien • 

<4 00> 13 V " . , 

gagtccagca cgggaggcgt ggtcttgtag ttgttctccg gctgcccatt gctctcccac 60 

tccacggcga tgtcgctggg atagaagcct ttgaccaggc^aggtcaggct gacctggttc 120 

ttggtcagct catcccggga tgggggcagg gtgtacacct gtggttctcg gggctgccct 180 

ttggctttgg agatggtttt ctcgatgggg gctgggaggg ctttgttgga gaccttgcac 24 0 

ttgtactcct tgccattcag ccagtcctgg tgcaggacgg tgaggacgct gaccacacgg 3 00 

tacgtgctgt tgtactgctc ctcccgcggc tttgtcttgg cattatgcac ctccacgccg 360 

tccacgtacc agttgaactt gacctcaggg tcttcgtggc tcacgtccac caccacgcac 420 

atgtacactg cacgttgtac gacgacgcac cgaggccata cctggcattc ctgcggtacg 480 

actatagaga tctcctcccc agcctccggt cctggcctcg tcgatacctg tgtacagaag 54 0 

tgagccacca tccatgccgc taacagtcgg taccgagctc gattgatc 588 

<210> 14 

<211> 4146 

<212> DNA 

<213> Homo sapien 

<400> 14 

cgcgtgcctt tcaggcgatg agaatgattt atttgtttgt gatgcatgtt tgctgaaaga 60 

ttaataaatc atttctgtgc ctttagcaaa cttcctgtgt tgctcttaaa aagggatcat 120 

ccaccttccc ggaccacaag gttaaggtaa ccccgctagg taaccctgat aggcctgctg 180 

cggggcagac cgacagagag agagagagtg agggcgaggg tgaggtaagc aacgccccgg 24 0 

gaaccccggg gtccctggct cacatctcct cgccagctca ggcgccttct gggaaaatga 300 

atccttgcat ttttctgttc tctaatatgg cttttgaggt cttaaatttg aggagccgga 360 

atcatgcctt cctcctaatc tgcagggcct ctttggagct gcccccgcca gcagtgaagg 420 

gtgcttgtcg gccagggcgc ctctccccgg gcgcctggct ggaggtggct ggagctggga 480 

cgggcagggc cctggctggg gtggtggttg gcagctcagc tctcctccct tggctgccct 54 0 

tgctgaaccc acccctgacc tttgtgggca gctgcagtgt caggcgggag ctcggggctc 600 

ttgctccaag actcttgagc tcccaggaag acctgccaca ccggcatcag tggctgctgc 660 

tgtggccacg tgaggtgggg ctgtgagggg aggcggctgc tgtggatgat gccaggaccc 720 
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tgggggcaga gcctctgaga aggtgggctc. 
-,. tggctgcctg ctgaaagCcc caaggtcagg 
ggt'ggccccg tgcatgcacc gg^tggctgg 
tggacctcga ggtc?tgagc ctgacccagg 
cctgggcact tcttctcagc tcagggcgtg 
• ctgtgtcagg cggggtgttc agcaggggtc 
tgctgcgctg gctcaaggtg aacttcagtg 
ccctgagagt gtttgtggag tccgtgctca 
tgctcctgca gccgcataag aagtcatcca 
tcttccgaca tctggatgaa gtagccgcta 
cgggactgca actcaataac caagactatt 
gtcttcttga ctagaaaggc cagctggcac 
gacacctctt tcctttagcc agagaatggt 
cagagaaatt gctcacaaaa gttagtgaca 
atgctctcaa gtcctttgaa tgttccaaca 
cataaatgcg aactacctgt tcgcattggt 
ctattttgag gttcattaac aacatagaaa 
taataattag tcactagaga cagcccaaag 
tgagcccggt ttccatgtaa aatctctgtt 
aaagaggtct tgttttttgt ttaaaaaagt 
ttcaaaatat tgatttactg ctaaacatca 
atacatttat cggcattgtc caaaatattt 
caaatgaagg gatcacatta aaaaaaaacc 
caagcagcag tcagagagaa aaatgtttcg 
acagaatacg actcaattca ccggctacaa 
agatgcaaaa gttcactgtt gcagtgtttt 
taaaaggcca ctggtagagt catctgagtg 
ccactggctc ccaagaaaag aaaatggtct 
ctttccctaa gtcatcaagc tccacatcac 
gggagacgac agaaagccac tgttagatct 
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• 


cctggctgda c^pt^tcasg 


cagaag*ccc 


780 


ggctycccay 


ctccccgcgc 


tgcggtctgt 


840 


cccgctgagc 


ttccccggca 


ccaggtgccc 


900 


gctggtctga 


ccgactctct gcttctggct . 


960 


ctctgtcaaa 


acccaagtcc 


tttcttggct 


1020 


acctggctct 


tctgtctttg' 


caacrQCcccc 


1080 


aagccttcat 


tgcctggatc. 


cacatcaiaaa 


1140 


ggtatggact accagtgaac 


1 1 ccaQcrcaQ 


1200 


ccaagcgttt 


aagagaggtt 


ctaaactctg 


1260 


caagtatact 


ggatgcatct 


atqqaqatcc 


1320 


ttccttatgt 


ctacttccat 


attgacct ta 


1380 


ctctgtctca 


tgttcgtgca 


gat tat taca 


1440 


tcaaatgtct 


tacagaacta 


aaatcttttt 


1500 


gttgtattta 


tttttttaag 




1560 


aattcaaaac 


ttcattttct 


gaatgtttta 


1620 


aacctgctgc 


tgtatttcat 


atcttaacqq 


1680 


gccttgaact 


gtataaccag 


ctaaattcct 


1740 


acaaatattg ggcaggaaat 


caattctcac 

Vw" ~H ^ ^— N-» V— W «-A V— 


1800 


gtggtgggca 


taggtggcac 




1860 


ttgtggggag gaaagacatc 




1920 


ctctgaattt 


atgatgtgga 


tactaacttc 


1980 


tattctttaa 


tggaaaaagc 


cattaatatt 


2040 


catacataag 


aaacagcctc 


caagaacatt 


2100 


acagccaagt 


tttcttcaaa 


atattatgtg 


2160 


caattcatag 


aatttttcaa 


tgttttcttg 


2220 


caaatgacca 


atcaagtact 


acttcttggt 


2280 


tagagaatgt 


cccttcactg 


ctggaaaaat 


2340 


gaagcctctg 


ttgtggctct 


cacaactcat 


2400 


tgaggtcaat 


gtcatcctcc 


acgggaagct 


2460 


gcagaagggg 


acaccctgga 


aggtcaacat 


2520 
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ctcattttac 


ggaagagcga 


ctctctggag 


ctactcctgc 


tacaatccag gttctcctca' 


2580 


gtctgactcc taccctgacc ttcgtaccta tgattatacg gatggaaaag 


ctcagaactc 


26^40 


aggtgaaaca 


tttcaacatc 


acatcactca 


ccattttaac 


actggaagcc acttgaacgt 


2700 


gtccttttga ggagggtggg acacaacagt 


acagaaataa 


gtgctaatt*t caaagctatc 


2760 


attttctatt 


tttctaagat 


aaagtaaatg aattccaggt 


taaatgttca 


ctttaaggta 


2820 


ataatcagga 


aagcaacctt 


actactgaaa tgtatcttgg 


ctgtcaagag 


tatcaaatgc 


2880 


catgcagcac 


ttaaacttgt 


gataaggaag atgaagggtc 


ttcagagaag 


aacctcttaa 


2940 


aaggcccacg ggtgcaccag 


ggctgaggtc 


tgatgggaag gacttgactc 


caggtgcaga 


3000 


gatgcacagg 


ctcaagagag 


taaaccagga 


ctgctgcccg 


cacagcttcc 


ctcccgggca 


3060 


ctcacctcgc 


catccctgcc 


gtcccaaggc 


tctctctcaa 


cgatggtagg 


gaaagccccg 


3120 


cctcctacag gtgccgtgga 


gccacgccca 


aaagagagct 


cccttaggga 


aaaatgacca 


3180 


aaacacacac 


acacatttac 


aatggactgc 


tggtgcagaa 


gaataaacaa 


ctttaaaaat 


3240 


aacagtctgc 


ctactttgtt 


tatgcagagg 


catttcttct 


ctcttgctgc 


actacattcc 


3300 


tcagaaacac 


cttgaggaca 


ttatcttttt 


aatcacggac 


aacattacaa 


ccagattcaa 


3360 


cattcccaac 


taagccccct 


gcatcagata 


aagtcagttg 


ctatcagtaa 


gcttttaaaa 


3420 


atagcagagc 


atttgctgaa 


atacaaatta 


aatacataaa 


taattatcaa 


agttgatcta 


3480 


gaacatgggc 


tgcctgcgag 


ctttctaaga 


ctgctgtgaa 


cctgtacaga 


gggagcatat 


3540 


cagaagtgag 


gcgactggtt 


ccagtgcgct 


ggcagagagc 


ggggtgcgta 


tgtgcataaa 


3600 


catcagtact 


tgaaacatac 


cagacctggt 


gtaatctggc 


tgttgggaaa 


ccagagccag 


3660 


aaatactgtg ggcacaaata 


tttagagttc 


accaaacaac 


tcatagaata 


atagagctag 


3720 


actaacaatc 


tatggcacca 


atgggctaga 


ataagcaaac 


ctattattag 


aaaaaaaaat 


3780 


tacaggagat 


atattcacat 


tctgacttca 


tgatttaata 


aatactactc 


tatgacaatc 


3840 


acaaacttaa 


gcagtccaca 


aacttctttt 


tctttgagac 


caagtcacac 


tcttttgccc 


3900 


aggctggagt 


gcagtggtgt 


gatctcagct 


cactgcaacg 


tccacctcct 


gggtgtgcct 


3960 


cagcctccct 


agtagctagg 


actgcaggcc 


tacaacacca 


cacctggcct 


attttttgta 


4020 


tttttagtag 


acataaggtc 


tcaccgtggt 


ggccagcctg 


gtctcgaact 


cctggcctca 


4080 


agtgatccgc 


ctgcctcaga 


ctcccaaagt 


gttggaatta 


caggcgtgag 


ccaccgcacc 


4140 


cagccc 












4146 



<210> 15 

<211> 2063 

<212> DNA 

<213> Homo sapien 
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<400> 15 <# 
• aatg<gggtgg tactggtggt tggtaacaga 

gtccactgtt gtggatgtag gagaggcatt 

aaaagagaat tttaaaaaat gaacaaatcc 

agcacaattc taaagttaaa cacaaaaaga 

aggtcatttc caaatccatg ggaaccagca 

cagtagcaat tactagccat gattacctag 

caccagaaac atcaatgaga gaggtgaaag 

aacaggactg tggtgaacct gcctcgccag 

aggtcgacgg gaagggccag gcaggcagtg 

ttagtccaaa gagtgatatt actgacactg 

ccagttcttc agaaccaagc agcctcaaag 

caggagtgag aaaagagcag ggaggtggtt 

tcgttactca gaagcaaatt tgtgttacac 

atcactgtta cgttcttctt ttgcacttaa 

aatagagttc aagaataata tgactcattt 

gaaaacagaa atgtgcaggt taataatatt 

ggaatcttcc ttttctattt atgaagattc 

tatgctattt tacttttttg atataaaatc 

ttatccttgt atctttttat acatatttga 

gaaatcctat tcaagtattt ttatcatgct 

tacactgaat ttctaagaaa attgtaaaat 

accaaaaagt cttataatag gaatttaact 

ctaaaatgtg tgatttttat agtctcgttt 

tgaaataagg tgcttactca aagagtgtcc 

ccttctgcat atttaaaata aaatgtccta 

gtatattagg ccaagtgcaa ttgacttccc 

tgtattataa ccacttacag ttgcttatat 

tagaatatta cattttgtat tatacagtac 

ggcagctcac taggattttg ctgaacatta 

aaatggaaaa aaggtagtct taataaacaa 
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• 


tgtagagggg ggtcatctcc tgctccctca 


60 


tttcgaatta 


acccagtcag 


acmaaaatag 


120 


ttttaaaaaa* atcatgtga'g tttttcttaa 


180 


agcactataa accaagttca cacaagctga 

* » * 


240 


caggagctac agcaaatcat ggcacttctg 


300 


gacaagaaac 


tttgacagaa 


atccaaacct 


360 


cggacggagc 


tagcaccccc 


aggttaagag 


420 


cagcatccat 


ctccagactc 


tctggggaac 


480 


tatctgaaag 


tgcgcggagt 


gaaggaagga 


540 


gcctggcaca 


gagcaacaat 


ttgcaggtcc 


600 


gttccacatc 


tctgcttgtt . 


cacccggttt 


660 


gtcattcaga 


tacttgaaga 


acattttctc 


720 


tggaagtgac 


ctatgcactg 


ttttgtaaga 


780 


agttgcattg 


cctactgtta 


tactggaaaa 


840 


cacacaaagg 


ttaatgacaa 


caatatacct 


900 


tttttaatag 


tgtgggagga 


cagagttaga 


960 


tactcttggt 


aagagtattt 


taagatgtac 


1020 


aagatatttc 


tttgctgaag 


tatttaaatc 


1080 


aaataagctt 


atatgtattt 


gaactttttt 


1140 


attgtgatat 


tttagcactt 


tggtagcttt 


1200 


agtcttcttt 


tatactgtaa 


aaaaagatat 


1260 


ttaaaaaccc 


acttattgat 


accttaccat 


1320 


taggaatttc 


acagatctaa 


attatgtaac 


1380 


actattgatt 


gtattatgct 


gctcactgat 


1440 


aagggttagt 


agacaaaatg 


ttagtctttt 


1500 


ttttttaatg 


tttcatgacc 


acccattgat 


1560 


tttttgtttt 


aacttttgtt 


ttttaacatt 


1620 


ctttctcaga 


cattttgtag 


aattcatttc 


1680 


aaaagtgtga 


tagcgatatt 


agtgccaatc 


1740 


gacacaacgt 


ttttatacaa 


catactttaa 


1800 
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^aatattaagg agttttctta attttgtttc ctattaagta t'tattctttg ggcaagattt 1860 

tctgatgctt ttgattttct ctcaatttag catttgcttt tggttttttt ctctatttag 1920 
cattctgtta aggcacaaaa actatgtact gtatgggaaa tgttgtaaat^ attacctttt ' 1980 

ccacatttta aacagacaac tttgaataca aaaactttgt tttgtgtgat cttttcatta * 2040 

ataaaattat ctttgtataa gaa * ^063 

<210> 16 

<211> 634 

<212> DNA 

<213> Homo sapien 

<400> 16 

actctaagga tcccgacgct ctctgtgggg gatgagctgt cacgggttgg gccggactga 60 

gagcaacaga accctgctgc tgccctggcc ccaccttgtc cagcacagga ggcccaagcc 120 

tgggttgtct cccctctcac ccacccatct ctccctccca aggaaaaaga agtgtgacta 180 

ctggatcagg acttttgttc caggttgcca gcccggcgag ttcacgctgg gcaacattaa 240 

gagttaccct ggattaacga gttacctcgt ccgagtggtg agcaccaact acaaccagca 300 

tgctatggtg ttcttcaaga aagtttctca aaacagggag tacttcaaga tcaccctcta 360 

cgggagaacc aaggagctga cttcggaact aaaggagaac ttcatccgct tctccaaatc 420 

tctgggcctc cctgaaaacc acatcgtctt ccctgtccca atcgaccagt gtatcgacgg 480 

ctgagtgcac aggtgccgcc agctgccgca ccagcccgaa caccattgag ggagctggga 540 

gaccctcccc acagtgccac ccatgcagct gctccccagg ccaccccgct gatggagccc 600 

caccttgtct gctaaataaa catgtgccct cagg 634 

<210> 17 

<211> 1229 

<212> DNA 

<213> Homo sapien 

<400> 17 

accacagctg gggctaggaa tggttcagaa ggtttaaggc cggaaaggga aatgaagggg 60 

cccggcgcta accctctaag gacctgtttt gcttctgttt aaaccaaatg ggcagtctgt 120 

cattacacac accctgggtc ttcatatgtg gccgccaggt aggagcatca cagtcaagct 180 

acgggagaaa acagtttcca ggaaactgga aatgaacggc ccgagtgctt tccaggggct 240 

catctgtggg aagtataatg gaatgtgctt acaagggcca gcaggagtgc ctggtcgaga 300 

cgggagccct ggggccaatg gcattccggg tacacctggg atcccaggtc gggatggatt 3 60 

caaaggagaa aagggggaat gtctgaggga aagctttgag gagtcctgga cacccaacta 420 



30 

caagcagtgt tcatggagtt cattgaatta tggcatagat cttgggaaaa ttgcggagtg 
tacatttaca aagatgcgtt caaatagtgc tctaagagtt ttgttcagtg gctcacttcg 
gctaaaatgc agaaatgcat gctgtcagcg ttggtatttc acattcaatg gagctgaatg 

£tcaggacct cttcccattg aagctataat ttatttggac caaggaagcc ctgaaatgaa 

- 

ttcaacaatt aatattcatc gcacttcttc tgtggaagga ctttgtgaag gaattggtgc 
tggattagtg gatgttgcta tctgggttgg cacttgttca gattacccaa aaggagatgc 
ttctactgga tggaattcag tttctcgcat cattattgaa gaactaccaa aataaatgct 
ttaattttca tttgctacct ctttttttat tatgccttgg aatggttcac ttaaatgaca 
ttttaaataa gtttatgtat acatctgaat gaaaagcaaa gctaaatatg tttacagacc 
aaagtgtgat ttcacactgt ttttaaatct agcattattc attttgcttc aatcaaaagt 
ggtttcaata ttttttttag ttggttagaa tactttcttc atagtcacat tctctcaacc 
tataatttgg aatattgttg tggtcttttg ttttttctct tagtatagca tttttaaaaa 
aatataaaag ctaccaatct ttgtacaatt tgtaaatgtt aagaattttt tttatatctg 
ttaaataaaa attatttcca acaacctta 

<210> 18 

<211> 1005 

<212> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (896) . , (896) 

<223> n=a, c, g or t 

<400> 18 

ccagccccga gagacttttc ttgacttcca ccagttgctc cggcgggtga gagtggagag 
gcccctcctt catcccccag gctccctccc ttcctggagc tgcagcctca gcatcctccg 
cccagacacc cctacgcgta ttcagggcgt tgtggtcccg cccttgttag gctgtccacc 
tcatacatcg gtgcctggac aggatatata agcagagaat gccatccgtg gcactacaca 
cgcgactccc acaaggttgc agccggagcc gcccagctca ccgagagcct agttccggcc 
agggatcgcc ccggcaacca cgagcccagc caattaagcg ccccgcgact gctaccadag 
accatggtcg gcagaagagc actgatcgta ctggctcact cagagaggac gtccttcaac 
tatgccatga aggaggctgc tgcagcggct ttgmagaaga aaggmtggga ggtggtggag 
tcggacctct atgccatgaa cttcaatccc atcatttcca gaaaggacat cacaggtaac 
tgaaggaccc tgcgaacttt cagtatcctg ccgagtctgt tctggcttat aaagaaggcc 
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atctgagccc agatattgtg gctgaacttg gagtccctgc cattctgaaa ggctggtttg 660 

'agcgagtgtt cataggagag tttgcttaca cttacgctgc catgtatgac aaaggaccct 120 

tccggagtaa gaaggcagtg ctttccatca ccactggtgg cagtggctcc atgtactctc 78 0 

* tgcaagggat ccaccgcgac atgaatgtca ttctctggcc aattcagagt ggcattctgc £4 0 

•atttctgggg ctttcaagtc ttagaaccct cactgactta tagcatt'ggg acactncagc 900 

agacgcccga attaaatcct gtaaggatgg gagaa^cgcc tgacgatatt tgcatgagac 960 

accatgattt tgctccaaga gctctttgcc taaacttcag caaga 1005 

<210> 19 

<211> 2292 

<212> DNA 

<213> Homo sapien 

<400> 19 

ccctttatat gctctaggcc ctgtacaaac tgtacggtaa ctggccccgg gattttattg 60 

cgcctcccga ttttatacgg gttgcagtac tccgggctcg gcatggctct cctgggtgct 120 

cggtctggtg agctgtacct tctttctggc agtgaatggt ctgtattcct ctagtgatga 180 

tgtgatcgaa ttaactccat cgaatttcaa ccgagaagtt attcagagtg atagtttgtg 24 0 

gcttgtagaa ttctatgctc catggtgtgg tcactgtcaa agattaacac cagaatggaa 300 

gaaagcagca actgcattaa aagatgttgt caaagttggt gcagttgatg cagataagca 360 

tcattcccta ggaggtcagt atggtgttca gggatttcct accattaaga tttttggatc 42 0 

caacaaaaac agaccagaag attaccaagg tggcagaact ggtgaagcca ttgtagatgc 480 

tgcgctgagt gctctgcgcc agctcgtgaa ggatcgcctc gggggacgga gcggaggata 54 0 

cagttctgga aaacaaggca gaagtgatag ttcaagtaag aaggatgtga ttgagctgac 600 

agacgacagc tttgataaga atgttctgga cagtgaagat gtttggatgg ttgagttcta 660 

tgctccttgg tgtggacact gcaaaaacct agagccagag tgggctgccg cagcttcaga 72 0 

agtaaaagag cagacgaaag gaaaagtgaa actggcagct gtggatgcta cagtcaatca 780 

ggttctggcc tcccgatacg ggattagagg atttcctaca atcaagatat ttcagaaagg 840 

cgagtctcct gtggattatg acggtgggcg gacaagatcc gacatcgtgt cccgggccct 900 

tgatttgttt tctgataacg ccccacctcc tgagctgctt gagattatca acgaggacat 960 

tgccaagagg acgtgtgagg agcaccagct ctgtgttgtg gctgtgctgc cccatatcct 1020 

tgatactgga gctgcaggca gaaattctta tctggaagtt cttctgaagt tggcagacaa 1080 

atacaaaaag aaaatgtggg ggtggctgtg gacagaagct ggagcccagt ctgaacttga 114 0 

gaccgcgttg gggattggag ggtttgggta ccccgccatg gccgccatca atgcacgcaa 1200 
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• t 

it - - 

gatgaaattt igctctgctaa aaggctcctt 

- ggagctctct tttgggcgtg gctccacggc 

* cgttgagaga gagccctggg acggcaggga 
* 

cctcagtgat gtggagcttg atgacttagg 
,gcttcag"acc at&ctctttt cttgggagcc 
ctctacactc agatgactct accagtggcc 
atttgaaaac actgcaacag tgaacttttg 
aattgttgta gccggtgaat tgagtcgtat 
gctgtcgaaa catttttctc tctgactgct 
gtatgggttt tttttaatgt gatcccttca 
aataaaatat tttggacaat gccgataaat 
agagtgatgt ttagcagtaa atcaatattt 
acaaactttt ttaaacaaaa aacaagacct 
ccacaacaga gattttacat ggaaaccggg 
ttgtctttgg gctgtctcta gtgactaatt 
aggctttcta tgttgttaat gaacctcaaa 
ggttaccaat gcgaacaggt agttcgcatt 
aatttgttgg aacattcaaa ggacttgaga 
caactgtcac ta 

<210> 20 

<211> 825 

<212> DNA 

<213> Homo sapien 

<400> 20 

tgagggctgc atcaagatct tgtcattcca 
acccctctcc caggaggagt gggactgtct 
tgtgatgatg gggacctatg ggaacctact 
gtggtacatc cataccatgg gatacgactc 
cacgatgcaa tatatgcatg taagaaatct 
ttttaaaaga aaaaaaggaa gaagatacat 
atgctgaatg aaaaaaagtc aacctcataa 
acattcttga aatgacaaaa ttacaaagat 
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32. 

cagtgagcaa ggcatcaacg agtttctcag 1260 

acctgtagga ggcggggctt tccctaccat 132 0 

tggcgagctt cccgtggagg a'tgacatt^a 13B0 

gaaagatgag ttgt'gagagc cacaacagag 14 4 0 

agtggatttt tccagcagtg aagggacatt 1500 

ttttaaccaa gaagtagtac ttgattggtc 1560 

catctcaaga aaacattgaa aaattctatg 1620 

tctgtcacat aatattttga agaaaacttg 1680 

gcttgaatgt tcttggaggc tgtttcttat 174 0 

tttgaatatt aatggctttt tccattaaag 1800 

gtatgaagtt agtatccaca tcataaattc 1860 

tgaagtgata cacagatgtc tttcctcccc 1920 

cttttcttta gatggtgcca cctatgccca 1980 

ctcagtgaga actgatttcc tgcccaatat 2040 

attaaggaat ctagctggtt atacagttca 2100 

atagccgtta agacatgaaa tacagcagca 2160 

tatgtaaaac attcagaaaa tgaagttttg 2220 

gcattttatt gtaacttaaa aaaataaata 2280 

2292 



catcggggtt tcctttgagg atgtggctgt 60 

gatccctgct cagaggggcc tctacaagga 120 

ctcattagta ggtgaatggt taagcaaact 180 

aacaatcaaa aggaactgcc cagacttcac 240 

gcacttatac cccctaaata tataaaacat 300 

gcaacaactt ggatggattt caagggaatt 3 60 

gattacattc tatatgattc cattcatatg 420 

ggaagacaga acagtggtag ccacaggttg 480 



WO 2004/092338 

gggtgagggg ataagaaagg gatgtggctg 
gtgatagaa'c tgttctgtct cttgtgatgg 
gcatataatt gtctaaaatg acatt'ttctt 
ttatgaagtg tcacatccat caccattt<ta 
agaagctacg taaacatttc agctaagggt 
aaatt^aaag aaggcaatcc gaatgaagtc 

, <210> 21 

<211> 308 

<212> DNA 

<213> Homo sapien 

<400> 21 

gcggccgctc caacatcaga atggtgcagc 
gcccacctga agcagcaagt gagcgggctg 
accttcgagg ggaagcccct ggaggaccag 
ctgagcaccg tgttcatgaa tctgcgcctg 
agctaagggc ctccaccagc atccgagcag 
aagagaaa 

<210> 22 

<211> 4633 

<212> DNA 

<213> Homo sapien 

<400> 22 

gccacttact agctgtgtga cttcgggaaa 
ggcagggctc cccagaaaca gaccctaaga 
gaatcctata ggagatggag ggaagcagga 
cagctgcttc agaactctag tctcagcctg 
tgcatcacag aggctgttgc acccagaggt 
atcagttagt cattggtctc agcttgctcc 
cctgacaagg cagctctgct cagccagtga 
ccattagcag tcacccctgc agcatttgag 
gatggttcag cttatgattt ttctacttta 
gacaccacgc ttcaagtacc catgcaacca 
ttacatttat tgtacagtat tcaatatgtt 
ttattatata ataagctttg tattaggtga 
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tggctgtaaa 


agegcagaca 


agggatccat" 


540 


tggtcacatfg aatctacaca tgataatact 


600 


caagagttat 


ctacagttta 


aagctcactt 


660 


agagacataa aatcatgdaa agatatcacc 


720 


a a A OA A A d 


ttaaciaatQt 


tt tcacaagg 


780 


aarf t" era tea 


cacaa 


- 


825 


acctacgagg 


tgeggctgae 


geagacegtg 


60 


gagggtgtgc 


aggacgacct 


gttctggctg 


±. ^ \j 


ctcccgctgg 


gggagtaegg 


cctcaagccc 


180 


eggggaggeg 


gcacagagcc 


tggegggegg 


240 


gatcaagggc 


eggaaataaa 


ggctgttgta 


300 








308 



cttatttaac 


ttcttgtagc 


atgagtctta 


60 


caactactaa 


tggagggaga 


actctaagga 


120 


tagagctggg 


gaagaagctg 


ggecagaata 


180 


atcccatgga 


gaactcaaga 


agtcatgagt 


240 


gggggtgggg 


ggtgtctgtt 


agatcaccac 


300 


cctcctccct 


ccaccccctg 


gctcccattc 


360 


caatctgatg 


gagaggagat 


taagcatgat 


420 


ggatgggtgg 


geagaeggge 


cctggcttat 


480 


cagtggtgtg 


aaagcagtat 


gcatttagta 


540 


ttccgttttt 


cattttcagt 


attgaataaa 


600 


atgtttattt 


actgtgtggc 


actcaacact 


660 


actgtagact 


aataaaagtg 


tcctgagaat 


720 
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A . 



gtaggctagg 


otaagctatg attt<:agtag gttaggtgta 


ttaaatgeat 


t l t tcaactta 


T ft A 


aggtagtttc 


aaottacaac .gggtttattg ggacgtcact 


ccattgtatg 


tggaggagca 


Q A A 


tctgtacctc 


cataaaggga 


afcctgggcag 


a /T/"T a /"* /-» a a <"» a 


gtatttgeta 


cactcagtta 


900 


cctcctcttc 


aaaatgataa 


caaatatagc 


LLLLL LdLaa 


ggtcaccgtg 


agtattaaat 


Q C. f\ 


gggataatta 


aagcacacag 


ggcagatggt 


a a /■vh a V~ a P 

aaytauCuoC 


atattgtagt 


tcctttctct 


1020 


Ctcatattta 


attttcttgt_ cttaattgct 


h t* .a rrra a 
tCtayccyaa 


gaeegcataa 


t ttaacatga 


1 noA 
J.O0O 


tttcgtttct 


ttact agg« c- 


yddy tyyCCC 




cattccagta 


caaattggaa 


1140 


aagagataga 


aaaaohaa pa 
clcLciclciU.cLcLv^cL 


prni^ a a a a a a at 

cycaaaaoay 


t- nf a t* na M" fc 
uy idtya u i» u 


aatattttta 


ctttgaatcc 


1200 


ctgccagtcc 


aagccacgcg 


fr- a /*• a a^ a /T 

cycdcactdy 


a a f» a a ria O 1~ a. 
dat_ciciy ay l.« 


ctaaccattg 


gacacattaa 


1260 


attactatga 


caaccccaga 


aac c cccgc c 


u tyygct-u i-y 


tctaggttgt 


ttatatcaag 


1320 


ttctttaaaa 


gaaagcaa eg 


A"« a a a a h h 




tagtatttat 


ggcttaatta 


1380 


tgggtcaaga 


ULCCyCCyCC 


;a a t~ I- a ^ a a a 


t- raffl t- t- t* t* t- 

LLaLa L t L L L 


atggagaagt 


tcaattgact 


144 0 


ttaacagagc 


ggcgcacggg 


a^aaat*^at* /^r 
clLciclclL.L.clLy 


LyciciL i— y y 1— l» 


agaatttcat 


agtctagaag 


1500 


tatatcagcc 


aggcagcagc 


CCaddyCCCd 


aat"aat* a fTt' a 

ci d Laa Lay l. a 


actccccact 


ttgccaccca 


1560 


ttcatgtgta 


caacaccccc 


A*t a a h a ♦* h A"i a 

cagacatccd 


y cay uaya LLy 


ggaggcagag 


gtcattgagg 


1620 


aaattctcag 


tgt t taagga 


accaaaaaag 


ahaaa na t~ t~ t~ 

O LOCI Ciy CI L. l,L 


taagtgaaga 


tacaaaaatt 


1680 


ttggaaaaat 


a a CdLdd L Cd 


ccccggcgac 


haahrt"t"aan 

LaQLLL L. day 


gggaaaaatt 


aggcaggcac 


1740 


tagtaactgt 


tctaaaaact 


aagcc caeca 


aratr'aaant - 


tgagaaactc 


aggtcagttt 


1800 


caggaggctg 


gtcaggacga 


gggc cgaac c 


a a nrfia na t- /■"» 

dvdyy ctyo uy 


gtagcaaatt 


gggatctgea 


I860 


cagaaagtag 


ggaggctggg 


caaattcctg 


l. LuLyuyy 


cactcagtgg 


agataccctc 


1920 


caagtcccac 


ccatctgtgg 


tctttaccca 




cattgaattt 


atgactatct 


1980 


cttctgctgc 


atggttagaa 


agcaagaata 


i-*ry f- a a a /™i ^> /*• a 
yy LdddyLud 


gcatggcctc 


aaaataaggc 


2040 


aagtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 




cagagaaatg 


gaaaagaaaa 


2100 


aaattgtctt 


ggaacaagaa 


gtcaaaaege 


taaatgactc 


cctaaagaaa 


gttgaaaaca 


2160 


aggttagtgc 


tatagtggat 


gagaaggaaa 


atgtaataaa 


ggaagttgaa 


ggcaaacgag 


2220 


ccttacttga 


aatcaaagaa 


cgagaacata 


accaattggt 


caagctattg 


gaattageca 


2280 


gagagaatga 


agcaacttca 


ttaactgaaa 


gagggatctt 


ggatctcaat 


ttaegcaaca 


2340 


gtctcattga 


caagcagaac 


taccatgatg 


aactttctcg 


taagcaaaga 


gagaaagaac 


2400 


gagattttcg 


aaatttaaga 


aagatggaac 


tgctcttgaa 


agtgtcctgg 


gatgeactta 


2460 


ggcaaactca 


agcactgcat 


caaaggcttc 


tattagagat 


ggaagctatc 


cccaaagatg 


2520 
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attctacatt 


atctgagaga 


aggcgagacjc ttcacaagga agttgaagta gctaagagga 


2580 


atttggccca 


acagaaaatt 


atatcagaaa 


tggagtctaa -gttagtagaa 


caacaacttg 


2640 


cagaagaaaa 


caagctttta 


aaggagcaag aaaacatgaa agagctagta <gtcaacQttc 


2700 


tccgcatgac 


tcaaatcaaa 


attgatgaaa 


aggaacaaaa 


gtccaaggat 


ttcctgaaag 


2760 


ctcagcaaaa 


atacaccaac 


attgttaaag aaatgaaagc aaaggatctt 


gaaatcagga 


2820 


tacacaagaa 


gaaaaaatgt 


gaaatttatc ggagactgag agagtt tgct 


aaactgtatg 


2880 


acaccattcg 


aaatgaaaga 


aacaaatttg 


ttaacttact 


ccacaaagct 


catcagaaag 


2940 


taaatgaaat 


aaaagaaagg 


cataaaatgt cattaaatga acttgaaatt 


ctgagaaata 


3000 


gtgccgttag 


tcaagaaaga 


aagctacaaa 


attccatgct 


gaaacacgcc 


aacaatgtta 


3060 


ccatcagaga 


gagcatgcaa 


aacgatgtgc 


gcaaaattgt 


atcaaaactt 


caggaaatga 


3120 


aagaaaagaa 


ggaagcccag 


ttaaataaca 


ttgacagact 


tgccaacacg 


atcacaatga 


3180 


tcgaagagga 


gatggtgcag 


cttcgcaaaa 


gatacgaaaa 


agctgttcag 


catcgaaatg 


3240 


aaagcctctg 


cctctgaatt 


tgaccatagt 


ggcgttcagc 


tgatagagcg 


ggaagaagaa 


3300 


atatgcattt 


tttatgaaaa 


aataaatatc 


caagagaaga 


tgaaactaaa 


tggagaaatt 


3360 


gaaatacatc 


tactggaaga 


aaagatccaa 


ttcctgaaaa 


tgaagattgc 


tgagaagcaa 


3420 


agacaaattt 


gtgtgaccca 


gaaattactg 


ccagccaaga 


ggtccctgga 


tgccgaccta 


3480 


gctgtgctcc 


aaattcagtt 


ttcacagtgt 


acagacagaa 


ttaaagacct 


ggagaaacag 


3540 


ttcgtaaagc 


ctgatggtga 


gaatagagct 


cgcttccttc 


cagggaaaga 


tctgaccgaa 


3600 


aaagaaatga 


tccaaaaatt 


agacaagctg 


gaactacaac 


tggccaagaa 


ggaggagaag 


3660 


ctgctggaga 


aggatttcat 


ctatgagcag 


gtctccaggc 


tcacagacag 


gctctgcagc 


3720 


aaaactcagg 


gctgcaagca 


ggacacactg 


ctcttagcca 


agaagatgaa 


tggctatcaa 


3780 


agaaggatca 


aaaatgcaac 


tgagaaaatg 


atggctcttg 


ttgctgagct 


gtccatgaaa 


3840 


caagccctaa 


ccattgaact 


ccaaaaggaa 


gtcagggaga 


aagaagactt 


catcttcact 


3900 


tgcaattcca 


ggatagaaaa 


aggtctgcca 


ctcaataagg 


aaattgagaa 


agaatggttg 


3960 


aaagtccttc 


gagatgaaga 


aatgcacgcc 


ttggccatcg 


ctgaaaagtc 


tcaggagttc 


4020 


ttggaagcag 


ataatcgcca 


gctgcccaat 


ggtgtttaca 


caactgcaga 


gcagcgtccg 


4080 


aatgcctaca 


tcccagaagc 


agatgccact 


cttcctttgc 


caaaacctta 


tggtgctttg 


4140 


gctcctttta 


aacccagtga 


acctggagcc 


aatatgaggc 


acataaggaa 


acctgttata 


4200 


aagccagttg 


aaatctgaat 


atgtgaacaa 


atccaggcct 


ctcaaggaaa 


agacttcaac 


4260 


caggcttcct 


tgtacccaca 


ggtgaaaaat 


gtgagcataa 


tacttctaat 


attattgata 


4320 


agtaaggtaa 


ccacaattag 


tcagcaacag 


agtacaacag 


ggtttctatt 


tacccaccaa 


4380 



\VO 2004/092338 

ctactatacc tttcatgacg ttgaatggga 
atatatttga atcgcttata ttttcttttt 
ttgtagtagg caaggtgcta .taaaaatgca 
ggaaatggac acagtggtct ttgtttatta 
actttaaaaa gaa 

<210> 23 

<211> 972 

<212> DNA 

<213> Homo sapien 

<400> 23 

tatggcgatg ggccttaatc atgctcgagc 
ggtctgatgt catggtctct agcagcctga 
ggccaggctt ctaggagatg gctccaggaa 
ttcctgagag ccccgagaag aaaattcatg 
ccctgtgatc atttcaaggg caatgtgaag 
ccaaacaagc attccagagc ctgccagcaa 
gctctgcctt tgtaggagct ctgagcgccc 
agacagtgag cacacctacc agacactctt 
acccctaaat cattccagtg ctctcaaaaa 
ctctctctag tgtcttcttc tctcgtcagt 
taggcttaat tacctgaaag attccaggaa 
cttaaatgca atcaggaaag tagcaaacag 
tcaaaattgt ttccttcaaa tggggtctgc 
tattcactgc agactgaatc cagattctac 
tgtctccatt ggcctacttg ttcatctttc 
gcgaggtggg acaaaaaaaa aaaagcatac 
aatataggtt ta 

<210> 24 

<211> 942 

<212> DNA 

<213> Homo sapien 

<400> 24 

tatggcgatg ggccttaatc atgctcgagc 



-PCT/US2004/011104 

' 36 

catagaactg tcctacattt atgtcaaagt 4440 

cactctttat attgagtaca ttccagaaat 4500 

ctaaaaataa atctgttctc' aatgaagtac 4560 

aagaaaaaac 'aaatactgtt caatatacac 4620 

" * . 4633 



ggcgcagtgt 


gatggatgcg 


gcgccgggca 


60 


atccgggtcg 


ccagaggcca 


cagggaccga 


120 


ggcggccaag 


aatgtgagtg 


caaagattgg 


180 


acagtgtctg 


ggctgccaaa 


gaagcagtgc 


240 


aaaacaagac 


accaaaggca 


ccacagaaag 


300 


tt tct caaac 


aatgtcagct 


aagaagcttt 


360 


actcttccaa 


ttaaacattc 


tcagccaaga 


420 


cttctcccac 


ctcactctcc 


cactgtaccc 


480 


gcatgttttt 


caagatcatt 


ttgtttgttg 


540 


cttagcctgt 


gccctcccct 


tacccaggct 


600 


actgtagctt 


cctagctagt 


gtcatttaac 


660 


aagtcaataa 


atatttttaa 


atgtcacaga 


720 


caattcacaa 


ccagatgacc 


cattttaccc 


780 


acatacttat 


ccccaccaag 


accctcactc 


840 


actcattcga 


caaatctttc 


tgaggtaaga 


900 


caatgaacca 


gacacggtct 


tattaaagat 


960 








972 


ggcgcagtgt 


gatggatgcg gcgccgggca 


60 
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era t c aero t c a 


ccagaggcca 


cagggaccga 


37 

ggecaggett 


ctaqqagatg 


gctccaggaa 


120 


aacaaccaaa 


aatqtaaQto 


caaagattgg 


ttcctgagag 


ccccaagaag 


aaaattcatg 


180 


acaatotctQ 

a *■ J3 J3 


QQctQccaaa 


gaagcagtgc tccctgtgatc 


atttcaaggg 


caatgtgaag 


24'0 


CIO CtO^CIO^ 


accaaaaaca 


ccacagaaag 


ccaaacaagc 


attccagagc 


ctgccagcaa 


300 


tt tctcaaac 


aatgtcagct 


aagaagcttt 


gctctgcctt 


tgtaggagct 


ctgagcgccc 


360 


artcttccaa 


ttaaacattc 


teagecaaga 


agacagtgag 


cacacctacc 


agacactctt 


'420 




ct cactctcc 


cactgtaccc 


acccctaaat 


cattccagtg 


ctctcaaaaa 


480 


ara^cr^' tttt 

y La Ly l L l l l 


caagat cat t 


ttgtttgttg 


ctctctctag 


tgtcttcttc 


tetegtcagt 


540 




W W W W Vp* w w 


tacccaggct 


taggcttaat 


tacctgaaag 


attccaggaa 


600 


actataact t 


cctagctagt 


gtcatttaac 


ettaaatgea 


atcaggaaag 


tagcaaacag 


660 


aaatcaataa 


atattt ttaa 


atgtcacaga 


tcaaaattgt 


ttccttcaaa tggggtctgc 


720 


caattcacaa 


ccagatgacc 


cattttaccc 


tattcactgc 


rj era f 1" ahr 
dy cil. i_ y a. a. v- 


caaattctac 


780 


acatacttat 


ccccaccaag 




t- nt* r* t~ rratt 

L-y U v» L. H_Cl U U- 




W w CJL w I* l« V— 


840 


actcattcga 


caaatctttc 


uydyy Cddyd 




dLaaaaaaaa 


AA^sara i-ar 


900 


caatgaacca 


gaeaeggtet 


LaUL cl del yet U 


dd la ^oyy *- 


La 




942 


<210> 25 

<211> 877 

<212> DNA 

<213> Homo sapien 












<400> 25 
aatgctgtcg 


ageggegcag 


tgtgatggat 


cggccgcccg 


ggcaggtctc 


caggaaggcg 


60 


gcaagaatgt 


gagtgcaaag 


attggttcct 


gagagccccg 


agaagaaaat 


tcatgacagt 


120 


gtctgggctg 


ccaaagaagc 


agtgcccctg 


tgatcatttc 


aagggcaatg 


tgaagaaaac 


180 


aagacaccaa 


aggcaccaca 


gaaagccaaa 


caagcattcc 


agagcctgcc 


agcaatttct 


240 


caaacaatgt 


cagctaagaa 


getttgetet 


gectttgtag 


gagctctgag 


cgcccactct 


300 


tccaattaaa 


cattctcagc 


caagaagaca 


gtgagcacac 


ctaccagaca 


ctcttcttct 


360 


cccacctcac 


tctcccactg 


tacccacccc 


taaatcattc 


cagtgctctc 


aaaaagcatg 


420 


tttttcaaga 


tcattttgtt 


tgttgctctc 


tctagtgtct 


tcttctctcg 


tcagtcttag 


480 


cctgtgccct 


ccccttaccc 


aggcttaggc 


ttaattacct 


gaaagattcc 


aggaaactgt 


540 


agcttcctag 


ctagtgtcat 


ttaaccttaa 


atgcaatcag 


gaaagtagca 


aacagaagtc 


600 


aataaatatt 


tttaaatgtc 


acagatcaaa 


attgtttcct 


tcaaatgggg 


tetgecaatt 


660 


cacaaccaga 


tgacccattt 


taccctattc 


actgeagact 


gaatccagat 


tctacacata 


720 



WO 2004/092338 

cttatcccca ccaagaccct cactctgtct 
* ttcgacaaat cttfcctgagg taagagcgag 

aaccagaca'c ggtcttatta aagataatat 

* ■ *■ 

<210> 26 
<211> 750 4 
<212> DNA 
• - - <213> Homo sapien 

<400> 26 

ccggaaccag aactggaatc cgcccttacc 
gacctctccc ctttgggaga gaaaaactgt 
aacaggagca gccacagcca ggagggagag 
gtgcaaacaa cggtgcataa atgaggcctc 
cccggagccc acggtggtca tggctgccag 
cttgctgtcc tccagctctg ctgaggagta 
gctgacaggg ctttgtctgg gacagcctgc 
99tggactgc ggctaccccc atgtcacccc 
tgactccagg atccctggag tgccttggtg 
cttctgaggc acctccagct gcccccggcc 
cggctgtgat tgctgccagg cactgttcat 
agcgcttctg ctgaaagttc atatctggag 
ctccacccga ggacagttct tcgtgcctga 

<210> 27 

<211> 860 

<212> DNA 

<213> Homo sapien 

<400> 27 

ccggaaccag aactggaatc cgcccttacc 
gacctctccc ctttgggaga gaaaaactgt 
aacaggagca gccacagcca ggagggagag 
gtgcaaacaa cggtgcataa atgaggcctc 
cccggagccc acggtggtca tggctgccag 
cttgctgtcc tccagctctg ctgaggagta 
gggcgagggt ttcagcagtg gttgaactcg 
ttgcaaagtg aagcaaacac actcaccgca 
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ccattggcct acttgttcat ctttcactca 780 
gtgggacaaa aaaaaaaaag cataccaatg 840 
aggttta . 377 



gcttgctgcc aaaacagtgg gggctgaact 60 

ctgggagctt gacaaaggca tgcaggagag 120 

ccttccccaa gcaaacaatc cagagcagct 180 

ctggaccatg aagcgagtcc tgagctgcgt 24 0 

agcgctctgc atgctggggc tggtcctggc 3 00 

cgtgggcctg tcccagcaag ggctctggca 360 

aaaccagtgt gccgtgccag ccaaggacag 420 

caaggagtgc aacaaccggg gctgctgctt 480 

tttcaagccc ctgcaggaag cagaatgcac 54 0 

gggggatgcg aggctcggag cacccttgcc 600 

ctcagctttt ctgtcccttt gctcccggca 660 

cctgatgtct taacgaataa aggtcccatg 720 

750 



gcttgctgcc aaaacagtgg gggctgaact 60 

ctgggagctt gacaaaggca tgcaggagag 120 

ccttccccaa gcaaacaatc cagagcagct 180 

ctggaccatg aagcgagtcc tgagctgcgt 24 0 

agcgctctgc atgctggggc tggtcctggc 3 00 

cgtgggcctg tggaaagtgc atcttcctaa 360 

gcggggtggg gcggacggga ggatgcaaac 42 0 

gcccagcaag ggctctggca gctgacaggg 4 80 
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< * 4. 

o . * - t 

ctttgtctgg gacagcctgc aaaccagtgt gccgtgccag ccaaggacag ggtggactgc , 5 ^ 0 

ggctaccccc atgtcacccc caaggagtgc aacaaccggg gctgctgctt tgactccagg 600 

atccctggag* tgccttggtg tttcaagccc ctgcaggaag cagaatgcac ctfcctgaggc 660 

acctccagct gcccccggcc gggggatgcg aggctcggag cacccttgcc cggctgtgat 72 0 

tgctgccagg cactgttcat -ctcagcttft Gtgtcccttt gctcccggca agcgctdctg 780 

ctgaaagttc atatctggag cctgatgtct taacgaataa aggtcccatg ctccacccga 840 

3gacagttct tcgtgcctga 660 

<210> 28 

<211> 4559 

<212> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (18).. (18) 

<223> n=a, c, g or t 

<220> 

<221> misc_f eature 

<222> (108) ... (108) 

<223> n=a, c, g or t 

<400> 28 

aaacttcatc aaggtacnta aggttgtaag gttctcgggg ggtagcggct tgcacacctc 60 

ttgaagggct tcarccgggc ccctggctcc ttcaggctgg ctgccttnat ccgcttatcc 120 

aatgattgga taacggatga ggggagtctg ggtgccaggt gctttgcccg catggcccat 180 

ttcagtcacg ctgcagtcct gtcaggaaaa aatcagtgtt attctcattc tacatatgag 24 0 

aaaactgagg cttgcagata taagggccaa aagttacaca gctagtgagt gatggggctg 300 

agtttcagac tccacagtct cttaaccacc aagcagcatg cccagagtag aggtgagaag 360 

gaaggagaga gctgcggtcc acatgagcat ctggacctag catggacaac tcactcctcc 420 

ctggctctcg ctttgttctt gttgcgggtg tggtggtggt gggactcaaa gacggtaaag 4 80 

atagctttct ctcctccctg gggaatctgg gggttgttta aaaggcctgc tcctctttta 54 0 

gaaggcagga gggccccaag ggaagcagaa ggtgacagaa ggggaaaggg tcctctgatc 600 

attgctcacc ccacagagat cttgaaagga ggggtcttga tccagcggaa cccccagctc 660 

tgctaccagg acacgatttt gtggaaggac atcttccaca agaacaacca gctggctctc 720 

acactgatag acaccaaccg ctctcgggcc tgccacccct gttctccgat gtgtaagggc 780 

tcccgctgct ggggagagag ttctgaggat tgtcagagcc tgacgcgcac tgtctgtgcc 84 0 
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ggtggctgtg cccgctgcaa ggggccactg cccactgact gctgccatga gcagtgtgct 


900 


gccggctgca 


cgggccccaa gcactctgac tgcctggcct gcctccactt caaccacagt 


960 


ggcatctgtg 


agctgcactg 


cccagccctg 


gtcacctaca 


acacagacac 


gtttgagtcc 


1020 


atgcccaatc ccgagggccg 


gtatacattc 


ggcgccagct 


gtgtgactgc 


ctgtccctac 


1080 


aactaccttt ctacggacgt gggatcctgc accctcgtct^ gccccctg'ca caaccaagag 


1140 


gtgacagcag aggatggaac acagcggtgt gagaagtgca gcaagccctg tgcccgagtg 


1200 


tgctatggtc 


tgggcatgga gcacttgcga 


gaggugaggg 


raattaccaa 


tgccaatatc 


1260 


caggagtttg 




gaagatcttt 


gggagccugg 


ratttctacc 

w><3 www w w ;j w- v» 


aaaQaac 1 1 1 


1320 


gat gggga c c 


CdyCCLCLad 


cactgccccg 


ctccagccag 


w> w\ wj w> w w> 


acrtQtt tqaq 


1380 


actctggaag 


dydCCaCdyy 


ttacctatac 


atctcagcat 




cctgcctgac 


1440 


ctcagcgtct 




gcaagtaatc 


cggggacgaa 


ttctacacaa 


taacacctac 


1500 


LCgCtyaCCC 


tgcaagggct 


gggcatcagc 


tggctggggc 


tgcgct cact 


qaqaaaactQ 


1560 


ggcagtggac 


tggccctcat 


ccaccataac 


acccacctct 


octtcataca 


cacaataccc 


1620 


tgggaccagc 


tctttcggaa 


cccgcaccaa 


gctctgctcc 


acactgccaa 


ccaoccaaaa 


1680 


gacgagtgtg 


tgggcgaggg 


cctggcctgc 


caccagctgt 


gcgcccgagg 


oca c tact ocr 


1740 


ggcccagggc 


ccacccagtg 


tgtcaactgc 


agccagttcc 


ttcggggcca 


aaaatacQta 


1800 


gaggaatgcc 


gagtactgca 


ggggctcccc 


agggagtatg 


tgaatgccag 


acactcrt t tcr 


1860 


ccgtgccacc 


ctgagtgtca 


gccccagaat 


ggctcagtga 


cctgttttgg 


arcaoaaact 


1920 


gaccagtgtg 


tggcctgtgc 


ccactataag gaccctccct 


tctgcgtggc 


(-par t~ anccc 


1980 


agcggtgtga 


aacctgacct 


ctcctacatg 


cccatctgga 


agtttccaga 


tgaggagggc 


2040 


gcatgccagc 


cttgccccat 


caactgcacc 


cactcctgtg 


tggacctgga 


tgacaagggc 


2100 


tgccccgccg 


agcagagagc 


cagccctctg 


acgtccatca 


tctctgcggt 


ggttggcatt 


2160 


ctgctggtcg 


tggtcttggg ggtggtcttt 


gggatcctca 


tcaagcgacg 


gcagcagaag 


2220 


atccggaagt 


acacgatgcg gagactgctg 


caggaaacgg agctggtgga 


gccgctgaca 


2280 


cctagcggag 


cgatgcccaa 


ccaggcgcag 


atgcggatcc 


tgaaagagac 


ggagctgagg 


2340 


aaggtgaagg 


tgcttggatc 


tggcgctttt 


ggcacagtct 


acaagggcat 


ctggatccct 


2400 


gatggggaga 


atgtgaaaat 


tccagtggcc 


atcaaagtgt 


tgagggaaaa 


cacatccccc 




aaagccaaca 


aagaaatctt 


agacgaagca 


tacgtgatgg 


ctggtgtggg 


ctccccatat 


2520 


gtctcccgcc 


ttctgggcat 


ctgcctgaca 


tccacggtgc 


agctggtgac 


acagcttatg 


2580 


ccctatggct 


gcctcttaga 


ccatgtccgg 


gaaaaccgcg 


gacgcctggg 


ctcccaggac 


2640 
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ctgctgaact ggtfgtatgca gattgccaag gggatgagct acctggagga tgtgcggctc 

if 


2700 

<* 


"gtacacaggg acttggccgc tcggaacgtfg ctggtcaaga gtcccaacca tgtcaaaatt 


2760 


acagacttcg ggctggctcg gctgctggac attgacgaga 


cagagtacca 


tgcagatggg 


2820 


ggdaaggtgc. ccatcaagtg gatggcgctg gagtccattc tocgccggcg gttjcacccac 


2880 


cagagtgatg tgtggagtta fggtgtgact gtgtgggagc tgatgacttt 


tggggccaaa 


2940 


ccttacgatg ggatcccagc ccgggagatc cctgacctgc tggaaaaggg ggagcggctg 


3000 „ 


ccccagcccc ecatctgcac cattgatgtc tacatgatca tggtcaaat'g ttggatgatt 


3060 


gactctgaat gtcggccaag attccgggag ttggtgtctg 


aattctcecg 


catggccagg 


3120 


gacccccagc gctttgtggt catccagaat gaggacttgg gcccagccag 


tcccttggac 


3180 


agcaccttct accgctcact gctggaggac gatgacatgg gggacctggt ggatgctgag 


3240 


gagtatctgg taccccagca gggcttcttc tgtccagacc 


ctgccccggg 


cgctgggggc 


3300 


atggtccacc acaggcaccg cagctcatct accaggagtg gcggtgggga 


cctgacacta 


3360 


gggctggagc cctctgaaga ggaggccccc aggtctccac 


tggcaccctc 


cgaaggggct 


3420 


ggctccgatg tatttgatgg tgacctggga atgggggcag 


ccaaggggct 


gcaaagcctc 


3480 


cccacacatg accccagccc tctacagcgg tacagtgagg 


accccacagt 


acccctgccc 


3540 


tctgagactg atggctacgt tgcccccctg acctgcagcc 


cccagcctga 


atatgtgaac 


3600 


cagccagatg ttcggcccca gcccccttcg ccccgagagg 


gccctctgcc 


tgctgcccga 


3660 


cctgctggtg ccactctgga aagggccaag actctctccc 


cagggaagaa 


tggggtcgtc 


3720 


aaagacgttt ttgcctttgg gggtgccgtg gagaaccccg 


agtacttgac 


accccaggga 


3780 


ggagctgccc ctcagcccca ccctcctcct gccttcagcc 


cagccttcga 


caacctctat 


3840 


tactgggacc aggacccacc agagcggggg gctccaccca 


gcaccttcaa 


agggacacct 


3900 


acggcagaga acccagagta cctgggtctg gacgtgccag 


tgtgaaccag 


aaggccaagt 


3960 


ccgcagaagc cctgatgtgt cctcagggag cagggaaggc 


ctgacttctg 


ctggcatcaa 


4020 


gaggtgggag ggccctccga ccacttccag gggaacctgc 


catgccagga 


acctgtccta 


4080 


aggaaccttc cttcctgctt gagttcccag atggctggaa 


ggggtccagc 


ctcgttggaa 


4140 


gaggaacagc actggggagt ctttgtggat tctgaggccc 


tgcccaatga 


gactctaggg 


4200 


tccagtggat gccacagccc agcttggccc tttccttcca 


gatcctgggt 


actgaaagcc 


4260 


ttagggaagc tggcctgaga ggggaagcgg ccctaaggga 


gtgtctaaga 


acaaaagcga 


4320 


cccattcaga gactgtccct gaaacctagt actgcccccc 


atgaggaagg 


aacagcaatg 


4380 


gtgtcagtat ccaggctttg tacagagtgc ttttctgttt 


agtttttact 


ttttttgttt 


4440 


tgttttttta aagatgaaat aaagacccag ggggagaatg ggtgttgtat 


ggggaggcaa 


4500 
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gtgtgggggg 


tcottotcca 


cacccacttt 


gtccatttgc 


aaatatattt 


tggaaaaca 


4559 


<210> 29 
<211> 4893 
<212> DNA 

<213> Homo 

*. 


i 

sapien 






s. 




.- 


<400> 29> t . - / ; 
aattctcgag ctcgtcgacc ggtcgacgag ctcgagggtc gacgagctcg agggcgcgcg 


60 


cccggccccc 


acccctcgea 


gcaccccgcg 


ccccgcgccc 


tcccagccgg 


gtccagccgg 


120 


agccatgggg 


ccggagccgc 


agtgagcacc 


atggagctgg 


cggccttgtg 


ccgctggggg 


180 


ctcctcctcg 


ccctcttgcc 


ccccggagcc 


gcgagcaccc 


aagtgtgcac 


cggcacagac 


240 


atgaagctgc 


ggctccctgc 


cagtcccgag 


acccacctgg 


acatgctccg 


ccacctctac 


300 


cagggctgcc aggtggtgca gggaaacctg gaactcacct acctgcccac caatgccagc 


360 


ctgtccttcc tgcaggatat ccaggaggtg cagggctacg tgctcatcgc 


tcacaaccaa 


420 


gtgaggcagg 


tcccactgca gaggctgcgg attgtgcgag gcacccagct 


ctttgaggac 


480 


aactatgccc 


tggccgtgct 


agacaatgga 


gacccgctga 


acaataccac 


ccctgtcaca 


540 


ggggcctccc 


caggaggcct 


gcgggagctg 


cagcttcgaa 


gcctcacaga 


gatcttgaaa 


600 


ggaggggtct 


tgatccagcg 


gaacccccag 


ctctgctacc 


aggacacgat 


tttgtggaag 


660 


gacatcttcc 


acaagaacaa 


ccagctggct 


ctcacactga 


tagacaccaa 


ccgctctcgg 


720 


gcctgccacc 


cctgttctcc 


gatgtgtaag 


ggctcccgct 


gctggggaga 


gagttctgag 


780 


gattgtcaga 


gcctgacgcg 


cactgtctgt 


gccggtggct 


gtgcccgctg 


caaggggcca 


840 


ctgcccactg actgctgcca 


tgagcagtgt 


gctgccggct 


gcacgggccc 


caagcactct 


900 


gactgcctgg 


cctgcctcca 


cttcaaccac 


agtggcatct 


gtgagctgca 


ctgcccagcc 


960 


ctggtcacct 


acaacacaga 


cacgtttgag 


tccatgccca 


atcccgaggg 


ccggtataca 


1020 


ttcggcgcca 


gctgtgtgac 


tgcctgtccc 


tacaactacc 


tttctacgga 


cgtgggatcc 


1080 


tgcaccctcg 


tctgccccct 


gcacaaccaa 


gaggtgacag 


cagaggatgg 


aacacagcgg 


1140 


tgtgagaagt 


gcagcaagcc 


ctgtgcccga 


gtgtgctatg gtctgggcat 


ggagcacttg 


1200 


cgagaggtga 


gggcagttac 


cagtgccaat 


atccaggagt 


ttgctggctg 


caagaagatc 


1260 


tttgggagcc 


tggcatttct 


gccggagagc 


tttgatgggg 


acccagcctc 


caacactgcc 


1320 


ccgctccagc 


cagagcagct 


ccaagtgttt 


gagactctgg 


aagagatcac 


aggttaccta 


1380 


tacatctcag 


catggccgga 


cagcctgcct 


gacctcagcg 


tcttccagaa 


cctgcaagta 


1440 


atccggggac 


gaattctgca 


caatggcgcc 


tactcgctga 


ccctgcaagg 


gctgggcatc 


1500 


agctggctgg ggctgcgctc 


actgagggaa 


ctgggcagtg gactggccct 


catccaccat 


1560 



WO 2004/092338^ 

aacacccacc tctgcttcgt gcacacggtg 
caagctctgc tccacactgc caaccggcca 
gtgtgcgcac.~tccccat.ctg ccagcacaca 
: tcttggactt gtgcagactg cccgtctctg 
- ctggcttggc ctctfc'ggcat ggcttctcta 
ctccccctct gtttctgaaa tctcagaact 
cccacccctc cagcccacag ccatgcccac 
gcctccccta aaagtcccct gcggtccctt 
ctgccaccag ctgtgcgccc gagggcactg 
ctgcagccag ttccttcggg gccaggagtg 
ccccagggag tatgtgaatg ccaggcactg 
gaatggctca gtgacctgtt ttggaccgga 
taaggaccct cccttctgcg tggcccgctg 
catgcccatc tggaagtttc cagatgagga 
cacccactcc tgtgtggacc tggatgacaa 
tctgacgtcc atcatctctg cggtggttgg 
ctttgggatc ctcatcaagc gacggcagca 
gctgcaggaa acggagctgg tggagccgct 
gcagatgcgg atcctgaaag agacggagct 
ttttggcaca gtctacaagg gcatctggat 
ggccatcaaa gtgttgaggg aaaacacatc 
agcatacgtg atggctggtg tgggctcccc 
gacatccacg gtgcagctgg tgacacagct 
ccgggaaaac cgcggacgcc tgggctccca 
caaggggatg agctacctgg aggatgtgcg 
cgtgctggtc aagagtccca accatgtcaa 
ggacattgac gagacagagt accatgcaga 
gctggagtcc attctccgcc ggcggttcac 
gactgtgtgg gagctgatga cttttggggc 
gatccctgac ctgctggaaa agggggagcg 
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ccctgggacc 


v • 

agctctttcg gaacccgcac 


1620 


gaggacgagt gtggtaagac agggagccca 


1680 


gcagtgccca gggggccctg gcagcagcgt 

* 


1740 


tgcacccttc ttgactcagc acagctctgg 


1800 


yo» uyyy i» v**- v* 


acctgccttg gcatccttcc 


1860 




ctacatcggc cccacctgtc 


1920 




ctggttcact tggacctggg 


19*80 


cctcctcact 


gcagtgggcg agggcctggc 


2040 


ctggggtcca 


gggcccaccc agtgtgtcaa 


2100 


cgtggaggaa 


tgccgagtac tgcaggggct 


2160 


tttgccgtgc 


caccctgagt gtcagcccca 


2220 


ggctgaccag 


tgtgtggcct gtgcccacta 


2280 


ccccagcggt 


gtgaaacctg acctctccta 


2340 


gggcgcatgc 


cagccttgcc ccatcaactg 


2400 


gggctgcccc 


gccgagcaga gagccagccc 


2460 


cattctgctg gtcgtggtct tgggggtggt 


2520 


gaagatccgg 


aagtacacga tgcggagact 


2580 


gacacctagc 


ggagcgatgc ccaaccaggc 


2640 


gaggaaggtg 


aaggtgcttg gatctggcgc 


2700 


ccctgatggg 


gagaatgtga aaattccagt 


2760 


ccccaaagcc 


aacaaagaaa tcttagacga 


2820 


atatgtctcc 


cgccttctgg gcatctgcct 


2880 


tatgccctat 


ggctgcctct tagaccatgt 


2940 


ggacctgctg 


aactggtgta tgcagattgc 


3000 


gctcgtacac 


agggacttgg ccgctcggaa 


3060 


aattacagac 


ttcgggctgg ctcggctgct 


3120 


tgggggcaag gtgcccatca agtggatggc 


3180 


ccaccagagt 


gatgtgtgga gttatggtgt 


3240 


caaaccttac 


gatgggatcc cagcccggga 


3300 


gctgccccag 


ccccccatct gcaccattga 


3360 
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tgtctacatg atcatggtca aatgttggat gattgactct gaatgtcggc 


caagattccg 


3420. 


ggagttggtg tctgaattct cccgcatggc cagggacccc cagcgctttg tggtcatcca 


3480 


gaatgaggac 


ttgggcccag iccagtccctt ggacagcacc ttctaccgct 


cactgctgga 
agcagggctt 


3540 


ggacgatgac 


atgggggacc tggtggatgc 


tgaggagtat 


ctggtacccc 


3606 


cttctgtcca 


gaccctgccc cgggcgctgg gggcatggtc 


caccacaggc 


accgcagctc ■ 


3660 


atctaccagg agtggcggtg gggacctgac actagggctg gagccctctg aagaggaggc 


3720 


ccccaggtct 


ccactggcac cctccgaagg ggctggctcc gatgtatttg atggtgacct 


3780 


gggaatgggg 


gcagccaagg ggctgcaaag 


cctccccaca 


catgacccca 


gccctctaca 


3840 


gcggtacagt 


gaggacccca cagtacccct 


gccctctgag 


actgatggct 


acgttgcccc 


3900 


cctgacctgc 


agcccccagc ctgaatatgt 


gaaccagcca 


gatgttcggc 


cccagccccc 


3960 


ttcgccccga 


gagggccctc tgcctgctgc ccgacctgct ggtgccactc tggaaagggc 


4020 


caagactctc 


tccccaggga agaatggggt 


cgtcaaagac 


gtttttgcct 


ttgggggtgc 


4080 


cgtggagaac 


cccgagtact tgacacccca 


gggaggagct 


gcccctcagc 


cccaccctcc 


4140 


tcctgccttc 


agcccagcct tcgacaacct 


ctattactgg 


gaccaggacc 


caccagagcg 


4200 


gggggctcca 


cccagcacct tcaaagggac 


acctacggca 


gagaacccag 


agtacctggg 


4260 


tctggacgtg 


ccagtgtgaa ccagaaggcc 


aagtccgcag 


aagccctgat 


gtgtcctcag 


4320 


ggagcaggga 


aggcctgact tctgctggca 


tcaagaggtg 


ggagggccct 


ccgaccactt 


4380 


ccaggggaac 


ctgccatgcc aggaacctgt 


cctaaggaac 


cttccttcct 


gcttgagttc 


4440 


ccagatggct 


ggaaggggtc cagcctcgtt 


ggaagaggaa 


cagcactggg 


gagtctttgt 


4500 


ggattctgag 


gccctgccca atgagactct 


agggtccagt 


ggatgccaca 


gcccagcttg 


4560 


gccctttcct 


tccagatcct gggtactgaa 


agccttaggg 


aagctggcct 


gagaggggaa 


4620 


gcggccctaa 


gggagtgtct aagaacaaaa 


gcgacccatt 


cagagactgt 


ccctgaaacc 


4680 


tagtactgcc 


ccccatgagg aaggaacagc 


aatggtgtca 


gtatccaggc 


tttgtacaga 


'4740 


gtgcttttct 


gtttagtttt tacttttttt 


gttttgtttt 


tttaaagatg 


aaataaagac 


4800 


ccagggggag 


aatgggtgtt gtatggggag gcaagtgtgg ggggtccttc 


tccacaccca 


4860 


ctttgtccat 


ttgcaaatat attttggaaa 


aca 






4893 



<210> 30 

<211> 1108 

<212> DNA 

<213> Homo sapien 



<400> 30 

tctagaggat ccttgtcgac ttctgctctg cgttgaccga ccccagccct ctacagcggt 



60 



WO 2004/092338 

* acagtgagga ccccacagta cccctgccct 
cctgcagccc ccagcctgaa tatgtgaacc 
cccgagaggg ccctctgcct gctgcccgac 

' " , * 

ctctctcccc agggaagaat g^ggtcgtca 
agaaccccga' gtacttgaca ccccagggag 
ccttcagccc agccttcgac aacctctatt" 
ctccacccag caccttcaaa gggacaccta 
acgtgccagt gtgaaccaga aggccaagtc 
agggaaggcc tgacttctgc tggcatcaag 
ggaacctgcc atgccaggaa cctgtcctaa 
tggctggaag gggtccagcc tcgttggaag 
ctgaggccct gcccaatgag actctagggt 
ttccttccag atcctgggta ctgaaagcct 
cctaagggag tgtctaagaa caaaagcgac 
ctgcccccca tgaggaagga acagcaatgg 
tttctgttta gtttttactt tttttgtttt 
gggagaatgg gtgttgtatg gggaggcaag 
tccatttgca aatatatttt ggaaaaca 

<210> 31 

<211> 783 

<212> DNA 

<213> Homo sapien 

<400> 31 

ctatacggtc ctaaggtagc gacaccctcc 
ctattactgg gaccaggacc caccagagcg 
acctacggca gagaacccag agtacctggg 
aagtccgcag aagccctgat gtgtcctcag 
tcaagaggtg ggagggccct ccgaccactt 
cctaaggaac cttccttcct gcttgagttc 
ggaagaggaa cagcactggg gagtctttgt 
agggtccagt ggatgccaca gcccagcttg 
agccttaggg aagctggcct gagaggggaa 
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ctgagactga c tggctacgtt gcccccctga 120 

agccagatgt tcggccccag cccccttcgc 180 

ctgctggtgc cactctggaa agggccaaga 24 0 

aagacgtttt tgcctttggg ggtgccgtgg 300 

gagctgcccc tcagccccac cctcctcctg 3 60 

actgggacca ggacccacca gagcgggggg 420 

cggcagagaa cccagagtac ct^ggtctgg 4 80 

cgcagaagcc ctgatgtgtc ctcagggagc 54 0 
aggtgggagg gccctccgac cacttccagg 600 
ggaaccttcc ttcctgcttg agttcccaga 660 
aggaacagca ctggggagtc tttgtggatt 72 0 

ccagtggatg ccacagccca gcttggccct .780 
tagggaagct ggcctgagag gggaagcggc 84 0 
ccattcagag actgtccctg aaacctagta 900 
tgtcagtatc caggctttgt acagagtgct 960 

gtttttttaa agatgaaata aagacccagg 1020 

tgtggggggt ccttctccac acccactttg 108 0 

1108 



tcctgccttc agcccagcct tcgacaacct 60 

gggggctcca cccagcacct tcaaagggac 12 0 

tctggacgtg ccagtgtgaa ccagaaggcc 180 

ggagcaggga aggcctgact tctgctggca 24 0 

ccaggggaac ctgccatgcc aggaacctgt 300 

ccagatggct ggaaggggtc cagcctcgtt 360 

ggattctgag gccctgccca atgagactct 420 

gccctttcct tccagatcct gggtactgaa 480 

gcggccctaa gggagtgtct aagaacaaaa 54 0 
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gcgacccatt cagagactgt ccctgaaacc tagtactgcc ccccatgagg aaggaacagc 600 

aatggtgtca gtatccaggc tttgtacaga gtgcttttct gttftagtttt tacttttttt 660 

t c 

.., gttttgtttt tttaaagatg aaataaagac ccagggggag aatgggtgtt gtatggggag 720 

* ■ • • u " o - ' ' 

gcaagtgtgg ggggtccttc. tccacaccca ctttgtccat ttgcaaatat attttggaaa 780 

?• . 



aca 



<210> 32 

<211> 2802 

<212> DNA 

<213> Homo sapien 



783 



<400> 32 

aattctcgag ctcgtcgacc ggtcgacgag ctcgagggtc gacgagctcg agggcgcgcg 60 

cccggccccc acccctcgca gcaccccgcg ccccgcgccc tcccagccgg gtccagccgg 12 0 

agccatgggg ccggagccgc agtgagcacc atggagctgg cggccttgtg ccgctggggg 180 

ctcctcctcg ccctcttgcc ccccggagcc gcgagcaccc aagtgtgcac cggcacagac 24 0 

atgaagctgc ggctccctgc cagtcccgag acccacctgg acatgctccg ccacctctac 300 

cagggctgcc aggtggtgca gggaaacctg gaactcacct acctgcccac caatgccagc 360 

ctgtccttcc tgcaggatat ccaggaggtg cagggctacg tgctcatcgc tcacaaccaa 420 

gtgaggcagg tcccactgca gaggctgcgg attgtgcgag gcacccagct ctttgaggac 480 

aactatgccc tggccgtgct agacaatgga gacccgctga acaataccac ccctgtcaca 540 

ggggcctccc caggaggcct gcgggagctg cagcttcgaa gcctcacaga gatcttgaaa 600 

ggaggggtct tgatccagcg gaacccccag ctctgctacc aggacacgat tttgtggaag 660 

gacatcttcc acaagaacaa ccagctggct ctcacactga tagacaccaa ccgctctcgg 720 

gcctgccacc cctgttctcc gatgtgtaag ggctcccgct gctggggaga gagttctgag 780 

gattgtcaga gcctgacgcg cactgtctgt gccggtggct gtgcccgctg caaggggcca 84 0 
ctgcccactg actgctgcca tgagcagtgt gctgccggct gcacgggccc caagcactct 
gactgcctgg cctgcctcca cttcaaccac agtggcatct gtgagctgca ctgcccagcc 

ctggtcacct acaacacaga cacgtttgag tccatgccca atcccgaggg ccggtataca 1020 

ttcggcgcca gctgtgtgac tgcctgtccc tacaactacc tttctacgga cgtgggatcc 1080 

tgcaccctcg tctgccccct gcacaaccaa gaggtgacag cagaggatgg aacacagcgg 114 0 

tgtgagaagt gcagcaagcc ctgtgcccga gtgtgctatg gtctgggcat ggagcacttg 1200 

cgagaggtga gggcagttac cagtgccaat atccaggagt ttgctggctg caagaagatc 1260 

tttgggagcc tggcatttct gccggagagc tttgatgggg acccagcctc caacactgcc 1320 



900 
960 
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ccgctccagc cagagcagct ccaagtgttt gagactctgg aagagatcac aggttaccta 


1380 


. tacatctcag catggccgga cagcctgcct gaccfccagcg tcttccagaa cctgcaagta 


■1440 


atccggggac gaattctgca 


caatggcgcc 


tactcgctga" ccctgcaagg gctgggcatc 


1500 


. agctggctgg ggctgcgctc" actgagggaa 


ctgggcacjtg gactggccct ^catccaccat: 


1560 


aacacccacc 


tctgcttcgt gcacacggtg ccctgggacc agctctttcg gaacccgcac 


1620 


caagctctgc tccacactgc caaccggcca gaggacgagt gtgtgggcga gggcctggcc 


1680 


tgccaccagc 


tgtgcgcccg 


agggcactgc 


tggggtccag ggcccaccca gtgtgtcaac 


174 0 


tgcagccagt 


tccttcgggg ccaggagtgc gtggaggaat gccgagtact gcaggggctc 


1800 


cccagggagt 


atgtgaatgc 


caggcactgt 


ttgccgtgcc accctgagtg tcagccccag 


1860 


aatggctcag 


tgacctgttt 


tggaccggag gctgaccagt gtgtggcctg tgcccactat 


1920 


aaggaccctc 


ccttctgcgt 


ggcccgctgc 


cccagcggtg tgaaacctga cctctcctac 


1980 


atgcccatct 


ggaagtttcc 


agatgaggag 


ggcgcatgcc agccttgccc catcaactgc 


2040 


acccactcct 


gtgtggacct 


ggatgacaag ggctgccccg ccgagcagag agccaggttg 


2100 


gcctggaccc 


caggatgtac 


ccttcattgc 


ccttcactcc cccactggat gctgggtggt 


2160 


cactgctgta 


gggaggggac 


cccctgacat 


atgtcccttc ccacccactc ttccactgtg 


2220 


gaacctcctg 


tcattttcca 


cttcaccaag 


tgacagagga cctgctcaga tgctgagggg 


2280 


aggggactgc 


aaggaaagat 


ggctaggaaa 


cccagtccct ccacacccta gagtaacttg 


2340 


atgccttgtg agggacacag gcaaagttca 


attccttgga agtcaaggga gactgagaag 


2400 


agtacagctg cagcactgag ggagtgatga 


attcttaact ggggatggtg ggaggcttcg 


2460 


agtgggaggt 


ggcatttgag 


ctaggctttg 


agagaggagc aggtattgca cttgcattta 


2520 


ggtagaaagc 


attggggtgc 


aaggtgacac 


tggaggggga ggcatcagga aatccaggat 


2580 


gtcttcaaag 


ttctggtgtc 


gggggctgtt 


gagtaagcac aggaataagg gggtcaagtt 


2640 


agagtcaggg 


tggggtctga 


cctggatgcc 


ataggacctg atccccaagc cacagggtgg 


2700 


gacttgactg ggcagtgggg acctttgbga aaggactttg gggagaccaa cctgtagtct 


2760 


tgcctatagc 


aacatccggc 


ccgggtggag 


catgtgtacc eg 


2802 



<210> 33 

<211> 1300 

<212> DNA 

<213> Homo sapien 

<400> 33 

egagtgetet actgegggtg ctctactcgc gggtgttcta cctcgcgtgt gctctcctcg 60 
ctcctagatg ggatggcggc gggcagagac gctcctcact ttccagactg ggcagecagg 120 
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cagaggggct 


cctcatatcc 


cagacgatgg 


gcggccaggc 


agagacgctc 


ctcacttccc 


180 ■ 


agacggggtg 


gcggccgggc 


agaggctgca 


atctcggctc 


tttgggaggc 


caaggcaggc 


240 


ggctgggagg 


tggttgtagc 


gagccgagat 


cacgccactg 


cactccagcc ttggcaccat 

■e 


300 


tgagcactga 


gtgaacgaga 


ctccgtctgc aatcccggca 


O 

cctcgggagg ccgaggstgg 


360 


yggatcactc 


gcggttagga gctggagtgg aggcgaaaaa 


ttacgaagag 


attgcaaaag 


420 


ttgagaagct 


caaaccatta gaggtagagc 


tgcgacgcct 


agaagacctt 


tcagaatcta 


480 


ttgttaatga 


ttttgcctac atgaagaaga gagaagagga gatgcgtgat 


accaacgagt 


540 


caacaaacac 


tcgggtccta 


tacttcagca 


tcttttcaat 


gttctgtctc 


attggactag 


600 


ctacctggca 


ggtcttctac 


ctgcgacgct 


tcttcaaggc 


caagaaattg 


attgagtaat 


660 


gaatgaggca 


tattctcctc 


ccaccttgta 


cctcagccag 


cagaacatcg 


ctgggacgtg 


720 


cctggcctaa 


ggcatcctac 


caacagcacc 


atcaaggcac 


gttggagctt 


tcttgccaga 


780 


actgatctct 


tttggtgtgg gaggacatgg ggtaccacct 


acacccaaca 


agtcaatgag 


840 


ggacttcttt 


ttaatttggt 


aggattttga 


ctggttttgc 


aacaataggt 


ctattattag 


900 


agtcacctat 


gacaaaaaat 


aggggttacc 


tagataatgc 


caaagtcagc 


atttgtcctg 


960 


ggttcccttg 


tgtgatctgt 


ttggactatg 


ttttcttttc 


ttctcccact 


tgctcagcag 


1020 


cttgggcttc 


cattctagtt 


cttttaccaa 


gatttttgtg 


tgaccatgtt 


gacttcattt 


1080 


ggattgccct 


ctttcaattt 


ccttgtgaaa 


acacccttaa 


ctttctcttt 


acccttagct 


1140 


gaaatgttta 


catagcttct 


ggtgatatct 


tttcatgatt 


ttatatctct 


taaaatggtg 


1200 


atggatgtga 


cacctcataa 


aagtgagctt 


tgaactgtag 


ataactctta 


aagaaaatgt 


1260 


cattttagac 


aattaaaata 


tttgtgctca 


actgcttgaa 






1300 



<210> 34 

<211> 2273 

<212> DNA 

<21j> Homo sapien 

<400> 34 

ccatgtcggc gctgtggcga tttggacttt ttaacacagg attgggacag gattcagagg 60 

gacactgtgg cccttctaca atcaggagct tcccctttcc tctgatgaca tcacctgtgg 120 

ctttgttctc tttgttccag atggcccaga cgaccccacc atttccccct catacaccta 180 

ttaccgtcca ggggtgaacc tcagcctctc ctgccatgca gcctctaacc cacctgcaca 240 

gtattcttgg ctgattgatg ggaacatcca gcaacacaca caagagctct ttatctccaa 300 

catcactgag aagaacagcg gactctatac ctgccaggcc aataactcag ccagtggcca 360 

cagcaggact acagtcaaga caatcacagt ctctgcggag ctgcccaagc cctccatctc 4 20 
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cagcaacaac 


•tccaaacccg 


tggaggacaa 


ggatgctgtg 


gccttcacct 


gtgaacctga 


480 


ggctcagaac 


acaacctacc 


.tgtggtgggt 

i 


aaatggtcag^ agcctcccag 


tcagtcccag 


540 


gctgcagctg 


tccaatggca 


acaggaccct 


cactctattc 


aatgtcacaa 


gaaatgacgc 


60C 


aagagcctat 


gtatgtggaa 


tccagaactc 


agtgagtgca aaccgcagtg 


acccagtcac 


660 


cctggatgtc 


ctctatgggc 


cggacacccc 


catcatttcc cccccagact 


cgtcttacct 


' 720 


fctcgggagcg 


aacctcaacc 


tctcctgcca 


ctcggcctct 


aacccatccc 


cgcagtattc 


780 


ttggcgtatc 


aatgggatac 


cgcagcaaca 


cacacaagtt 


ctctttatcg 


ccaaaatcac 


840 


gccaaataat 


aacgggacct 


atgcctgttt 


tgtctctaac 


ttggctactg 


gccgcaataa 


900 


ttccatagtc 


aagagcatca 


cagtctctgc 


atctggaact 


tctcctggtc 


tctcagctgg 


960 


ggccactgtc 


ggcatcatga 


ttggagtgct 


ggttggggtt 


gctctgatat 


agcagccctg 


1020 


gtgtagtttc 


ttcatttcag 


gaagactgac 


agttgttttg 


cttcttcctt 


aaagcatttg 


1080 


caacagctac 


agtctaaaat 


tgcttcttta 


ccaaggatat 


ttacagaaaa 


gactctgacc 


1140 


agagatcgag 


accatcctag 


ccaacatcgt 


gaaaccccat 


ctctactaaa 


aatacaaaaa 


1200 


tgagctgggc 


ttggtggcgc 


gcacctgtag 


tcccagttac 


tcgggaggct 


gaggcaggag 


1260 


aatcgcttga 


acccgggagg 


tggagattgc 


agtgagccca 


gatcgcacca 


ctgcactcca 


1320 


gtctggcaac 


agagcaagac 


tccatctcaa 


aaagaaaaga 


aaagaagact 


ctgacctgta 


1380 


ctcttgaata 


caagtttctg 


ataccactgc 


actgtctgag 


aatttccaaa 


actttaatga 


1440 


actaactgac 


agcttcatga 


aactgtccac 


caagatcaag 


cagagaaaat 


aattaatttc 


1500 


atgggactaa 


atgaactaat 


gaggataata 


ttttcataat 


tttttatttg 


aaattttgct 


1560 


gattctttaa 


atgtcttgtt 


tcccagattt 


caggaaactt 


tttttctttt 


aagctatcca 


1620 


cagcttacag 


caatttgata 


aaatatactt 


ttgtgaacaa 


aaattgagac 


atttacattt 


1680 


tctccctatg 


tggtcgctcc 


agacttggga 


aactattcat 


gaatatttat 


attgtatggt 


1740 


aatatagtta 


ttgcacaagt 


tcaataaaaa 


tctgctcttt 


gtatgacaga 


atacatttga 


1800 


aaacattggt 


tatattacca 


agactttgac 


tagaatgtcg 


tatttgagga 


tataaaccca 


1860 


taggtaataa 


acccacaggt 


actacaaaca 


aagtctgaag 


tcagccttgg 


tttggcttcc 


1920 


tagtgtcaat 


taaacttcta 


aaagtttaat 


ctgagattcc 


ttataaaaac 


ttccagcaaa 


1980 


gcaactttaa 


aaaagtctgt 




cgcggtggct 


cacgcctgta 


atcccagcac 


2040 


tttgatccgc 


cgaggcgggc 


ggatcacgag 


gtcaggagat 


ccagaccatc 


ctggctaaca 


2100 


cagtgaaacc 


ccgtctctac 


taaaaataca 


aaaaaagtta 


gccgggcgtg 


gtggtggggg 


2160 


cctgtagtcc 


cagctactca 


ggaggctgag 


gcaggagaac 


ggcatgaacc 


cgggaggcag 


2220 


ggcttgcagt 


gagccaagat 


catgccgctg 


cactccagcc 


tgggagacaa 


agt 


2273 
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<210> 35 „ 
<211> 3462 
<212> DNA 



<213> Homo 


sapien 






* ' 






c 

<400> 35 
* ggaagagact 


cagggcagag 


ggaggaagga 


cagcagacca 


gacagtcaca 


gcagccttga 


60 


caaaacgttc ctggaactca agctcttctc cacagaggag gacagagcag acagcagaga 


120 


ccatggagtc 


tccctcggcc 


cctccccaca 


gatggtgcat 


cccctggcag 


aggctcctgc 


180 


tcacagcctc 


acttctaacc 


ttctggaacc 


cgcccaccac 


tgccaagctc 


actattgaat 


240 


ccacgccgtt 


caatgtcgca 


gaggggaagg 


aggtgcttct 


acttgtccac 


aatctgcccc 


300 


agcatctttt 


tggctacagc 


tggtacaaag 


gtgaaagagt 


ggatggcaac 


cgtcaaatta 


360 


taggatatgt 


aataggaact 


caacaagcta 


ccccagggcc 


cgcatacagt 


ggtcgagaga 


420 


taatataccc 


caatgcatcc 


ctgctgatcc 


agaacatcat 


ccagaatgac 


acaggattct 


480 


acaccctaca 


cgtcataaag 


tcagatcttg 


tgaatgaaga 


agcaactggc 


cagttccggg 


540 


tatacccgga 


gctgcccaag 


ccctccatct 


ccagcaacaa 


ctccaaaccc 


gtggaggaca 


600 


aggatgctgt 


ggccttcacc 


tgtgaacctg 


agactcagga 


cgcaacctac 


ctgtggtggg 


660 


taaacaatca 


gagcctcccg gtcagtccca 


ggctgcagct 


gtccaatggc 


aacaggaccc 


720 


tcactctatt 


caatgtcaca 


agaaatgaca 


cagcaagcta 


caaatgtgaa 


acccagaacc 


780 


cagtgagtgc 


caggcgcagt 


gattcagtca 


tcctgaatgt 


cctctatggc 


ccggatgccc 


840 


ccaccatttc 


ccctctaaac 


acatcttaca 


gatcagggga 


aaatctgaac 


ctctcctgcc 


900 


acgcagcctc 


taacccacct 


gcacagtact 


cttggtttgt 


caatgggact 


ttccagcaat 


960 


ccacccaaga 


gctctttatc 


cccaacatca 


ctgtgaataa 


tagtggatcc 


tatacgtgcc 


1020 


aagcccataa 


ctcagacact 


ggcctcaata 


ggaccacagt 


cacgacgatc 


acagtctatg 


1080 


cagagccacc 


caaacccttc 


atcaccagca 


acaactccaa 


ccccgtggag 


gatgaggatg 


1140 


ctgtagcctt 


aacctgtgaa 


cctgagattc 


agaacacaac 


ctacctgtgg 


tgggtaaata 


1200 


atcagagcct 


cccggtcagt 


cccaggctgc 


agctgtccaa 


tgacaacagg 


accctcactc 


1260 


tactcagtgt 


cacaaggaat 


gatgtaggac 


cctatgagtg 


tggaatccag 


aacgaattaa 


1320 


gtgttgacca 


cagcgaccca 


gtcatcctga 


atgtcctcta 


tggcccagac 


gaccccacca 


1380 


tttccccctc 


atacacctat 


taccgtccag 


gggtgaacct 


cagcctctcc 


tgccatgcag 


1440 


cctctaaccc 


acctgcacag 


tattcctggc 


tgattgatgg gaacatccag 


caacacacac 


1500 


aagagctctt 


tatctccaac 


atcactgaga 


agaacagcgg 


actctatacc 


tgccaggcca 


1560 


ataactcagc 


cagtggccac 


agcaggacta 


cagtcaagac 


aatcacagtc 


tctgcggagc 


1620 
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tgcccaagcc 


ctccatctcc agcaacaact ccaaacccgt ggaggacaag gatgctgtgg 


1680 


ccttcacctg tgaacctgag gctcagaaca caiScctacct gtggtgggta aatggtcaga 


1740 


gcctcccagt 


cagtcccagg ctgcagctgt ccaatg'gcaa caggaccctc 


actctattca* 


1800 


atgtcacaag aaatgacgca agagcctatg tatgtggaat 


ccagaactca gtgagtgcaa. 


1860 


accgcagtga 


cccagtcacc ctggatgtcc tctatgggcc ggacaccccc 


atcatttccc 


'1920 


ccccagactc gtcttacctt tcgggagcga acctcaacct ctcctgccac tcggcctcta 


1980 


acccatcccc 


ycaycdcccu cgy eg cax ca cityygacaLt. 


gcagcaacac 


acacaagttc 


2040 


tctttatcgc 


caaaatcacg ccaaataata acgggaccca 


tgcctgtttt 


gtctctaact 


2100 


tggctactgg 


ccgcaataat tccatagtca agagcatcac 


agtctctgca 


tctggaactt 


2160 


ct cctggtct 


ctcagctggg gccactgtcg gcatcatgat 


tggagtgctg gttggggttg 


2220. 


ctctgatata 


gcagccctgg tgtagtttct tcatttcagg 


aagactgaca 


attattttcrc . 


2280 


ttcttcctta 


aagcatttgc aacagctaca gtctaaaatt 


gcttctttac 


caaaaatatt 


2340 


tacagaaaag 


actctgacca gagatcgaga ccatcctagc 


caacatcgtg 


aaarcccatc 


2400 


tctactaaaa 


atacaaaaat gagctgggct tggtggcgcg 


cacctgtagt 


rrraattact 


2460 


cgggaggctg 


aggcaggaga atcgcttgaa cccgggaggt 


ggagattgca 




2520 


atcgcaccac 


tgcactccag tctggcaaca gagcaagact 


ccatctcaaa 


aagaaaagaa 


2580 


aagaagactc 


tgacctgtac tcttgaatac aagtttctga 


taccactgca 


ctgtctgaga 


2640 


atttccaaaa 


ctttaatgaa ctaactgaca gcttcatgaa 


actgtccacc 


aagatcaagc 


2700 


agagaaaata 


attaatttca tgggactaaa tgaactaatg aggattgctg 


attctttaaa 


2760 


tgtcttgttt 


cccagatttc aggaaacttt ttttctttta 


agctatccac 


agcttacagc 


2820 


aatttgataa 


aatatacttt tgtgaacaaa aattgagaca 


tttacatttt 


ctccctatgt 


2880 


ggtcgctcca 


gacttgggaa actattcatg aatatttata 


ttgtatggta 


atatagttat 


2940 


tgcacaagtt 


caataaaaat ctgctctttg tatgacagaa 


tacatttgaa 


aacattggtt 


3000 


atattaccaa 


gactttgact agaatgtcgt atttgaggat 


ataaacccat 


aggtaataaa 


3060 


cccacaggta 


ctacaaacaa agtctgaagt cagccttggt 


ttggcttcct 


agtgtcaatt 


3120 


aaacttctaa 


aagtttaatc tgagattcct tataaaaact 


tccagcaaag 


caactttaaa 


3180 


aaagtctgtg 


tgggccgggc gcggtggctc acgcctgtaa 


tcccagcact 


ttgatccgcc 


n *> a n 


gaggcgggcg 


gatcacgagg tcaggagatc cagaccatcc 


tggctaacac 


agtgaaaccc 


3300 


cgtctctact 


aaaaatacaa aaaaagttag ccgggcgtgg 


tggtgggggc 


ctgtagtccc 


3360 


agctactcag 


gaggctgagg caggagaacg gcatgaaccc 


gggaggcagg 


gcttgcagtg 


3420 
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agccaagatc atgCcgctgc actccagcct gggagacaaa gt " 34 62 
<210> 36 

. <211> 3373, : . ...... 

<212> DNA . 
<213> Homo sapien 

* * . • 
<c4 00> 36 - ^ 

ggaagagact cagggcagag ggaggaagga cagcagacca gacagtcaca gcagccttga 60 

caaaacgttc ctggaactca agctcttctc cacagaggag gacagagcag acagcagaga 12 0 

ccatggagtc tccctcggcc cctccccaca gatggtgcat cccctggcag aggctcctgc 180 

tcacagcctc acttctaacc ttctggaacc cgcccaccac tgccaagctc actattgaat 240 

ccacgccgtt caatgtcgca gaggggaagg aggtgcttct acttgtccac aatctgcccc 300 

agcatctttt tggctacagc tggtacaaag gtgaaagagt ggatggcaac cgtcaaatta 360 

taggatatgt aataggaact caacaagcta ccccagggcc cgcatacagt ggtcgagaga 420 

taatataccc caatgcatcc ctgctgatcc agaacatcat ccagaatgac acaggattct 480 

acaccctaca cgtcataaag tcagatcttg tgaatgaaga agcaactggc cagttccggg 54 0 

tatacccgga gctgcccaag ccctccatct ccagcaacaa ctccaaaccc gtggaggaca 600 

aggatgctgt ggccttcacc tgtgaacctg agactcagga cgcaacctac ctgtggtggg 660 

taaacaatca gagcctcccg gtcagtccca ggctgcagct gtccaatggc aacaggaccc 720 

tcactctatt caatgtcaca agaaatgaca cagcaagcta caaatgtgaa acccagaacc 78 0 

cagtgagtgc caggcgcagt gattcagtca tcctgaatgt cctctatggc ccggatgccc 84 0 

ccaccatttc ccctctaaac acatcttaca gatcagggga aaatctgaac ctctcctgcc 900 

acgcagcctc taacccacct gcacagtact cttggtttgt caatgggact ttccagcaat 960 

ccacccaaga gctctttatc cccaacatca ctgtgaataa tagtggatcc tatacgtgcc 1020 

aagcccataa ctcagacact ggcctcaata ggaccacagt cacgacgatc acagtctatg 1080 

cagagccacc caaacccttc atcaccagca acaactccaa ccccgtggag gatgaggatg 1140 

ctgtagcctt aacctgtgaa cctgagattc agaacacaac ctacctgtgg tgggtaaata 1200 

atcagagcct cccggtcagt cccaggctgc agctgtccaa tgacaacagg accctcactc 1260 

tactcagtgt cacaaggaat gatgtaggac cctatgagtg tggaatccag aacgaattaa 132 0 

gtgttgacca cagcgaccca gtcatcctga atgtcctcta tggcccagac gaccccacca 1380 

tttccccctc atacacctat taccgtccag gggtgaacct cagcctctcc tgccatgcag 144 0 

cctctaaccc acctgcacag tattcttggc tgattgatgg gaacatccag caacacacac 1500 

aagagctctt tatctccaac atcactgaga agaacagcgg actctatacc tgccaggcca 1560 
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ataactcagc cagtggccac agcaggacta cagtcaagac aatcacagtc .tctgcggagc 


1620 


tgcccaagcc ctccatctcc agcaacaact ccaaiacccgt ggaggacaag gatgctgtgg 


1680 


ccttcacctg t^aacctgag gctcagaaca 

*• 


caacctacct 


gtggtgggta 


aatggtcaga 


174 0 


gcctcccagt cagtcccagg ctgcagctgt* ccaatggcaa caggaccctc 
atgtcacaag aaatgacgca agagcctatg tatgtggaat cca^aaccca 


actctattca 
gtgagtgcaa 


1800* 
1860 


accgcagtga cccagtcacc ctggatgtcc tctatgggcc ggacaccccc 


atcatttccc 


1920 


ccccagactc gtcttacctt tcgggagcga 


acctcaacct 


ctcctgccac 


tcggcctcta 


1980 


acccatcccc gcagtattct tggcgtatca 


atgggatacc 


gcagcaacac 


acacaagttc 


2040 


tctttatcgc caaaatcacg ccaaataata 


acgggaccta 


tgcctgtttt 


gtctctaact 


2100 


tggctactgg ccgcaataat tccatagtca 


agagcatcac 


agtctctgac 


agttgttttg 


2160 


cttcttcctt aaagcatttg caacagctac 


agtctaaaat 


tgcttcttta 


ccaaggatat 


2220 


ttacagaaaa gactctgacc agagatcgag 


accatcctag 


ccaacatcgt 


gaaaccccat 


2280 


ctctactaaa aatacaaaaa tgagctgggc 


ttggtggcgc 


gcacctgtag 


tcccagttac 


2340 


tcgggaggct gaggcaggag aatcgcttga 


acccgggagg 


tggagattgc 


agtgagccca 


2400 


gatcgcacca ctgcactcca gtctggcaac 


agagcaagac 


tccatctcaa 


aaagaaaaga 


2460 


aaagaagact ctgacctgta ctcttgaata 


caagtttctg ataccactgc 


actgtctgag 


2520 


aatttccaaa actttaatga actaactgac 


agcttcatga 


aactgtccac 


caagatcaag 


2580 


cagagaaaat aattaatttc atgggactaa 


atgaactaat gaggataata 


ttttcataat 


2640 


tttttatttg aaattttgct gattctttaa 


atgtcttgtt 


tcccagattt 


caggaaactt 


2700 


tttttctttt aagctatcca cagcttacag 


caatttgata 


aaatatactt 


ttgtgaacaa 


2760 


aaattgagac atttacattt tctccctatg 


tggtcgctcc 


agacttggga 


aactattcat 


2820 


gaatatttat attgtatggt aatatagtta 


ttgcacaagt 


tcaataaaaa 


tctgctcttt 


2880 


gtatgacaga atacatttga aaacattggt 


tatattacca 


agactttgac 


tagaatgtcg 


2940 


tatttgagga tataaaccca taggtaataa 


acccacaggt 


actacaaaca 


aagtctgaag 


3000 


tcagccttgg tttggcttcc tagtgtcaat 


taaacttcta 


aaagtttaat 


ctgagattcc 


3060 


ttataaaaac ttccagcaaa gcaactttaa 


aaaagtctgt 


gtgggccggg 


cgcggtggct 


3120 


cacgcctgta atcccagcac tttgatccgc 


cgaggcgggc 


ggatcacgag 


gtcaggagat 


3180 


ccagaccatc ctggctaaca cagtgaaacc 


ccgtctctac 


taaaaataca 


aaaaaagtta 


3240 


gccgggcgtg gtggtggggg cctgtagtcc 


cagctactca 


ggaggctgag 


gcaggagaac 


3300 


ggcatgaacc cgggaggcag ggcttgcagt 


gagccaagat 


catgccgctg 


cactccagcc 


3360 


tgggagacaa agt 








3373 



<210> 37 

<2il> ,827 

<212> DNA 

<213^ Homo sapien 

<40*0> 37 - £ 

catgtcgagc ggcgcagtgt gatggatgcg 

aaggcagagt tgccatggag , aaaat tccag 

cctacactct ggccagagat accacagtca 

ctcgacccaa actgccccag accctctcca 

agacatatga agaagctcta tataaatcca 

atcacttgga tgagtgccca cacagtcaag 

aaatccagaa attggcagag cagtttgtcc 

aacacctttc tcctgatggc cagtatgtcc 

cagttagagc cgatatcact ggaagatatt 

atacagctct gttgcttgac aacatgaaga 

aaagaaaaaa aatctccaag cccttctgtc 

agtgtgagaa gactggctag tgtggaagca 

atgttacaac aactattttt taagaaaaac 

tcggccgcga ccacgatcca tcacactgcg 

<210> 38 

<211> 810 

<212> DNA 

<213> Homo sapien 

<400> 38 

tgctgctcga gcggcgcagt gtgatggatc 
gagaaaattc cagtgtcagc attcttgctc 
gataccacag tcaaacctgg agccaaaaag 
cagaccctct ccagaggttg gggtgaccaa 
ctatataaat ccaagacaag caacaaaccc 
ccacacagtc aagctttaaa gaaagtgttt 
gagcagtttg tcctcctcaa tctggtttat 
ggccagtatg tccccaggat tatgtttgtt 
actggaagat attcaaatcg tctctatgct 



54 



tggtcgcggc gaggtgccgc cgactcacac 
tgtcagcatt cttgctcctt ' gtggccctct 
aacctggagc caaaaaggac acaaaggact 
gaggttgggg tgaccaactc atctggactc 
agacaagcaa caaacccttg atgattattc 
ctttaaagaa agtgtttgct gaaaataaag 
tcctcaatct ggtttatgaa acaactgaca 
ccaggattat gtttgttgac ccatctctga 
caaatcgtct ctatgcttac gaacctgcag 
aagctctcaa gttgctgaag actgaattgt 
tgtcaggcct tgagacttga aaccagaaga 
tagtgaacac actgattagg ttatggttta 
atgttttaga aatttggttt caagtgtacc 
ccgctcggca tgcatct 



gtggtcgcgg ccgaggtcag agttgccatg 
cttgtggccc tctcctacac tctggccaga 
gacacaaagg actctcgacc caaactgccc 
ctcatctgga ctcagacata tgaagaagct 
ttgatgatta ttcatcactt ggatgagtgc 
gctgaaaata aagaaatcca gaaattggca 
gaaacaactg acaaacacct ttctcctgat 
gacccatctc tgacagttag agccgatatc 
tacgaacctg cagatacagc tctgttgctt 
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gacaacatga 


agaaagctct caagttgctg aagactgaat tgtaaagaaa 'aaaaatctcc 


600 


aagcccttct . 


gtctgtcagg cctt'gagact tgaaaccaga agaagtgtga gaagactggc 


660 


itagtgtggaa 


gcatagtgaa cacactgatt aggttatggt ttaatgttac aacaactatt 


720 


ttttaagaaa 


aacatgtttt . agaaatttgg tttcaagtgt acctcgg'ccg cgaccacgat 


780 


ccatcacact 


gcgccgctcg gcatgcatct 


810 



<210> 39 ' 

<211> 716 

<212> DNA 

<213> Homo sapien 



<220> 

<221> misc_feature 

<222> (321) . . (322) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (351) . . (351) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (357) . . (358) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (376) . . (376) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (400) . . (400) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (409) . . (409) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (430) - - (430) 

<223> n=a, c, g or t 



<220> 
<221> 
<222> 



misc_feature 
(446) . . (446) 
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<223? n=a, c, g or^ t 

<220> . . 

<221> misc_f eature 

<222> (461) (461) / ■ 

<223> n=a, c, g or t - 
<220> 

<221> misc_£eature 
<222> (478) . ; (478) 
<223> n=a, c, g or t 

<400> 39 

ggctagaacc cgggaggtgg agattgcagt gagcgcagat ggcaacactg cacgccagtc 60 

tggcaacaga gcaagactac atctcaaaaa gaaaagaaaa gaagactctg acctgtactc 120 

tggaatacaa gtttctgata ccactgcact gtctgagaat ttccwaaact ttaatgaact 180 

aactgacagc ttcatgaaac tgtccaccaa gatcaagcag agaaaatawt aatttatggg 240 

actwaatgra ctwatgwgar grtrctattt tcatcaattt tttatcttga aattttgctt 300 

gattctttaa tatgtcttgt nntcccagat ttcagcgaaa ctttttttct ntttaanngc 360 

tatccacagc ttacangcaa tttggataaa atatactttn tgtgaacana aaattggaga 420 

catttacatn tttctcctct atgtgngtcg ctccaagaca nttgggaaac tattcatnga 480 

atatttatat tcgtatggta atatagctta ttgcacaagt tcaataaaaa tctgctcttt 540 
gtatgacaga atacatttga aaacattggt tatattacca agactttgac tagaatgtcg 
tatttgagga tataaaccca taggtaataa acccacaggt actacaaaca aagtctgaag 



600 
660 



tcagccttgg tttggcttcc tagtgtcact taaacttcta aaaagttaat ctgaga 716 

<210> 40 

<211> 467 

<212> DNA 

<213> Homo sapien 

<400> 40 

cggtggtcgc ggcgaggtac acttgaaacc aaatttctaa saactgttkt cttaaaaart 60 

agttggkgta acattaaacc ataacctaat cagkgtgtyc actatgcttc cacagtagcc 120 

agtcttctca cacttcttct ggtttcaagt ctcaagggcc tgayagacag aagggsytgg 180 

agatttktkt tctttayaat tcagtcttca gcaasttgag agctttcttc atgtkgtcra 240 

gcaacagagc tgtatctgsa ggttcgtaag catagagacg attagaatat cttccagtga 300 

tatcggctct aactgtcaga gatgggtcaa crragacata atcctgggga catactggcc 3 60 

atcaggagaa aggtgttgtc agttgtttca taaaccagat tgaggaggac aaactgctct 420 



gccaatttct ggatttcttt attttcagca 

,<210> *41. . 

<211> 997 . „ 

<212> DNA 

<2i3> Homo sapien 

<4Q0>-. 41 

gagcggccgc ccgggcaggt ctagccgccg 

cagagttgcc atggagaaaa ttccagtgtc 

< 

cactctggcc agagatacca cagtcaaacc 
acccaaaact gccccagacc ctctccagag 
catatgaaga agctctatat aaatccaaga 
acttggatga gtgcccacac agtcaagctt 
tccyryaatt ggcagagcag wtkgtcctcc 
cctttctcct gatggccmgt atgtccccmg 
twgagccgat wtcactggaw gatattcmaa 
acgtcatcta gaagattgac aacaatcttc 
agaatgaagt gtggcgaaga ctggttagtg 
ttatggtaaa atgtgtacaa taactattat 
aagtgtacta tgttgtgata gaccaattag 
gattattcga aaaaatacaa ttatattgtt 
gcgctgctca aaaatttcca gacaagggcc 
ccgggccccg aatgagcaca taatacaata 
cgcgacagcg ttgggcaagc ccaccgggtg 

<210> 42 

<211> 1018 

<212> DNA 

<213> Homo sapien 

<400> 42 

cgagcggcgc ctatgtgatg gatgagcggc 

aggcaggtgg gtgaggaaat ccagagttgc 

gctccttgtg gccctctcct acactctggc 

aaaggacaca aaggactctc gacccaaaac 

accaactcat ctggactcag acatatgaag 

aacccttgat gattattcat cacttggatg 



aacactttct ttaaagc 



actcaqacaa ggcaggtggg tgaggaaatc 
agcattcttg ctccttgtgg ccctctccta 
tggagccaaa aaggacacaa aggactctcg 
gttggggtga ccaactcatc tggactcaga 
caagcaacaa acccttgatg attattcatc 
tggagaaagt gtttgctgaa aataaagraa 
tcaatctggt ttatgaawcm actgacsaac 
gattatgtwk gtwgacccat ctctgacmrt 
mcgtctytrt gcttacgaac mtgcagatac 
tgtgtgtcag gccgttgaga cttggaatca 
tggaagatat agtgtagcac actgattagg 
taagaaaaag agtggatgac atttgggagc 
ttgttattac gtgccataag tgaagccgat 
ctggggggtg gaactacact aaagaacggc 
caatctttgg acaaccaacc taatgacaaa 
agaaggccgc gttaactagt acctggaaaa 
cgagggc 



gccgggcagg tctagccgcc gactcacaca 
catggagaaa attccagtgt cagcattctt 
cagagatacc acagtcaaac ctggagccaa 
tgccccagac cctctccaga ggttggggtg 
aagctctata taaatccaag acaagcaaca 
agtgcccaca cagtcaagct ttggagaaag 
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tgtttgctga aaataaagra atccyryaat <tggcagagca gwtkgtcctc ctcaatctgg 420. 

tttatgaawc mactgacsaa ccctttctcc tgatggccmg tatgtccccm ggattatgtw ^ 4 80 

kgtwgaccoa tctctgacmr ttwgagccga twtcactgga wgatattcma amcgtctytr 540 

tgcttacgaa cmtgcagata cacgtcatct agaagattga caacaatctt ctgtgtgtca 600 

ggccgttgag acttggaatc aagaatgaag tgtggcgaag actggttagt gtggaagata 660 

tagtgtagca cactgattag gttatggtaa aatgtgtaca ataactatta ttaagaaaaa 720 

gagtggatga catttgggag caagtgtact atgttgtgat agaccaatta gttgttatta 780 

cgtgccataa gtgaagccga tgattattcg aaaaaataca attatattgt tctggggggt 840 

ggaactacac taaagaacgg cgcgctgctc aaaaatttcc agacaagggc ccaatctttg 900 

gacaaccaac ctaatgacaa accgggcccc gaatgagcac ataatacaat aagaaggccg 960 

cgttaactag tacctggaaa acgcgacagc gttgggcaag cccaccgggt gcgagggc 1018 

<210> 43 
<211> 1010 
<212> DNA 
<213> Homo sapien 

<400> 43 

cagtgtgatg gatagcgtgg tcgcggccga ggtctagccg ccgactcaca caaggcaggt 60 

gggtgaggaa atccagagtt gccatggaga aaattccagt gtcagcattc ttgctccttg 120 

tggccctctc ctacactctg gccagagata ccacagtcaa acctggagcc aaaaaggaca 180 

caaaggactc tcgacccaaa actgccccag accctctcca gaggttgggg tgaccaactc 240 

atctggactc agacatatga agaagctcta tataaatcca agacaagcaa caaacccttg 300 

atgattattc atcacttgga tgagtgccca cacagtcaag ctttggagaa agtgtttgct 3 60 

gaaaataaag raatccyrya attggcagag cagwtkgtcc tcctcaatct ggtttatgaa 420 

wcmactgacs aaccctttct ■ cctgatggcc mgtatgtccc cmggattatg twkgtwgacc 480 

catctctgac mrttwgagcc gatwtcactg gawgatattc maamcgtcty trtgcttacg 54 0 

aacmtgcaga tacacgtcat ctagaagatt gacaacaatc ttctgtgtgt caggccgttg 6 00 

agacttggaa tcaagaatga agtgtggcga agactggtta gtgtggaaga tatagtgtag 660 

cacactgatt aggttatggt aaaatgtgta caataactat tattaagaaa aagagtggat 720 

gacatttggg agcaagtgta ctatgttgtg atagaccaat tagttgttat tacgtgccat 780 

aagtgaagcc gatgattatt cgaaaaaata caattatatt gttctggggg gtggaactac 840 

actaaagaac ggcgcgctgc tcaaaaattt ccagacaagg gcccaatctt tggacaacca 900 

acctaatgac aaaccgggcc ccgaatgagc acataataca ataagaaggc cgcgttaact 960 



agtacctgga aaacgcgaca gcg£t:gggca 

c 

<2%Q> 44 

<211> 376 . 

< < 212> DNA 

<213>^ Homo sapien 

<400> 44 



cagtgtgatg gatagcgtgg tc^cggccga 


acccttgatg 


attattcatc 


acttggatga 


gtttgctgaa 


aataaagraa 


tccyryaatt 


ttatgaawcm 


actgacsaac 


cct t tctcct 


gtwgacccat 


ctctgacmrt 


twgagccgat 


gcttacgaac 


mtgcagatac 


agctctgttg 


gctgaagact 


gaattg 




<210> 45 

<211> 917 

<212> DNA 

<213> Homo sapien 




<400> 45 
agcggcgcag 


tgtgatggat 


gtcgcggccg 


acctcacaca 


tggaaagcga 


ggagttgaat 


gacctgaacg 


cgccttctga 


ttgggacagc 


ctggatgacc 


agagtgctga 


aacccacagc 


gcyaatgatg 


agagcaatga 


gcattccgat 


agccgtgaat 


tccacagcca 


tgaatttcac 


caaaagtaag 


gaagaagata 


aacacctgaa 


atcttctgag 


gtcaattaaa 


aggagaaaaa 


agaaaaaatg 


ctttatagca 


aaatgaaaga 


ggttgaatgt 


gtatctattt 


gagtctggaa 


ttgtggcttc 


atggaaactc 


cctgtaaact 


ttagcctgtt 


tttccctggt 


tgtggaaaat 


atttcggacg 


ccgaacaaac 


acacttaggg 


acccccaata 


tgctgacaaa 


ggcccaccat 


acagcaaccc 


gagagaaagc 


ggtagaaaac 



agcccaccgg gtgcgagggc 

• • • 

> -' 

ggttctatat aaatccaaga caagcaacaa 
gtgcccacac agtcaagctt tggagaaagt 
ggcagagcag wtkgtcctcc tcaatctggt 
gatggccmgt atgtccccmg gattatgtwk 
wtcactggaw gatattcmaa mcgtctytrt 
cttgacaaac atgaagaaag ctttcaagtt 



aggtaccctg atgctacaga cgaggacatc 
ggtgcataca aggccatccc cgttgcccag 
cgtgggaagg acagttatga aacgagtcag 
cacaagcagt ccagattata taagcggaaa 
gtgattgata gtcaggaact ttccaaagtc 
agccatgaag atatgctggt tgtagacccc 
atttcgtatt tctcatgaat tagatagtgc 
atacaatttc tcactttgca tttagtcaaa 
gaacatgaaa tgcttctttc tcagtttatt 
ataactaatg tgtttgataa ttagtttagt 
aaaagcttca gcggtaaatc catgggccca 
tggtttaatc cgctccaaca aattccaccc 
ttaccgcctg ggggccacag caatagaaac 
tcgacagaga aaaaatccac gatgataaaa 
cgcgaacagc cacgcccaga atagcacact 
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tcctggcgag aagaaaa .917 
<210> 46 

<211> 4163 . " /V 

<212> DNA " ' ' 

<213> Homo sapien 



<*400> -46 




O - 






• *> . 


r 


catgcgttca 


catacagcac 


cacaaccact 

9 


ttctggtacc 


tttttggacc 


ttctttggtg 




caaccct:aat 


tggaaaagca 


ataataaaaa 


tgcatatcca 


gaaaattttt 


gttataataa ' 


120 


^a'ttcagcaa 


gcacatagtg gagcaaatgg 


tggctttcat 


tgggctggag 


gacaatggcg 


180 


cactgcaacc 


tccacctccc 


aatactatcc 


ccggcatagg 


tccatctctg 


cagaagccat 


240 


ttcaggagta 


CCtQQaQQCt 


caacaacaaa 


agcttcacca 


caaaagcgaa 


atgggcacac 


300 


cacaggtaag 


act ttaatcc 


QQtttCttCt 


cccctctggg 


aagtttcggg 


ctgaaattac 


360 


attcacagct 


ctcact caca 


tttttaaaca 

u> w Z7 ^ ^* 


aataagtgaa 


gttggtttgc 


cagtgttcct 


420 


tgacagaagt 


tQaorcQtctcr 


tatatactct 


actgggaaat 


ttgtctttgt 


cttagactag 


480 


aaagtgtaac 


ttctgtacat 


cttctcctaa 


aaacaagggt 


agagccaatg 


gaaagtaatg 


540 


gttctgttac 


atagaatgag 


ttgttgcctt 


gatcttaaat 


gatgtattgg 


tagatatact 


600 


tcccaagtgg 


attaaaaagt 


taaaacttac 


agcataacaa 


agtattagac 


ttactgaggt 


660 


gacttgaata 


tctccttttg 


attttcactc 


tatttttctt 


ttcacccatg ggaaaatgat 


720 


aattttttaa 


taaaccaagg 


ctcttaccat 


agctgaactt 


taaaacttag 


actgtctttt 


780 


ctgtaaacga 


ttctgaggca 


aagggaaatg 


actagaagag 


gatgagtaaa 


caataacctg 


840 


aaatgggaaa 


ctcgagggaa 


gcacaggttt 


tttttgtttt 


gttttgtttg gttcgttttt 


900 


tgttctttgg 


ggtttttttg 


agacagaatt 


tcgctctcgt 


tgcccaagtt 


ggagtgcaat 


960 


ggcgcgatct 


tggctcactg 


caacctccgc 


ctcccgggtt 


caagcgattc 


tcctgcctca 


1020 


gcctcccaag 


tagctgtgat 


tccaggcacg 


tgccaccaca 


ccagctaatt 


ttttgtattt 


1080 


taatagaaac 


agggtttcac 


cgtgttagcc 


aggctggtct 


caaactgacc 


tcagatgatc 


1140 


cgcccgcctt 


ggcctcccaa 


agtgctggga 


ttacagatgt 


gagccaccgc 


gcccggccag 


1200 


agcactgttt 


tttttaatgg ccttgcactc 


ttcttatgga 


cctttgctgc 


cctcagttga 


1260 


ccaaacatga 


catcagaaac 


agatacattt 


gtgtgtttta 


aaaacagctc 


ctaatactgg 


1320 


aacaaaaata 


tttaactgtc 


ttgacaatac 


tcatgagtat 


ctgcatggcg 


acttcagagt 


1380 


tgagtttaat 


caaagagttt 


attcttaggt 


cctagtagaa 


gagctaacct 


cacactcatc 


1440 


ccattctaaa 


ctatgtgatt 


caacactgat 


tttacatcca 


acaaagtgaa 


atcttgatag 


1500 


ttgggtgtaa 


aaaggagagt 


aatggagatt 


tcagagtagt 


tggggttgct 


tacttttcat 


1560 
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ttttaattct 


ttaggttt.tg 


taagttacac 


acttcaagca 


ttatagatga 


tcctcttttt 


1620 


actactgaac taatgaagcc tttttcattg cattgttctg catttatttc <tacagggaga 


1680 


aaactggttg tcctggatgt ttgaaaagtt ggtcgttgtc atggtgtgtt acttcatcct 


1740 


atctatcatt 


aactccatgg cacaaagtta 


tgccaaacga atccagcagc ggttgaactc 


1800 


. agaggagaaa 


actaaataag 


tagag'aaagt tttaaactgc agaaattgga gtggatgggt * 


1860 


.tctgccttaa attgggagga 


ctccaagccg ggaaggaaaa 


ttcccttttc 


caacctgtat 


1920 


caatttttac 


aacttttttc 


ctgaaagcag 


tttagtccat 


actttgcact 


gacatacttt 


1980 


ttccttctgt 


gctaaggtaa 


ggtatccacc 


ctcgatgcaa 


tccaccttgt 


gttttcttag 


2040 


ggtggaatgt 


gatgttcagc 


agcaaacttg 


caacagactg 


gccttctgtt 


tgttactttc 


2100 


aaaaggccca 


catgatacaa 


ttagagaatt 


cccaccgcac 


aaaaaaagtt 


cctaagtatg 


2160 


ttaaatatgt 


caagcttttt 


aggcttgtca 


caaatgattg 


ctttgttttc 


ctaagtcatc 


2220 


aaaatgtata 


taaattatct 


agattggata 


acagtcttgc 


atgtttatca 


tgttacaatt 


2280 


taatattcca 


tcctgcccaa 


cccttcctct 


cccatcctca 


aaaaagggcc 


attttatgat 


2340 


gcattgcaca 


ccctctgggg 


aaattgatct 


ttaaattttg 


agacagtata 


aggaaaatct 


2400 


ggttggtgtc 


ttacaagtga 


gctgacacca 


ttttttattc 


tgtgtattta 


gaatgaagtc 


2460 


ttgaaaaaaa 


ctttataaag 


acatctttaa 


tcattccaaa 


attgtgtccg 


ttttcttgag 


2520 


cgttttgatt 


ttttactttt 


agcttatacc 


agctgaatgg 


cagccttgcc 


taatccacct 


2580 


acaacaagaa 


tttcttaagc 


tttcttttat 


ttgcatgaga 


gagccactac 


caaggcatgt 


2640 


tttgttatgc 


tgaaactggg 


ctgctgcata 


ctgctaaatg gcacctctgg 


gattggccta 


2700 


cctggggatt 


tcttggtttg 


tgaaaacagg 


agaggagaaa 


tatctcatac 


aagtgaaagg 


2760 


atactggaga 


gagaaattac 


ccatttctaa 


aaaaaaacca 


cactctgtcg 


tatctgtgtt 


2820 


. aatgttttct 


agcatgtact 


ctggtttcaa 


cagacacaaa 


tttatatgtt 


aacccagttt 


2880 


tcttgccgtt 


ctgtaagtgt 


tttattctta 


gtgtgatttt 


tttccattgg gatgtttttg 


2940 


attgaacttg 


ttcattttgt 


tttgcttggg aggaaaataa 


acaattttac 


ttttttcctt 


3000 


taggagcatt 


atgagcatta 


tgtcagaata 


gaatagaatt 


ggggttcgat 


cttaacaggc 


3060 


cagaaatgcc 


tgggtttttt 


tggtttgttt 


ttgtttttgt 


ttttttatca 


aatcctgcct 


3120 


gactgtctgc 


ttgttttgcc 


taccatcgtg 


acatctccat 


ggctgtacca 


ccttgtcggg 


3180 


tagcttatca 


gactgatgtt 


gactgttgaa 


tctcatggca 


acaccagtcg atgggctgtc 


3240 


tgacattttg gtatctttca 


tctgaccatc 


catatccaat 


gttctcattt 


aaacattacc 


3300 


cagcatcatt 


gtttataatc 


agaaactctg gtccttctgt 


ctggtggcac 


ttagagtctt 


3360 


ttgtgccata 


atgcagcagt 


atggagggag 


gattttatgg 


agaaatgggg 


atagtcttca 


3420 
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tgaccacaaa taaataaagg aaaactaagc tgcattgtgg gttttgaaaa ggttattata 


3480 


cttcttaaca attctttttt tcagggactt ttctagctgt atgactgtta 


^ fr" fr* f"» ^ t~ t~ 
CLLydLtLt C 


354 6 


tttgaaaagc attcccaaaa tgctctattt tagatagatt aacattaacc 


a'a t" a 2a t" t* K 


3600 


tttttagatc gagtcagcat aaatttctaa* gtcagcctct agtcgtggtt 


CaCCLCtCCC 


3660 


acctgcattt tatttggtgt ttgtctgaag aaaggaaaga ggaaagcaaa 


V- a » r~i o a ^ ***9 


3720 


* 

actatttgta ccaaatcttt -gggattcatt ggcaaataat ttcagtgtgg 


t-r*it-At*t-2»t*t-.a 
CytaUUat td 


37 80 


aatagaaaaa aaaaattttg tttcctaggt tgaaggtcta attgatacgt 




3840 


atgaccattt atgcactttc aaatgaattt gctttcaaaa taaatgaaga 


gcagctgtcc 


3900 


ttctttcctc ttttaagtgt tcagctgtgg catgctcaga ggttcctgct 


ggattccagc 


3960 


tggagcggtg tgataccctt ctttttcagc* tgttcgtgcc ttcctttctt 


gtatccacca 


4020 


aagtggagac aaatacatga tctcaaagat acacagtacc tacttaattc 


panrh eizi t* act 


4080 


gagaccaaag aatttgcaag tggatggttt ggtatcactg taaataaaaa 


gagggectgg 


4140 


gaattcttgc gattccatct eta 




4163 


<210> 47 

<211> 464 

<212> DNA 

<213> Homo sapien 






<400> 47 

ggtgactctg aggatccccg attcgatccg gacgggcccg gctcttcgac 


gtgcgctctc 


60 


gegaggagge ggcagctggg accatcccag gggcgctcaa catcccggtg tccgagttgg 


120 


agagtgetet gcagatggag ccagctgcct tccaggcttt atattctget 


gagaagecaa 


180 


agctggaaga tgagcatctc gttttcttct gtcagatggg caagegggge 


ctccaggcca 


240 


cgcagctggc ceggagtett ggatacactg gggctcgcaa ctacgctgga 


gectatagag 


300 


aatggttgga gaaagagagt taggcaggag gcagcttact gattgccacc 


ccctggcccc 


360 


ttaatggcca ccttaactaa gggtgtgaac gggctgactt ggtgaattgg gcaactcctt 


420 


atagtgttgt gcacacatcg cataegggga ctcctctatg agtc 




4 64 



<210> 48 

<211> 806 

<212> DNA 

<213> Homo sapien 



<400> 48 

gggaaaagct ctgtgccatc etcaaattge aatggcccag gtcccaccag ggacacctag 



acgtgggctc cccagacatc agggcctggg tcatgccacc cacctccacc aagctgtctt 



60 
120 
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ctgctgggtg gccgagggca tgagggcaga caccacgtgt agccctaggg tggcagt'ggg 180 

cactgcagca gaggggctgt tgctcagagt ccacatgtgg gggaagggag atgttgcagg 240 

cgccgagagg gcgggccagg gccgcactcc ggagactcgc ggttgctacg cgcaccatgg 300 

. . ctggaggctg tcgcgcccct tcctcagcgc ccacggtctc gcttcctgaa ctccgttcac 360 

-* # 

tcctagcctc cggacgggcc cggctcttcg acgtgcgctc tcgcgaggag gcggcagctg 420 

ggaccatccc aggggcgctc aacatcccgg tgtccgagtt ggagagtgct ctgcagatgg 480 

agccagctgc cttccaggct ttatattctg ctgagaagcc aaagct^gaa gatgagcatc 54 0 

tcgttttctt ctgtcagatg ggcaagcggg gcctccaggc cacgcagctg gcccggagtc 600 

ttggatacac tggggctcgc aactacgctg gagcctatag agaatggttg gagaaagaga 660 

gttaggcagg aggcagctta ctgattgcca ccccctggcc ccttaatggc caccttaact 720 

aagggtgtga acgggctgac ttggtgaatt gggcaactcc ttatagtgtt gtgcacacat 780 

cgcatacggg gactcctcta tgagtc 806 

<210> 49 

<211> 743 

<212> DNA 

<213> Homo sapien 

<400> 49 

gggaaaagct ctgtgccatc ctcaaattgc aatggcccag gtcccaccag ggacacctag 60 

acgtgggctc cccagacatc agggcctggg tcatgccacc cacctccacc aagctgtctt 12 0 

ctgctgggtg gccgagggca tgagggcaga caccacgtgt agccctaggg tggcagtggg 180 

cactgcagca gaggggctgt tgctcagagt ccacatgtgg gggaagggag atgttgcagg 24 0 

cgccgagagg gcgggccagg gccgcactcc ggagactcgc ggttgctacg cgcaccatgg 300 

ctggagccgg acgggcccgg ctcttcgacg tgcgctctcg cgaggaggcg gcagctggga 360 

ccatcccagg ggcgctcaac atcccggtgt ccgagttgga gagtgctctg cagatggagc 420 

cagctgcctt ccaggcttta tattctgctg agaagccaaa gctggaagat gagcatctcg 480 

ttttcttctg tcagatgggc aagcggggcc tccaggccac gcagctggcc cggagtcttg 540 

gatacactgg ggctcgcaac tacgctggag cctatagaga atggttggag aaagagagtt 600 

aggcaggagg cagcttactg attgccaccc cctggcccct taatggccac cttaactaag 660 

ggtgtgaacg ggctgacttg gtgaattggg caactcctta tagtgttgtg cacacatcgc 720 

atacggggac tcctctatga gtc 743 



<210> 50 
<211> 461 
<212> DNA 
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* 

<213> Homo sapien 
<400> 50 

agatgttgca ggcgccgaga ggacccggac 

V 

• aggaggcggc agctgggacc at'cccagggg 
gtgctctgca gatggagcca gctgccttcc 
tggaagatga gcatctcgtt ttcttctgtc 
agctggcccg gagtcttgga tacactgggg 
ggttggagaa agagagttag gcaggaggca 
atggccacct taactaaggg tgtgaacggg 
gtgttgtgca cacatcgcat acggggactc 

<210> 51 

<211> 993 

<212> DNA 

<213> Homo sapien 

<400> 51 

gggaaaagct ctgtgccatc ctcaaattgc 
acgtgggctc cccagacatc agggcctggg 
ctgctgggtg gccgagggca tgagggcaga 
cactgcagca gaggggctgt tgctcagagt 
cgccgagagg gcgggccagg gccgcactcc 
ctggaggtac ctgcggggga ttcctggggc 
gtggcaggga gtggggtggc ggacgaaggg 
accgggaggg gcgctgccag gtgaggggat 
cttcctgaag gctgtcgcgc cccttcctca 
tcactcctag cctccggacg ggcccggctc 
gctgggacca tcccaggggc gctcaacatc 
atggagccag ctgccttcca ggctttatat 
catctcgttt tcttctgtca gatgggcaag 
agtcttggat acactggggc tcgcaactac 
gagagttagg caggaggcag cttactgatt 
aactaagggt gtgaacgggc tgacttggtg 
acaaaagcat caaataaaga acatttaatc 
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gggcccggct 


cttcgacgtg cgctctcgcg 


60 


cgctcaacat 


cccggtgtcc gagttggaga 


120 


aggctttata 


ttctgctgag aagccaaagc 


180 


agatgggcaa 


gcggggcctc caggccacgc 


240 


ctcgcaacta 


cgctggagcc tatagagaat 


* 300 


gcttactgat 


tgccaccccc tggcccctta 


360 


ctgacttggt 


gaattgggca actccttata 


420 


ctctatgagt 


c 


461 



aatggcccag 


gtcccaccag 


ggacacctag 


60 


tcatgccacc 


cacctccacc 


aagctgtctt 


120 


caccacgtgt 


agccctaggg 


tggcagtggg 


180 


ccacatgtgg 


gggaagggag 


atgttgcagg 


240 


ggagactcgc 


ggttgctacg 


cgcaccatgg 


300 


cgcggttctc 


ttggtcctct 


gggttgaggc 


360 


gcgtggctga 


ggggtcttcg 


tgcacaccct 


420 


gccatggcgg 


ccgtgactcc 


taggccccct 


480 


gcgcccacgg 


tctcgcttcc 


tgaactccgt 


540 


ttcgacgtgc 


gctctcgcga 


ggaggcggca 


600 


ccggtgtccg 


agttggagag 


tgctctgcag 


660 


tctgctgaga 


agccaaagct 


ggaagatgag 


720 


cggggcctcc 


aggccacgca 


gctggcccgg 


780 


gctggagcct 


atagagaatg 


gttggagaaa 


840 


gccaccccct 


ggccccttaa 


tggccacctt 


900 


aattgggcaa 


ctccttatag 


tgttgtgcac 


960 


aaa 






993 
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<210> 52 * * * 

<211> . 1468 
•<212> . DNA * 
<2i3> Homo sapien 

<400> 52 , .„ - • 



gggaaaagct 


ctgtgccatc ctcaaattgc aatggcccag 

*-• 


gtcccaccag ggacacctag 


60 


acgtgggctc 


cccagacatc 


agggcctggg 


tcatgccacc 


cacctccacc 


aagctgtctt 8 


120 


ctgctgggtg .gccgagggca 


tgagggcaga 


caccacgtgt 


agccctaggg 


tggcagtggg 


180 

V 


cactgcagca 


gaggggctgt 


tgctcagagt 


ccacatgtgg 


gggaagggag 


atgttgcagg 


240 


cgccgagagg 


gcgggccagg 


gccgcactcc 


ggagactcgc 


ggttgctacg 


cgcaccatgg 


300 


ctggaggtac 


ctgcggggga 


ttcctggggc 


cgcggttctc 


ttggtcctct 


gggttgaggc 


360 


gtggcaggga 


gtggggtggc 


ggacgaaggg 


gcgtggctga 


ggggtcttcg 


tgcacaccct 


420 


accgggaggg gcgctgccag gtgaggggat gccatggcgg 


ccgtgactcc 


taggccccct 


480 


cttcctgaag 


gctgtcgcgc 


cccttcctca 


gcgcccacgg 


tctcgcttcc 


tgaactccgt 


540 


tcactcctag 


cctccggacg 


ggcccggctc 


ttcgacgtgc 


gctctcgcga 


ggaggcggca 


600 


gctgggacca 


tcccaggggc 


gctcaacatc 


ccgggtatag 


ggtggagagg 


ggacgcccag 


660 


gtggtggaat 


agagaccgtt 


caggaggttc 


tttgccaatg 


ggacctcatt 


taggatggaa 


720 


tggggaaggc 


actgattatg ggggtcctgc 


attcccggga 


gccagccctc 


agcttccgta 


780 


ggaaggactg 


atggggggcg gatcttggca 


tcggaactgg 


cccatccagt 


ttgagaagac 


840 


agcaggcgga 


gaggagaggg 


gcagaccagc 


ttctcttgac 


ctccccaaat 


ctggacgcct 


900 


gagggggcat 


cccgccccgc 


ctcctcacag 


cttagggagt 


ggcttgcatt 


caaaagttgt 


960 


cggtttctgt 


tccttgaaat 


tggggtgggg gtaggggatg 


gttatcatat 


gttgtttggg 


1020 


ggcccccagg 


acccagccct 


tccaggccca 


gcttccgaac 


ctgagtgcca 


aattgctggc 


1080 


tttcccttct 


accctctcca 


ctcctccagt 


gtccgagttg 


gagagtgctc 


tgcagatgga 


1140 


gccagctgcc 


ttccaggctt 


tatattctgc 


tgagaagcca 


aagctggaag 


atgagcatct 


1200 


cgttttcttc 


tgtcagatgg 


gcaagcgggg 


cctccaggcc 


acgcagctgg 


cccggagtct 


1260 


tggatacact 


ggggctcgca 


actacgctgg 


agcctataga 


gaatggttgg agaaagagag 


1320 


ttaggcagga 


ggcagcttac 


tgattgccac 


cccctggccc 


cttaatggcc 


accttaacta 


1380 


agggtgtgaa 


cgggctgact 


tggtgaattg ggcaactcct 


tatagtgttg 


tgcacacaaa 


1440 


agcatcaaat 


aaagaacatt 


taatcaaa 








1468 



<210> 53 

<211> 742 

<212> DNA 

<213> Homo sapien 
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<4O0> 53 . 

gggaaaa'gct ctgtgccatc ctcaaattgc aatggcccag gtcccaccag ggacacctag 60 

acgtgggcfcc cccagacatc agggcctggg tcatgccacc ^cacctccacc aagctgtctt 12 0 

ctgctgggtg gccgagggca^gagggcaga caccacgtgt agccctaggg tggcagtggg 180 
cacStgcagca gaggggctgt. tgctcagagt ccacatgtgg gggaagggag' atgttgcagg . 24 0 

ccfccgagagg gcgggccagg gccgcactcc ggagactcgc ggttgctacg cgcaccatgg 300 

ctggagtgtc cgagttggag agtgctctgc agatggagcc agctgccttc caggctttat 3 60 

attctgctga gaagccaaag ctggaagatg agcatctcgt tttcttctgt cagatgggca 420 

agcggggcct ccaggccacg cagctggccc ggagtcttgg atacactggg gctcgcaact 4 80 

acgctggagc ctatagagaa tggttggaga aagagagtta ggcaggaggc agcttactga 540 

ttgccacccc ctggcccctt aatggccacc ttaactaagg gtgtgaacgg gctgacttgg 600 

tgaattgggc aactccttat agtgttgtgc acacaaaagc atcaaataaa gaacatttaa 660 

tcaaaaaaaa agagtagaaa aagagaaaaa actttggggg gggcgttggg cccttggaaa 720 

aagtttttaa gaccattggt gg 742 

<210> 54 

<211> 7702 

<212> DNA 

<213> Homo sapien 

<400> 54 

gtagaactcc ttgatttaca atgtatctaa ctaccaaagc ttcattgtac atccctccag 60 

cacatccgcc tctttcgaag gcgagtgtga ggtccgccag gatcccagga gcccatcccg 120 

cttcctggtg ttcttctacc cggaggacgt tcggcagaag gttctggaga gaaaaaatca 180 

tgagttggta tggcaaggaa aaggaacatt caagttaact gtccagttac ctgcaacccc 24 0 

agatgaaatc gatcatgtct ttgaagagga acttctaaca aaagaatcca agaccaaaga 300 

agatgttaaa gaaccagatg tgtcagaaga attggataca aaactccctc ttgatggtgg 360 

attagacaaa atggaagata tcccagagga atgtgaaaat atttcctctt tggtggcatt 420 

tgaaaacctc aaggcaaatg tgactgacat aatgctaatc ttgttagtgg agaacataag 480 

tggcctgtct aatgatgact ttcaagtgga aataataaga gattttgatg ttgctgttgt 54 0 

tacctttcaa aagcacatag atactataag atttgttgat gattgtacca agcaccattc 600 

aattaaacaa cttcagcttt ctccaagact tctggaagtg acaaacacaa tcagggttga 660 

aaacctgcca cctggtgctg atgactacag tttaaaactt ttctttgaaa atccctataa 720 

tggaggggga agagttgcca atgttgaata ttttcctgaa gagagttcag ctctgattga 780 
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attttttgac 


agaaaagtgt 


tagacaccat 


catggccaca 


aaactcgact 


tcaataaaat 


840 


gccactttct 


gtgttcccat 


actatgcctc 


attgggcaca 


gccttgtatg 


gaaaggfl^aa 


900 


• gcctctgatc 


aagcttccag 


caccatttga 


agagtcacta 


gatcttccct 


tatggaagtt 


960 


cttacagaaa 


aagaatcacc 


tcattgagga 


gataaacgat 


gaaatgaggc 


gttgtcactg 


1020 


tgagctcacg 


tggtcccaac 


tcagtggtaa 


agttaccatc 


agaccagcag 


ccaccttagt " 


1080 


caat'gaagga 


agaccgagaa 


tcaagacctg 


gcaggcagat 


acttccacaa 


cactctctag 


1140 


catcaggtct 


aaatataaag 


tcaacccaat 


taaagtggat 


ccaacaatgt 


gggacaccat 


1200 


aaaaaatgat 


gtgaaagatg 


acaggatttt 


gattgagttt 


gatacactta 


aggagatggt 


1260 


aatcttagca 


gggaaatcag 


aggatgtcca 


aagcattgag 


gtacaagtca 


gggagttaat 


1320 


agaaagcact 


actcaaaaaa 


ttaaaaggga 


agagcaaagt 


ttgaaggaaa 


aaatgatcat 


1380 


ttctccaggc 


aggtattttc 


ttttgtgtca 


cagcagtcta 


ctggaccatt 


tactcacgga 


1440 


gtgcccagag 


atagagattt 


gttacgatag 


agtcactcaa 


cacttgtgct 


tgaaaggacc 


1500 


tagtgcagat 


gtgtataaag 


caaagtgtga 


aatccaggaa 


aaggtgtaca 


ccatggctca 


1560 


gaaaaacatt 


caggtttctc 


ctgagatttt 


tcagtttttg 


caacaggtaa 


actggaaaga 


1620 


attctctaag 


tgtcttttca 


tagcacagaa 


gattcttgca 


ctttatgagc 


tagagggtac 


1680 


aactgttctc 


ttaaccagct 


gttcttctga 


agccctgtta 


gaagcagaaa 


agcaaatgct 


1740 


cagtgcctta 


aattataagc 


gcattgaagt 


tgagaacaaa 


gaagttcttc 


atggcaagaa 


1800 


atggaaaggg 


ctcactcaca 


atttgcttaa 


gaaacaaaat 


tcctccccaa 


acactgtaat 


1860 


catcaatgag 


ttaacttcag 


aaaccacagc 


tgaagtcatc 


attacaggct 


gtgtaaaaga 


1920 


agtaaatgaa 


acctataaat 


tgctttttaa 


cttcgttgaa 


caaaacatga 


aaatagagag 


1980 


actggttgaa 


gtaaagcctt 


ccttagttat 


tgactattta 


aagacagaaa 


agaagctatt 


2040 


ctggccaaag 


ataaagaagg 


taaatgtgca 


ggtaagtttc 


aatcctgaga 


acaaacaaaa 


2100 


aggcatttta 


ctaactggct 


caaagaccga 


agtactgaag 


gcagtggaca 


ttgtcaagca 


2160 


agtctgggat 


tcagtctgtg 


ttaaaagtgt 


ccatactgat 


aagccaggag 


ccaagcagtt 


2220 


cttccaggat 


aaagcacggt 


tttatcaaag 


tgagatcaaa 


cggttgtttg 


gttgttacat 


2280 


tgaactacag 


gagaatgaag 


taatgaagga 


gggaggcagc 


cccgctgggc 


agaagtgctt 


2340 


ctctcggaca 


gtcttggccc 


ctggcgttgt 


gctgattgtg 


cagcagggtg 


acttggcacg 


2400 


gcttcctgtc 


gatgtggtgg 


tgaatgcatc 


taatgaggac 


cttaagcatt 


atggtggcct 


2460 


ggccgctgcg 


ctctcaaaag 


cagctggccc 


tgagctccag 


gccgactgtg 


accagatagt 


2520 


gaagagagag 


ggcagactcc 


taccgggcaa 


tgccaccatc 


tccaaggcag 


gaaagctgcc 


2580 


ctaccaccac 


gtgatccatg 


cagtggggcc 


ccgctggagc 


ggatatgagg 


ccccgaggtg 


2640 



WO 2004/092338 

tgtgtaocta ttaaggagag ctgtgcaact 
ccgatccata gccatcccag ctattagttc 
r cgtggagacc attgtttctg ccatcaagga 

* cttgaaagaa atctaccttg tggatgtatc 

tgtgaaaact gtatttaaag ccaccctgcc 
agcagcagcg gggcctggga aaacatcatg 
cctgcagatg ctgttggtga aagagggtgt 
ctccgttccc ttggatctcg tgcttagtag 
agctggacca gagctccagg aggaattgga 
gggcacagtg ctcaaaacca gcagctggaa 
agctccggag tggagaaatg gtagcacatc 
agaatgtatg gagatcactg agagcttgtc 
aacaggaaac ttgggatttc ctaaaaacat 
caaatttagt agcaagaatc agctgaaaac 
gagtgatcat gaaaatattc aggcattttc 
tctcgtcagt gacaaaattc cgaaggctaa 
tagccctgat tcaggtgtgt atgaaatgaa 
tggagatatc acgaaagaag aggcagatgt 
tctcaaagca ggggtctcca aagcaatttt 
atgttctcag caagctcagc agcgcaaaaa 
gaggtgcaag aatatcattc atgtaattgg 
tgttttgcag gagtgtgaaa aaaaaaatta 
aggaaatgcc aaacaacacc cagataaggt 
ctttgtccag aaaggatcag cccagtctgt 
tcaagtactg gatgtgtttt atgccaacat 
ccaacagtct gtgatgtcta aacttgcatg 
cataacgttg atgtcacatg tgaaatacct 
cttttcaaag caatctcccc aaaaaaagaa 
agcaactttt cgggtgtgtg gtgaaaatgt 
acaagacctg attgaaaaag aacagtgtcc 
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e 

cagtctctgt ctagccgaaa aatacaagta 270X) 

tggagtcttt ggctttccct taggccgatg . 2760 

aaacttccaa ttcaagaagg atggacactg 2820 

tgagaagact gttgaggcct ttgcagaagc 2880 

agatacagct gccccgccag gtttaccacc 2940 

ggaaaaagga agcctggtgt ccccgggagg 3000 

* 

gcagaatgct aagaccgatg ttgttgtcaa 3060 

agggcctctt tctaagtccc tcttggaaaa 3120 

cacagttgga caaggggtgg ctgtcagcat 3180 

tctggactgt cgctatgtgc ttcacgtggt 3240 

ttcactcaag ataatggaag acataatcag 3300 

cttaaaatca attgcatttc cagcaatagg 3360 

attcgctgaa ttaatcattt cagaggtgtt 3420 

tttacaagag gttcactttc tgctgcaccc 3480 

agatgaattt gccagaaggg ctaatggaaa 3540 

agatacacaa ggtttttatg ggactgtttc 3600 

gattggctcc atcatcttcc aggtggcttc 3660 

gattgtaaat tcaacatcaa actcattcaa 3720 

agaatgtgct ggacaaaatg tagaaaggga 3 780 

tgattatata atcaccggag gtggattttt 3840 

tggaaatgat gtcaagagtt cagtttcctc 3 900 

ctcatccatt tgcctcccag ccattgggac 3 960 

tgctgaagcc ataattgatg ccattgaaga 4 020 

gaaaaaagtt aaagttgtta tctttctgcc 4080 

gaagaaaaga gaagggactc agctttcttc 4140 

tgagttcttt gtttttatga aatgcatgtt 4200 

aatcttcctt ttctttttag catttttggg 4260 

tcatttggtt ttggaaaaga aaacagaatc 4320 

cacgtgtgtg gaatacgcta tctcctggct 4380 

ttacaccagt gaagatgagt gcatcaaaga 4440 
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ctttcjatgaa 


aaggagtatc aggagttgaa tgagctgcag aagaagttaa 


atattaacat 


4500 


tfcccctggac cataagagac ctttgattaa ggttttggga' attagcagag 


atgtgatgca 


4560 


ggctagagat gaaattgagg cgatgatcaa gagagttcga ttggccaaag 


aacaggaatc 


4620 


ccgggcagat 


tgtatcagtg agtttataga atggcagtat a^tgacaata 


acacttctca 


4680 

o 


ttgttttaac 


aaaatgacca 


atctgaaatt 


agaggatgca 


aggagagaaa 


agaaaaaaac 


4740 


agttgatgtc 


aaaattaatc 


atcggcacta cacagtgaac 


ttgaacacat 


acactgccac 


4800 


agacacaaag ggccacagtt 


tatctgttca gcgcctcacg aaatccaaag 


ttgacatccc 


4860 


tgcacactgg 


agtgatatga 


agcagcagaa 


tttctgtgtg gtggagctgc 


tgcctagtga 


4920 


tcctgagtac 


aacacggtgg 


caagcaagtt 


taatcagacc 


tgctcacact 


tcagaataga 


4980 


gaagattgag 


aggatccaga 


atccagatct 


ctggaatagc 


taccaggcaa 


agaaaaaaac 


5040 


tatggatgcc 


aagaatggcc 


agacaatgaa 


tgagaagcaa 


ctcttccatg 


ggacagatgc 


5100 


cggctccgtg 


ccacacgtca 


atcgaaatgg 


ctttaaccgc 


agctatgccg 


gaaagaatgc 


5160 


tgtggcatat 


ggaaagggaa 


cctattttgc 


tgtcaatgcc 


aattattctg 


ccaatgatac 


5220 


gtactccaga 


ccagatgcaa 


atgggagaaa gcatgtgtat 


tatgtgcgag 


tacttactgg 


5280 


aatctataca 


catggaaatc 


attcattaat 


tgtgcctcct 


tcaaagaacc 


ctcaaaatcc 


5340 


tactgacctg 


tatgacactg 


tcacagataa 


tgtgcaccat 


ccaagtttat 


ttgtggcatt 


5400 


ttatgactac 


caagcatacc 


cagagtacct 


tattacgttt 


agaaaataac 


actttggtat 


5460 


ccttcccaca 


aaattattct 


ccatttgtac 


atatctagtt 


gtaaaacaag 


ttttagcttt 


5520 


tttttttaat 


tcctcttaac 


agatttttct 


aatatccaag gatcattctt 


tgtcgctgma 


5580 


gtcagtcttt 


cttcagcttc 


tctttcataa 


tggaaatgaa 


cttattatct 


tgagagcaaa 


5640 


taacttggaa 


aatttaaatg 


agataatgca 


gttgcaactg 


tgtgtccaca 


agtatggaca 


5700 


tcaaatctgt 


gggaaaagaa 


caggtttgta 


ttttcaggaa 


ggagagaata 


acagtcttat 


5760 


agacagaggg 


cacagctaag 


cacagctgcc 


actgcaggag 


acaggcccca 


tgtcaggatg 


5820 


ccatagtgct 


gtggggagca 


cagtattacc 


cagtgggtag ggcttctgtc 


ttccctggga 


5880 


gcagggatgg 


tatcttagtc 


aatttttttc 


ccttgagatg 


aggtctgtgc 


ctgatgtaca 


5940 


acggatactc 


cataaatgtt 


tgacaaacca 


acgaagaatg 


aaaaaaagcc 


tagtcagact 


6000 


cccatccaaa 


gtaggaacta 


tctctttaac 


attcttgact 


cactatcact 


ttacctcaaa 


6060 


ttgaacagat 


tccatgacgg 


aacttcattc 


ttcacaaact 


agccagtgac 


atgtgggaca 


6120 


gctctggcca 


gggctctggg 


actgcagtgt 


acttgcgctc 


tgcacggtcc 


aggagctgtg 


6180 


atgtggctgt 


ggtctagggg 


aatcctgcct 


gccccatgga 


gttgcgcagc 


acaaccctgg 


6240 


ctccaattgc 


cagaaggctc 


tttttaatgc 


tgaaccaaaa 


tgtgcctttt 


tttttttttt 


6300 
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ttgagatgga gtttcactcfe tgttgcccag gctggagtgc aatggcgqga t'ctcagctca 6360 

. ctgcagccac tgcctcccag gttcaagtga ttctcctgcc tcagcctccc gagtagctgg 6420 

gattacaggc atgcgctaac acacccagct aattttgtat ttttagtaga gacgaggttt 64 80 

ctccatgttc gacaggctgg tctcgaactc .ccacctcagc • ctcccaaact gctgggatta 6540 

caggtgtgag ccaccgtgac cagccaatgt gccttcttat agtgtctact cattggtctt a %600 
* *• • • 

■ » * - 

tgttctgccc agtgataaca atgggataac gcctgctaca catcttcatt gtgaaaccct 6660 

tcccctgtgc tgagattaaa tgaactctaa gattattaaa tagtatattt tccttgacag 6720 

cctagcgttt gatgatttta aagccttatg tataaataaa ccaaaggaag taagcagtca 6780 

tattgctaat ttgctaactc ctatctattg aatggtgaag ttttaaaaat ttccccaggt 6840 

aagtttaaga ttcaaacacc atctattgag cacctacatt gtgtgccagg tagtaaaata 6900 

ggtgctttca tacacattgt ctcaattcct gtgaggtcag aattatctct gcatttgaaa 6960 

cttgaggaaa catgctcaga gtgcaagaag cttccttgcc tgagatcacc tagaaaggaa 7020 

ccctcagagc cggcaactga atcttggtcc ctgtgatgtc aagcccattg ctctcccact 708 0 

gcagaacatg gcctctagat taatgccacc gattcaggaa cacctccgac agtcttgaaa 714 0 

tacccccatg ttgccttgtt tgttttttcc ttctggcttc ttctattaca gtctcttcat 7200 

tggaagctct gtaggccaag gccagagctg atactgacac ggagccaatg cagatagcac 7260 

atcagatgct aggggtcgct gggaggatta agggacttaa tctgctagga acacctgtac 732 0 

ttgaagtgga ggaggctagg gggccacagt tgctgcttca ttaacataga ggttttggat 7380 

ttttttctct tgtggtttgt tttttaagtg gattggcaga ctccttgttg cttaagagtg 7440 

gctttctagg caggccactg gcatctgaat tcatcattga caataaatgt aagaaattgg 7500 

aataaaaaag agagacctgc tgttattcgc ttttgttctc cagtgatttg attaactcag 7560 

ggcaaggctg aatatcagag tgtatcgcac tgaagaataa taatccattc agtaatgtta 7620 

tagttatcct caatctaaat atgtcaactg tcattttgct acttttcaaa taaaatactt 7680 

gaaaactgtc aaaaaaaaaa aa 7702 

<210> 55 

<211> 7244 

<212> DNA 

<213> Homo sapien 

<400> 55 

gtagaactcc ttgatttaca atgtatctaa ctaccaaagc ttcattgtac atccctccag 60 

cacatccgcc tctttcgaag gcgagtgtga ggtccgccag gatcccagga gcccatcccg 120 

cttcctggtg ttcttctacc cggaggacgt tcggcagaag gttctggaga gaaaaaatca 180 
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tgagitggta tggcaaggaa 


aaggaacatt caa£ttaact 


gtccagttac 


ctgcaacccc 


- 240 


agatgaaatc gatcatgtct 


ttgaagagga acttctaaca 


aaagaatcca 


agaccaaaga 


■v 

300 




uoau t»ciy ci l. y 


tgtcagaaga 


attggataca 


aa'accccctc 


ttgatggtgg 


360 


a c cagacaaa 


acyyciciy a. L.ct 


tcccagagga 


atgtgaaaat 


atttcotctt 


tggtggcatt . 


420 


CgddcldCCLL 




tgactgacat 


aatgetaate 


ttgttagtgg 


agaacataag 


480 


cyycccy tc u. 




ttcaagtgga aataataaga 


gattttgatg 


ttgctgttgt 


» 6 

540 


CdCCCtC Cdd 


day uaL.a Lay 


atactataag atttgttgat 


gattgtacca 


agcaccattc 


600 


aaf*fr*aaa/^aa 


LUl Lay L» L. L, L> 


ctccaagact 


tctggaagtg 


acaaacacaa 


tcagggttga 


660 


dddCCCgCCd 


t-CLyyuyv— L.y 


atgactacag 


tttaaaactt 


ttctttgaaa 


atccctataa 


720 


tggaggggga 


ay ay v- uyLLd 


atgttgaata 


ttttcctgaa 


gagagttcag 


ctctgattga 


780 


a t- t- f- t- t- t- na r* 


dyaaddy L.y u 


tagacaccat 


catggccaca 


aaactcgact 


tcaataaaat 


840 


yCCa.CC c ccc 


y uy U L. LLLa L. 


actatgcctc 


attgggcaca 


gccttgtatg 


gaaaggagaa 


900 


y CCCCCy aC C 


a ay c u ULLdy 


caccatttga 


agagtcacta 


gatcttccct 


tatggaagtt 


960 


^ ^ a /~ T a a a 

cc cacagaaa 


aayaaLCdLL 


tcattgagga 


gataaacgat 


gaaatgaggc 


gttgtcactg 


1020 


cgagcccacg 


L.yy LLLLddL 


tcagtggtaa 


agttaccatc 


agaccagcag 


ccaccttagt 


1080 


caacgaagga 


dydCCydydd 


tcaagacctg gcaggcagat 


acttccacaa 


cactctctag 


1140 


caccaggccc 


dddLdLdady 


tcaacccaat 


taaagtggat 


ccaacaatgt 


gggacaccat 


1200 


daadadlydL. 


ycyaaayacy 


acaggatttt 


gattgagttt 


gatacactta 


aggagatggt 


1260 


aac cc cay ca 


/•f/'^ma a a H ^"»a 

gggaaciccciy 


aggatgtcca 


aagcattgag 


gtacaagtca 


gggagttaat 


1320 


agaaagcact 


act caaaaaa 


ttaaaaggga 


agagcaaagt 


ttgaaggaaa 


aaatgatcat 


1380 


4— 4- y— t V* ^ >^ — * /"T 

utCLGcagyc 


agg u at c tec 


ttttgtgtca 


cagcagtcta 


ctggaccatt 


tactcaegga 


1440 


gtgcccagag 


acagagaccc 


gttacgatag 


agtcactcaa 


cacttgtgct 


tgaaaggacc 


1500 


tagtgcagat 


gcgcacaaag 


caaagtgtga 


aatccaggaa 


aaggtgtaca 


ccatggctca 


1560 


gaaaaacatt 


caggtttctc 


ctgagatttt 


tcagtttttg 


caacaggtaa 


actggaaaga 


1620 


attctctaag 


tgtcttttca 


tagcacagaa 


gattcttgea 


ctttatgagc 


tagagggtac 


1680 


aactgctctc 


ttaaccagct 


gttcttctga 


agccctgtta 


gaagcagaaa 


ageaaatget 


1740 


cagtgcctta 


aattataagc 


gcattgaagt 


tgagaacaaa 


gaagttcttc 


atggcaagaa 


1800 


atggaaaggg 


ctcactcaca 


atttgettaa 


gaaacaaaat 


tcctccccaa 


acactgtaat 


1860 


catcaatgag 


ttaacttcag 


aaaccacagc 


tgaagtcatc 


attacaggct 


gtgtaaaaga 


1920 


agtaaatgaa 


acctataaat 


tgctttttaa 


cttcgttgaa 


caaaacatga 


aaatagagag 


1980 
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actggttgaa gtaaagcctt cct.tagttat 
* cftggccaaag ataaagaagg taaatgtgca 
aggcatttta ctaactggct caaagaccga 
agtctgggat tcagtctgtg ttaaaagtgt 

V 

cttccaggat aaagcacggt tttatcaaag 
tgaactacag gagaatgaag taatgaagga 
ctctcggaca gtcttggccc ctggcgttgt 
gcttcctgtc gatgtggtgg tgaatgcatc 
ggccgctgcg ctctcaaaag cagctggccc 
gaagagagag ggcagactcc taccgggcaa 
ctaccaccac gtgatccatg cagtggggcc 
tgtgtaccta ttaaggagag ctgtgcaact 
ccgatccata gccatcccag ctattagttc 
cgtggagacc attgtttctg ccatcaagga 
cttgaaagaa atctaccttg tggatgtatc 
tgttggtgaa agagggtgtg cagaatgcta 
tggatctcgt gcttagtaga gggcctcttt 
agctccagga ggaattggac acagttggac 
tcaaaaccag cagctggaat ctggactgtc 
ggagaaatgg tagcacatct tcactcaaga 
agatcactga gagcttgtcc ttaaaatcaa 
tgggatttcc taaaaacata ttcgctgaat 
gcaagaatca gctgaaaact ttacaagagg 
aaaatattca ggcattttca gatgaatttg 
acaaaattcc gaaggctaaa gatacacaag 
caggtgtgta tgaaatgaag attggctcca 
cgaaagaaga ggcagatgtg attgtaaatt 
gggtctccaa agcaatttta gaatgtgctg 
aagctcagca gcgcaaaaat gattatataa 
atatcattca tgtaattggt ggaaatgatg 
agtgtgaaaa aaaaaattac tcatccattt 
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tgactattta 


aagacagaaa 


agaagctatt 


2040 


ggtaagtttc aatcctgaga 


acaaacaaaa 


2100 


agtactgaag- gcagtggaca 


ttgtcaagca 


2160 


ccatactgat 


aagccaggag 


ccaagcagtt 


2220 


tgagatcaaa cggttgtttg gttgttacat 


2280 
A 


gggaggcagc 


cccgfctgggc agaagtgctt:* 


234 0 


gctgattgtg cagcagggtg acttggcacg 


2400 


taatgaggac 


cttaagcatt 


atggtggcct 


2460 


tgagctccag 


gccgactgtg 


accagatagt 


2520 


tgccaccatc 


tccaaggcag 


gaaagctgcc 


2580 


ccgctggagc ggatatgagg 


ccccgaggtg 


2640 


cagtctctgt 


ctagccgaaa 


aatacaagta 


2700 


tggagtcttt 


ggctttccct 


taggccgatg 


2760 


aaacttccaa 


ttcaagaagg 


atggacactg 


2820 


tgagaagact 


gttgaggcct 


ttgcagatgc 


2880 


agaccgatgt 


tgttgtcaac 


tccgttccct 


2940 


ctaagtccct 


cttggaaaaa 


gctggaccag 


3000 


aaggggtggc 


tgtcagcatg 


ggcacagtgc 


3060 


gctatgtgct 


tcacgtggta 


gctccggagt 


3120 


taatggaaga 


cataatcaga 


gaatgtatgg 


3180 


ttgcatttcc 


agcaatagga 


acaggaaact 


3240 


taatcatttc 


agaggtgttc 


aaatttagta 


3300 


ttcactttct 


gctgcacccg 


agtgatcatg 


3360 


ccagaagggc 


taatggaaat 


ctcgtcagtg 


3420 


gtttttatgg gactgtttct 


agccctgatt 


3480 


tcatcttcca 


ggtggcttct 


ggagatatca 


3540 


caacatcaaa 


ctcattcaat 


ctcaaagcag 


3600 


gacaaaatgt 


agaaagggaa 


tgttctcagc 


3660 


tcaccggagg 


tggatttttg 


aggtgcaaga 


3720 


tcaagagttc 


agtttcctct 


gttttgcagg 


3780 


gcctcccagc 


cattgggaca 


ggaaatgcca 


3840 
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aacaacaccc 


agataaggtt gctgaagcca ' taattgatgc cattgaagac 


tttgtccaga 


3900 


aaggatcagc ccagtctgtg aaaaaagtta aagttgttat 


ctttctgcct 


caagtactgg 


3960. 


atgtgtttta 


tgccaacatg 


aaga'aaagag 


aagggactca 


gctttct'tcc 


caacagtctg 


4020 


tgatgtctaa 


act tgcatca 


tttt tgggct 


ttbcaaagca 


atctccccaa 


aaaaagaatc 


4080 


atttggtttt 


ggaaaagaaa 


acagaat cag 


caacttttcg ggtgtgtggt 


gaaaatgtca 


4140 


cgtgtgtgga 


atacgctatc 


tcctggctac 


aagacctgat 


tgaaaaagaa 


cagtgtcctt 


4200 


acaccagtga 


agatgagtgc 


atcaaagact 


ttgatgaaaa ggagtatcag 


gagttgaatg 


4260 


agctgcagaa 


gaagt t aaat 


accaacacct 


ccctggacca 


taagagacct 


ttgattaagg 


4320 


ttttgggaat 


tagcagagat 


gtgatgcagg 


ctagagatga 


aattgaggcg 


atgatcaaga 


4380 


gagttcgatt 


ggccaaagaa 


caggaatccc 


gggcagattg 


tatcagtgag 


tttatagaat 


4440 


ggcagtataa 


tgacaataac 


actccccatc 


gttttaacaa 


aatgaccaat 


ctgaaattag 


4500 


aggatgcaag 


gagagaaaag 


aaaaaaacag 


ttgatgtcaa 


aattaatcat 


cggcactaca 


4560 


cagtgaactt 


gaacacatac 


actgccacag 


acacaaaggg 


ccacagttta 


tctgttcagc 


4620 


gcctcacgaa 


atccaaagtt 


gacatccctg 


cacactggag 


tgatatgaag 


cagcagaatt 


4680 


tctgtgtggt 


ggagctgctg 


cctagtgatc 


ctgagtacaa 


cacggtggca 


agcaagttta 


4740 


atcagacctg 


ctcacacttc 


agaatagaga 


agattgagag gatccagaat 


ccagatctct 


4800 


ggaatagcta 


ccaggcaaag 


aaaaaaacta 


tggatgccaa 


gaatggccag 


acaatgaatg 


4860 


agaagcaact 


cttccatggg 


acagatgccg 


gctccgtgcc 


acacgtcaat 


cgaaatggct 


4920 


ttaaccgcag 


ctatgccgga 


aagaatgctg 


tggcatatgg 


aaagggaacc 


tattttgctg 


4980 


tcaatgccaa 


ttattctgcc 


aatgatacgt 


actccagacc 


agatgcaaat 


gggagaaagc 


5040 


atgtgtatta 


tgtgcgagta 


ct tactggaa 


tctatacaca 


tggaaatcat 


tcattaattg 


5100 


tgcctccttc 


aaagaaccct 


caaaatccta 


ctgacctgta 


tgacactgtc 


acagataatg 


5160 


tgcaccatcc 


aagtttattt 


gtggcatttt 


atgactacca 


agcataccca 


gagtacctta 


5220 


ttacgtttag 


aaaataacac 


tttggtatcc 


ttcccacaaa 


attattctcc 


atttgtacat 


5280 


atctagttgt 


aaaacaagtt 


ttagcttttt 


tttttaattc 


ctcttaacag 


atttttctaa 


5340 


tatccaagga 


tcattctttg 


tcgctgmagt 


cagtctttct 


tcagcttctc 


tttcataatg 


5400 


gaaatgaact 


tattatcttg 


agacagggat 


ggtatcttag 


tcaatttttt 


tcccttgaga 


5460 


tgaggtctgt 


gcctgatgta 


caacggatac 


tccataaatg 


tttgacaaac 


caacgaagaa 


5520 


tgaaaaaaag 


cctagtcaga 


ctcccatcca 


aagtaggaac 


tatctcttta 


acattcttga 


5580 


ctcactatca 


ctttacctca 


aattgaacag 


attccatgac 


ggaacttcat 


tcttcacaaa 


5640 
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ctagccagtg 


acatgtggga 


cagctctggc cagggctctg ggactgcagt gtacttgcgc 


5700 


tctgcacggt ccaggagctg tgatgtggct gtggtctagg ggaatcctgc ctgccccatg 


5760 


gagttgcgca gcacaaccct ggctccaatt gccagaaggc tctttttaat gctgaaccaa 


5820 


aatgtgcctt 


tttttttttt 


ttttgagatg gagtttcact 


cttgttgccc 


aggctggagt 


588*0 


gcaatggcgc gatctcagct cactgcagcc actgcctccc aggttcaagt gattctcctg 


5940 


v> cctcagcctc 


ccgagtagct 


gggattacag 


gcatgcgcta 


acacacccag 


ctaattt'tgt 


' 6000 


*atttttagta 


gagacgaggt 


ttctccatgt 

- IT ' - S 


tcgacaggct 


ggtctcgaac 


tcccacctca 


6060 


gcctcccaaa 


ctgctgggat ^acaggtgtg agccaccgtg accagccaat gtgccttctt 


6120 


atagtgtcta 


ctcattggtc 


tttgttctgc 


ccagtgataa 


caatgggata 


acgcctgcta 


6180 


cacatcttca 


ttgtgaaacc 


cttcccctgt gctgagatta aatgaactct 


aagattatta 


6240 


aatagtatat 


tttccttgac 


agcctagcgt 


ttgatgattt 


taaagcctta 


tgtataaata 


6300 


aaccaaagga 


agtaagcagt 


catattgcta 


atttgctaac 


tcctatctat 


tgaatggtga 


6360 


agttttaaaa 


atttccccag 


gtaaigtttaa 


gattcaaaca 


ccatctattg 


agcacctaca 


6420 


ttgtgtgcca 


ggtagtaaaa 


taggtgcttt 


catacacatt 


gtctcaattc 


ctgtgaggtc 


6480 


agaattatct 


ctgcatttga 


aacttgagga 


aacatgctca 


gagtgcaaga 


agcttccttg 


6540 


cctgagatca 


cctagaaagg 


aaccctcaga 


gccggcaact 


gaatcttggt 


ccctgtgatg 


6600 


tcaagcccat 


tgctctccca 


ctgcagaaca 


tggcctctag 


attaatgcca 


ccgattcagg 


6660 


aacacctccg 


acagtcttga 


aataccccca 


tgttgccttg 


tttgtttttt 


ccttctggct 


6720 


tcttctatta 


cagtctcttc 


attggaagct 


ctgtaggcca 


aggccagagc 


tgatactgac 


6780 


acggagccaa 


tgcagatagc 


acatcagatg 


ctaggggtcg 


ctgggaggat 


taagggactt 


6840 


aatctgctag gaacacctgt 


acttgaagtg gaggaggcta 


gggggccaca 


gttgctgctt 


6900 


cattaacata 


gaggttttgg 


atttttttct 


cttgtggttt 


gttttttaag 


tggattggca 


6960 


gactccttgt 


tgcttaagag 


tggctttcta 


ggcaggccac 


tggcatctga 


attcatcatt 


7020 


gacaataaat 


gtaagaaatt 


ggaataaaaa 


agagagacct 


gctgttattc 


gcttttgttc 


7080 


tccagtgatt 


tgattaactc 


agggcaaggc 


tgaatatcag agtgtatcgc 


actgaagaat 


7140 


aataatccat 


tcagtaatgt 


tatagttatc 


ctcaatctaa 


atatgtcaac 


tgtcattttg 


7200 


ctacttttca 


aataaaatac 


ttgaaaactg 


tcaaaaaaaa 


aaaa 




7244 



<210> 56 

<211> 7423 

<212> DNA 

<213> Homo sapien 



<400> 56 
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gtagaactcc 


tfgatttaca 


atgtatctaa 


ctaccaaagc 


ttcattgtac 


atccctccag 


60 


cacatccgcc 


tctttcgaag 


gcgagtgtga ggtccgccag gatcccagga 


gcccatcccg* 


120 


cfctcctggtg 


ttcttofcaec 


cggaggacgt 


♦tcggcagaag gttctggaga 


gaaaaaatca 


180 


tgagttggta 


tggcaaggaa 


aaggaacatt caagttaact gtccagttac 


ctgcaacccc 


24 0 
« 


agatgaaatc 


gatcatgtct 


ttgaagagga acttctaaca aaagaatcca 


agaccaaaga 


300 


agatgttaaa 


gaaccagatg 


tgtcagaaga attggataca aaactccctc 


ttgatggtgg 


360 


attagacaaa 


atggaagata 


tcccagagga 


atgtgaaaat 


a'tttcctctt 


tggtggcatt 


420 


tgaaaacctc 


aaggcaaatg 


tgactgacat 


aatgctaatc 


ttgttagtgg 


agaacataag 


480 


tggcctgtct 


aatgatgact 


ttcaagtgga 


aataataaga 


gattttgatg 


ttgctgttgt 


540 


tacctttcaa 


aagcacatag 


atactataag atttgttgat 


gattgtacca 


agcaccattc 


600 


aattaaacaa 


cttcagcttt 


ctccaagact 


tctggaagtg 


acaaacacaa 


tcagggttga 


660 


aaacctgcca 


cctggtgctg 


atgactacag 


tttaaaactt 


ttctttgaaa 


atccctataa 


720 


tggaggggga 


agagttgcca 


atgttgaata 


ttttcctgaa 


gagagttcag 


ctctgattga 


780 


attttttgac 


agaaaagtgt 


tagacaccat 


catggccaca 


aaactcgact 


tcaataaaat 


840 


gccactttct 


gtgttcccat 


actatgcctc 


attgggcaca 


gccttgtatg 


gaaaggagaa 


900 


gcctctgatc 


aagcttccag 


caccatttga 


agagtcacta 


gatcttccct 


tatggaagtt 


960 


cttacagaaa 


aagaatcacc 


tcattgagga 


gataaacgat 


gaaatgaggc 


gttgtcactg 


1020 


tgagctcacg 


tggtcccaac 


tcagtggtaa 


agttaccatc 


agaccagcag 


ccaccttagt 


1080 


caatgaagga 


agaccgagaa 


tcaagacctg 


gcaggcagat 


acttccacaa 


cactctctag 


1140 


catcaggtct 


aaatataaag 


tcaacccaat 


taaagtggat 


ccaacaatgt 


gggacaccat 


1200 


aaaaaatgat 


gtgaaagatg 


acaggatttt 


gattgagttt 


gatacactta 


aggagatggt 


1260 


aatcttagca 


gggaaatcag 


aggatgtcca 


aagcattgag gtacaagtca 


gggagttaat 


1320 


agaaagcact 


actcaaaaaa 


ttaaaaggga 


agagcaaagt 


ttgaaggaaa 


aaatgatcat 


1380 


ttctccaggc 


aggtattttc 


ttttgtgtca 


cagcagtcta 


ctggaccatt 


tactcacgga 


1440 


gtgcccagag 


atagagattt 


gttacgatag agtcactcaa 


cacttgtgct 


tgaaaggacc 


1500 


tagtgcagat 


gtgtataaag 


caaagtgtga 


aatccaggaa 


aaggtgtaca 


ccatggctca 


1560 


gaaaaacatt 


caggtttctc 


ctgagatttt 


tcagtttttg caacaggtaa 


actggaaaga 


1620 


attctctaag 


tgtcttttca 


tagcacagaa 


gattcttgca 


ctttatgagc 


tagagggtac 


1680 


aactgttctc 


ttaaccagct 


gttcttctga 


agccctgtta 


gaagcagaaa 


agcaaatgct 


1740 


cagtgcctta 


aattataagc 


gcattgaagt 


tgagaacaaa 


gaagttcttc 


atggcaagaa 


1800 


atggaaaggg 


ctcactcaca 


atttgcttaa 


gaaacaaaat 


tcctccccaa 


acactgtaat 


1860 
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catc'aatgag ttaactfccag aaaccacagc tgaagtcatc attacaggct gtgtaaaaga 


' 1920 


agtaaatgaa 


acctataaat 


tgctttttaa cttcgttgaa" caaaacatga aaatagagag 


1980 


actggttgaa gtaaagcctt 


ccttagttat tgactattta 


aagacagaaa agaagctatt 


204 0 


ctggccaaag 


ataaagaagg 


taaatgtgca ggtaagtttc 


aatcctgaga acaaacaaaa 


2100 


aggcatttta 


ctaactggct 


caaagaccga agtactgaag 


gcagtggaca ttgtcaagca 


2160 


agtctgggat 


tcagtctgtg ttaaaagtgt ccatactgat 


aagccaggag ccaagcagtt 


2220 


cttccaggat 


aaagcacggt 


tttatcaaag tgagatcaaa 


cggttgtttg gttgttacat 


2280 


tgaactacag gagaatgaag taatgaagga gggaggcagc cccgctgggc agaagtgctt 


2340 


ctctcggaca 


gtcttggccc 


ctggcgttgt gctgattgtg 


cagcagggtg acttggcacg 


2400 


gcttcctgtc 


gatgtggtgg 


tgaatgcatc taatgaggac 


cttaagcatt atggtggcct 


2460 


ggccgctgcg ctctcaaaag cagctggccc tgagctccag gccgactgtg accagatagt 


2520 


gaagagagag 


ggcagactcc 


taccgggcaa tgccaccatc 


tccaaggcag gaaagctgcc 


2580 


ctaccaccac 


gtgatccatg 


cagtggggcc ccgctggagc 


ggatatgagg ccccgaggtg 


2640 


tgtgtaccta 


ttaaggagag 


ctgtgcaact cagtctctgt 


ctagccgaaa aatacaagta 


2700 


ccgatccata 


gccatcccag 


ctattagttc tggagtcttt 


ggctttccct taggccgatg 


2760 


cgtggagacc attgtttctg ccatcaagga aaacttccaa 


ttcaagaagg atggacactg 


2820 


cttgaaagaa 


atctaccttg 


tggatgtatc tgagaagact 


gttgaggcct ttgcagatgc 


2880 


tgttggtgaa 


agagggtgtg 


cagaatgcta agaccgatgt 


tgttgtcaac tccgttccct 


2940 


tggatctcgt 


gcttagtaga 


gggcctcttt ctaagtccct 


cttggaaaaa gctggaccag 


3000 


agctccagga 


ggaattggac 


acagttggac aaggggtggc 


tgtcagcatg ggcacagtgc 


3060 


tcaaaaccag 


cagctggaat 


ctggactgtc gctatgtgct 


tcacgtggta gctccggagt 


3120 


ggagaaatgg 


tagcacatct 


tcactcaaga taatggaaga 


cataatcaga gaatgtatgg 


3180 


agatcactga 


gagcttgtcc 


ttaaaatcaa ttgcatttcc 


agcaatagga acaggaaact 


3240 


tgggatttcc 


taaaaacata 


ttcgctgaat taatcatttc 


agaggtgttc aaatttagta 


3300 


gcaagaatca 


gctgaaaact 


ttacaagagg ttcactttct 


gctgcacccg agtgatcatg 


3360 


aaaatattca 


ggcattttca 


gatgaatttg ccagaagggc 


taatggaaat ctcgtcagtg 


3420 


acaaaattcc gaaggctaaa gatacacaag gtttttatgg gactgtttct agccctgatt 


3480 


caggtgtgta 


tgaaatgaag 


attggctcca tcatcttcca 


ggtggcttct ggagatatca 


3540 


cgaaagaaga ggcagatgtg attgtaaatt caacatcaaa 


ctcattcaat ctcaaagcag 


3600 


gggtctccaa 


agcaatttta 


gaatgtgctg gacaaaatgt 


agaaagggaa tgttctcagc 


3660 
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aagctcagca 


gcgcaaaaat 


gattatataa 


tcaccggagg 


tggatttttg aggtgcaaga 


372p 


atatcattca 


tgtaattggt ggaaatgatg tcaagagttc agtttcctct gttttgcagg 


3780 


agftgtgaaaa 


aaaaaattac 


tcatccattt 


gcctcccagc 


cattgggaca ggaaatgcca 


3840 


aacaacaccc 


agataaggtt gctgaagcca taattgatgc cattgaagac tttgtccaga 


3900 


aaggatcagc ccagtctgtg aaaaaagtta aagttgttat ctttctgcct caagtactgg 


3960 


atgtgtttta tgccaacatg aagaaaagag aagggactca gctttcttcc caacagtctg 


4020 


tgatgtctaa 


acttgcatca 


tttttgggct 


tttcaaagca 


atctccccaa aaaaagaatc 


4080 


atttggtttt 


ggaaaagaaa 


acagaatcag 


caacttttcg ggtgtgtggt gaaaatgtca 


4140 


cgtgtgtgga 


atacgctatc 


tcctggctac 


aagacctgat 


tgaaaaagaa cagtgtcctt 


4200 


acaccagtga 


agatgagtgc 


atcaaagact 


ttgatgaaaa 


ggagtatcag gagttgaatg 


4260 


agctgcagaa 


gaagttaaat 


attaacattt 


ccctggacca 


taagagacct ttgattaagg 


4320 


ttttgggaat 


tagcagagat 


gtgatgcagg 


ctagagatga 


aattgaggcg atgatcaaga 


4380 


gagttcgatt 


ggccaaagaa 


caggaatccc 


gggcagattg 


tatcagtgag tttatagaat 


4440 


ggcagtataa 


tgacaataac 


acttctcatt 


gttttaacaa 


aatgaccaat ctgaaattag 


4500 


aggatgcaag 


gagagaaaag 


aaaaaaacag 


ttgatgtcaa 


aattaatcat cggcactaca 


4560 


cagtgaactt 


gaacacatac 


actgccacag 


acacaaaggg 


ccacagttta tctgttcagc 


4620 


gcctcacgaa 


atccaaagtt 


gacatccctg 


cacactggag 


tgatatgaag cagcagaatt 


4680 


tctgtgtggt 


ggagctgctg 


cctagtgatc 


ctgagtacaa 


cacggtggca agcaagttta 


4740 


atcagacctg 


ctcacacttc 


agaatagaga 


agattgagag gatccagaat ccagatctct 


4800 


ggaatagcta 


ccaggcaaag 


aaaaaaacta 


tggatgccaa 


gaatggccag acaatgaatg 


4860 


agaagcaact 


cttccatggg 


acagatgccg 


gctccgtgcc 


acacgtcaat cgaaatggct 


4920 


ttaaccgcag 


ctatgccgga 


aagaatgctg 


tggcatatgg 


aaagggaacc tattttgctg 


4980 


tcaatgccaa 


ttattctgcc 


aatgatacgt 


actccagacc 


agatgcaaat gggagaaagc 


5040 


atgtgtatta 


tgtgcgagta 


cttactggaa 


tctatacaca 


tggaaatcat tcattaattg 


5100 


tgcctccttc 


aaagaaccct 


caaaatccta 


ctgacctgta 


tgacactgtc acagataatg 


5160 


tgcaccatcc 


aagtttattt 


gtggcatttt 


atgactacca 


agcataccca gagtacctta 


5220 


ttacgtttag 


aaaataacac 


tttggtatcc 


ttcccacaaa 


attattctcc atttgtacat 


5280 


atctagttgt 


aaaacaagtt 


ttagcttttt 


tttttaattc 


ctcttaacag atttttctaa 


5340 


tatccaagga 


tcattctttg 


tcgctgmagt 


cagtctttct 


tcagcttctc tttcataatg 


5400 


gaaatgaact 


tattatcttg 


agagcaaata 


acttggaaaa 


tttaaatgag ataatgcagt 


5460 


tgcaactgtg 


tgtccacaag 


tatggacatc 


aaatctgtgg 


gaaaagaaca ggtttgtatt 


5520 
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ttcaggaagg agagaataac agtcttatag 
tgcaggagac aggccccatg tcaggatgcc 
gtgggtaggg cttctgtctt ccctgggagc 
. - - ttgagatgag gtctgtgcct gatgtapaac 
gaagaatgaa aaaaagccta gtcagactcc 
tcttgactca ctatcacttt acctcaaatt 
cacaaactag ccagtgacat gtgggacagc 
ttgcgctctg cacggtccag gagctgtgat 
cccatggagt tgcgcagcac aaccctggct 
aaccaaaatg tgcctttttt tttttttttt 
tggagtgcaa tggcgcgatc tcagctcact 
ctcctgcctc agcctcccga gtagctggga 
ttttgtattt ttagtagaga cgaggtttct 
acctcagcct cccaaactgc tgggattaca 
cttcttatag tgtctactca ttggtctttg 
ctgctacaca tcttcattgt gaaacccttc 
ttattaaata gtatattttc cttgacagcc 
taaataaacc aaaggaagta agcagtcata 
tggtgaagtt ttaaaaattt ccccaggtaa 
cctacattgt gtgccaggta gtaaaatagg 
gaggtcagaa ttatctctgc atttgaaact 
tccttgcctg agatcaccta gaaaggaacc 
gtgatgtcaa gcccattgct ctcccactgc 
ttcaggaaca cctccgacag tcttgaaata 
ctggcttctt ctattacagt ctcttcattg 
actgacacgg agccaatgca gatagcacat 
attaacatag aggttttgga tttttttctc 
actccttgtt gcttaagagt ggctttctag 
acaataaatg taagaaattg gaataaaaaa 
ccagtgattt gattaactca gggcaaggct 
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acagagggca 


cagctaagca* cagctgccac 


5580 


atagtgctgt 


ggggagcaca 


y Lai. l, o \— v_a 


5640 


agggatggta tcttagtcaa 


L.L.LLUU U L- L- 


- 5700 


ggatactcca 


ta'aatgtttg 


aLaaaL.L.ctaL. 


5760 


catccaaagt 


aggaactatc 


LULL LadLd U 


5820 


gaacagattc 


catgacggaa 


r>f- t- r*^ f t" ft" t~ 

LULvaLlLLL 


5880 


tctggccagg gctctgggac 


uy Lay uy lol 


5940 


gtggctgtgg 


tctaggggaa 


LLL.i>yoL>Ly<w 


6000 


ccaattgcca 


gaaggctctt 


+■ t- 1* a a t- rTf"* t* a 
t» L» uaaiyv, uy 


6060 


gagatggagt 


ttcactcttg 


t~ nr*r*r*zi ant* 
LLyLLLayyL. 


6120 


gcagccactg 


cctcccaggt 


t* r*sk an^ rta t" t* 


6180 


ttacaggcat 


gcgctaacac 


aL.LL.ayL uaa 


6240 


ccatgttcga 


caggctggtc 


~\ /"^ ^ « 

LLyaaLL.L,L,L 


6300 


ggtgtgagcc 


accgtgacca 


gcCaatytyL, 


6360 


ttctgcccag 


tgataacaat 


y y y ci t. a. ei eg c 


6420 


ccctgtgctg agattaaatg 


aaCLCUaaya 


6480 


tagcgtttga 


tgattttaaa 


ljlll la La 


6540 


ttgctaattt 


gctaactcct 


aLL Lau Lyaa 


6600 


gtttaagatt 


caaacaccat 


/"•♦" a t~ fr* rra fit~' a 

CLaLLyayLa 


6660 


tgctttcata 


cacattgtct 


CadLLLLiyu 


6720 


tgaggaaaca 


tgctcagagt 


ft pa a na a cic t" 
y LddyaayL l 


6780 


ctcagagccg 


gcaactgaat 


Lr l. L.y y LLLL t_ 


6840 


agaacatggc 


ctctagatta 


a LyLLaLLya 


6900 


cccccatgtt 


gccttgtttg 


ttttttcctt 


6960 


gaagctctgt 


aggccaaggc 


cagagctgat 


7020 


cagatgctag ggggccacag 


ttgetgette 


7080 


ttgtggtttg 


ttttttaagt 


ggattggcag 


7140 


gcaggccact 


ggcatctgaa 


ttcatcattg 


7200 


gagagacctg ctgttattcg cttttgttct 


7260 


gaatatcaga 


gtgtatcgca 


ctgaagaata 


7320 



WO 2004/092338 

: ataatccatt cagtaatgtt atagttatcc 
. tacttttcaa ataaaatact tgaaaactgt 

<210> 5? 

' <211> 7622 ' m ' 

*<212> DNA 

•<213> Homo sapien 

<400> 57 

gtagaactcc ttgatttaca atgtatctaa 
cacatccgcc tctttcgaag gcgagtgtga 
cttcctggtg ttcttctacc cggaggacgt 
tgagttggta tggcaaggaa aaggaacatt 
agatgaaatc gatcatgtct ttgaagagga 
agatgttaaa gaaccagatg tgtcagaaga 
attagacaaa atggaagata tcccagagga 
tgaaaacctc aaggcaaatg tgactgacat 
tggcctgtct aatgatgact ttcaagtgga 
tacctttcaa aagcacatag atactataag 
aattaaacaa cttcagcttt ctccaagact 
aaacctgcca cctggtgctg atgactacag 
tggaggggga agagttgcca atgttgaata 
attttttgac agaaaagtgt tagacaccat 
gccactttct gtgttcccat actatgcctc 
gcctctgatc aagcttccag caccatttga 
cttacagaaa aagaatcacc tcattgagga 
tgagctcacg tggtcccaac tcagtggtaa 
caatgaagga agaccgagaa tcaagacctg 
catcaggtct aaatataaag tcaacccaat 
aaaaaatgat gtgaaagatg acaggatttt 
aatcttagca gggaaatcag aggatgtcca 
agaaagcact actcaaaaaa ttaaaaggga 
ttctccaggc aggtattttc ttttgtgtca 
gtgcccagag atagagattt gttacgatag 
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tcaatctaaa 


tatgtcaact 


gtcattttgc 

* j 


7380 


caaaaaaaaa 


aaa 


* • 


7423 


ctaccaaagc 


ttcattgtac 


atccctccag 


60* 


ggtccgccag gatcccagga gcccafccccg 


120 


tcggcagaag gttctggaga 


gaaaaaatca 


180 


caagttaact 


gtccagttac 


ctgcaacccc 


240 


acttctaaca aaagaatcca agaccaaaga 


300 




aaartccctc 


t taataataa 


360 




atttcctctt 




420 


aatgctaatc 


ttgttagtgg 


agaacat aag 


480 


aataataaga 


gattttgatg 


ttactattat 


540 


atttgttgat 


gattgtacca 


aacaccattc 


600 


tctggaagtg 


acaaacacaa 


tcagggttga 


660 


tttaaaactt 


ttctttgaaa 


atccctataa 


720 


ttttcctgaa 


gagagttcag 


ctctgattga 


780 


catggccaca 


aaactcgact 


tcaataaaat 


840 


attgggcaca 


gccttgtatg 


gaaaggagaa 


900 


agagtcacta 


gatcttccct 


tatggaagtt 


960 


gataaacgat 


gaaatgaggc 


gttgtcactg 


1020 


agttaccatc 


agaccagcag 


ccaccttagt 


1080 


gcaggcagat 


acttccacaa 


cactctctag 


1140 


taaagtggat 


ccaacaatgt 


gggacaccat 


1200 


gattgagttt 


gatacactta 


aggagatggt 


1260 


aagcattgag gtacaagtca 


gggagttaat 


1320 


agagcaaagt 


ttgaaggaaa 


aaatgatcat 


1380 


cagcagtcta 


ctggaccatt 


tactcacgga 


1440 


agtcactcaa 


cacttgtgct 


tgaaaggacc 


1500 
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tagtgcagat gtgtataaag caaagtgtga 


aatccaggaa 


aaggtgtaca ccatggctca 


1560 


gaaaaacatt 


caggtttctc 


ctgagatttt 


tcagtttttg 


caacaggtaa 


actggaaaga 


1620 


attc.tctaag tgtcttttca tagcacagaa gattcttgca ctttatgagc tagagggtac 


1680 


aactgttctc 


ttaaccagct gttcttctga agccctgt'ta gaagcagaaa agcaaatgct 


1740 


cagtgcctta aattataagc gcattgaagt tgagaacaaa gaagttcttc atggcaagaa 


1800 


* atggaaaggg ctcactcaca .atttgcttaa gaaacaaaat 


tcctccccaa 


acactgtaat 


1860 


catcaatgag 


ttaacttcag 


aaaccacagc 


tgaagtcatc 


attacaggct 


gtgtaaaaga 


1920 


agtaaatgaa 


acctataaat 


tgctttttaa 


cttcgttgaa 


caaaacatga 


aaatagagag 


1980 


actggttgaa 


gtaaagcctt 


ccttagttat 


tgactattta 


aagacagaaa 


agaagctatt 


2040 


ctggccaaag 


ataaagaagg 


taaatgtgca 


ggtaagtttc 


aatcctgaga 


acaaacaaaa 


2100 


aggcatttta 


ctaactggct 


caaagaccga 


agtactgaag gcagtggaca 


ttgtcaagca 


2160 


agtctgggat 


tcagtctgtg 


ttaaaagtgt 


ccatactgat 


aagccaggag 


ccaagcagtt 


2220 


cttccaggat 


aaagcacggt 


tttatcaaag 


tgagatcaaa 


cggttgtttg 


gttgttacat 


2280 


tgaactacag gagaatgaag 


taatgaagga 


gggaggcagc 


cccgctgggc 


agaagtgctt 


2340 


ctctcggaca 


gtcttggccc 


ctggcgttgt 


gctgattgtg 


cagcagggtg 


acttggcacg 


2400 


gcttcctgtc 


gatgtggtgg 


tgaatgcatc 


taatgaggac 


cttaagcatt 


atggtggcct 


2460 


ggccgctgcg 


ctctcaaaag 


cagctggccc 


tgagctccag 


gccgactgtg 


accagatagt 


2520 


gaagagagag 


ggcagactcc 


taccgggcaa 


tgccaccatc 


tccaaggcag 


gaaagctgcc 


2580 


ctaccaccac 


gtgatccatg 


cagtggggcc 


ccgctggagc 


ggatatgagg 


ccccgaggtg 


2640 


tgtgtaccta 


ttaaggagag 


ctgtgcaact 


cagtctctgt 


ctagccgaaa 


aatacaagta 


2700 


ccgatccata 


gccatcccag 


ctattagttc 


tggagtcttt 


ggctttccct 


taggccgatg 


2760 


cgtggagacc 


attgtttctg 


ccatcaagga 


aaacttccaa 


ttcaagaagg 


atggacactg 


2820 


cttgaaagaa 


atctaccttg 


tggatgtatc 


tgagaagact 


gttgaggcct 


ttgcagatgc 


2880 


tgttggtgaa 


agagggtgtg 


cagaatgcta 


agaccgatgt 


tgttgtcaac 


tccgttccct 


2940 
i 


tggatctcgt 


gcttagtaga 


gggcctcttt 


ctaagtccct 


cttggaaaaa 


gctggaccag 


3000 


agctccagga 


ggaattggac 


acagttggac 


aaggggtggc 


tgtcagcatg 


ggcacagtgc 


3060 


tcaaaaccag 


cagctggaat 


ctggactgtc 


gctatgtgct 


tcacgtggta 


gctccggagt 


3120 


ggagaaatgg 


tagcacatct 


tcactcaaga 


taatggaaga 


cataatcaga 


gaatgtatgg 


3180 


agatcactga 


gagcttgtcc 


ttaaaatcaa 


ttgcatttcc 


agcaatagga 


acaggaaact 


3240 


tgggatttcc 


taaaaacata 


ttcgctgaat 


taatcatttc 


agaggtgttc 


aaatttagta 


3300 


gcaagaatca 


gctgaaaact 


ttacaagagg 


ttcactttct 


gctgcacccg 


agtgatcatg 


3360 
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aaaatattca* ggcattttca gatgaatttg ccagaagggc taatggaaat: cu«cgtvcagtg 


3420 


acaaaattcc 


gaaggctaaa gatacacaag gtttutatgg gactgtttct agccctgatt 


3480 


caggtgtgta 


tgaaatgaag "attggctcca tcatcttcca ggtggcttct ggagatatca 


354 0 


cgaaagaaga* ggcagatgtg attgtaaatt caacatcaaa ctcattcaat • ctcaaagcag< 


3600 


gggtctccaa 


agcaatttta gaatgtgctg gacaaaatgt agaaagggaa tgttctcagc 


3660 


aagctcagca gcgca'aaaat gattatataa tcaccggagg tggatttttg aggtg'caaga 


3720 


atatcattca. tgtaattggt ggaaatgatg tcaagagttc' agttucctct gttttgcagg 


3780 


agtgtgaaaa 


aaaaaattac tcatccattt gccccccagc catugggaca ggaaatgcca 


3840 


aacaacaccc 


agataaggtc gcxgaagcca caactgacgc cattyadgdL. uuuyL.t-v-.ayci 


3900 


aaggatcagc 


. - — — — — — — — *» _ _ _ -— 4- 4- — - 4- 1- — A- — 4- 4- 4- _i 4» — r m /-» 4- /— ^ — — | f- 21 f» /"TOf 

ccagtctgtg aaaaaagtta aagctgctat ccccccgccc cacigucicuyy 


3960 


atgtgtttta 


j — — — - —__——_ — __——. 3 -a Of /"-fr-t~t - Ot"1*00 — :a 03 ("it" O t" Cf 

tgccaacatg aagaaaagag aagggaccca gctctcttcL cciciuctyuuuy 


4020 


tgatgtctaa 


actcgcatca tctttgggcc ctccaaagca acctccccaa c*ci<s.ctctyc»rtu*- 


4080 


atttggtttt 


ggaaaagaaa acagaatcag caaccuuucg ggtgugugyu yciciciciuyuu.ca, 


4140 


cgtgtgtgga 


atacgctatc tcctggcxac aagacccgau ugaaaaagaa ceiyuyuccuu 


4200 


acaccagtga 


agatgagtgc atcaaagact ttgatgaaaa ggagtatcag gagttgaatg 


4260 


agctgcagaa 


gaagttaaat actaacattc ccctggacca caagagacct uuy«-uuc»ayy 


4320 


ttttgggaat 


tagcagagat gtgatgcagg ctagagatga aattgaggcg acgaccaaga 


4380 


gagttcgatt 


_ • ._.__ _ _ _ _ — — — — — — , _, 4- 4- — . 4. — 4- —, _ _» 4- <«g _» f~ f» ♦» or 25 A ^ 

ggccaaagaa caggaatccc gggcagactg caccagugag Ltt-tagddt 


4440 


ggcagtataa 


tgacaataac acttctcatt gttttaacaa aatgaccaat ctgaaattag 


4500 


aggatgcaag 


gagagaaaag aaaaaaacag ttgatgtcaa aattaatcat cggcactaca 


4560 


cagtgaactt 


gaacacatac actgccacag acacaaaggg ccacagttta tctgttcagc 


4620 


gcctcacgaa 


atccaaagtt gacatccctg cacactggag tgatatgaag cagcagaatt 


4680 


tctgtgtggt 


ggagctgctg cctagtgatc ctgagtacaa cacggtggca agcaagttta 


4740 


atcagacctg 


ctcacacttc agaatagaga agattgagag gatccagaat ccagatctct 


4800 


ggaatagcta 


ccaggcaaag aaaaaaacta tggatgccaa gaatggccag acaatgaatg 


4860 


agaagcaact 


cttccatggg acagatgccg gctccgtgcc acacgtcaat cgaaatggct 


- -7 £. \J 


ttaaccgcag 


ctatgccgga aagaatgctg tggcatatgg aaagggaacc tattttgctg 


4980 


tcaatgccaa 


ttattctgcc aatgatacgt actccagacc agatgcaaat gggagaaagc 


5040 


atgtgtatta 


tgtgcgagta cttactggaa tctatacaca tggaaatcat tcattaattg 


5100 


tgcctccttc 


aaagaaccct caaaatccta ctgacctgta tgacactgtc acagataatg 


5160 
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4 tgcaccatcc 


aagtttattt 


gtggcatttt 


atgactacca 


agcataccca 


gagtacctta 


5220 


ttacgtttag 


aaaataacac 


tttggtatcc 


ttcccacaaa 


attattctcc 


atttgtacat 


5280 


atctagttgt 


aaaacaagtt 


ttagcttttt 


tttttaattc 


ctcttaacag 


atttttctaa 


5340 


tatccaagga 


tcattctttg tcgctgmagt cagtctttct tcagcttctc" 


tttcataatg 


5400 


• gaaatgaact 


tattatcttg 


agagcaaata 


acttggaaaa 


tttaaatgag 


ataatgcagt 


5460 


tgcaactgtg tgtccacaag tatggacatc aaatctgtgg gaaaagaaca 


ggtttgtatt 


5520 


ttcaggaagg agagaataac agtcttatag acagagggca 


cagctaagca 


cagctgccac 


5580 


tgcaggagac 


aggccccatg 


tcaggatgcc 


atagtgctgt 


ggggagcaca 


gtattaccca 


5640 


gtgggtaggg 


cttctgtctt 


ccctgggagc 


agggatggta 


tcttagtcaa 


tttttttccc 


5700 


ttgagatgag 


gtctgtgcct 


gatgtacaac 


ggatactcca 


taaatgtttg 


acaaaccaac 


5760 


gaagaatgaa 


aaaaagccta 


gtcagactcc 


catccaaagt 


aggaactatc 


tctttaacat 


5820 


tcttgactca 


ctatcacttt 


acctcaaatt 


gaacagattc 


catgacggaa 


cttcattctt 


5880 


cacaaactag 


ccagtgacat 


gtgggacagc 


tctggccagg 


gctctgggac 


tgcagtgtac 


5940 


ttgcgctctg 


cacggtccag 


gagctgtgat 


gtggctgtgg 


tctaggggaa 


tcctgcctgc 


6000 


cccatggagt 


tgcgcagcac 


aaccctggct 


ccaattgcca 


gaaggctctt 


tttaatgctg 


6060 


aaccaaaatg 


tgcctttttt 


tttttttttt 


gagatggagt 


ttcactcttg 


ttgcccaggc 


6120 


tggagtgcaa 


tggcgcgatc 


tcagctcact 


gcagccactg 


cctcccaggt 


tcaagtgatt 


6180 


ctcctgcctc 


agcctcccga 


gtagctggga 


ttacaggcat 


gcgctaacac 


acccagctaa 


6240 


ttttgtattt 


ttagtagaga 


cgaggtttct 


ccatgttcga 


caggctggtc 


tcgaactccc 


6300 


acctcagcct 


cccaaactgc 


tgggattaca 


ggtgtgagcc 


accgtgacca 


gccaatgtgc 


6360 


cttcttatag 


tgtctactca 


ttggtctttg 


ttctgcccag 


tgataacaat 


gggataacgc 


6420 


ctgctacaca 


tcttcattgt 


gaaacccttc 


ccctgtgctg 


agattaaatg 


aactctaaga 


6480 


ttattaaata 


gtatattttc 


cttgacagcc 


tagcgtttga 


tgattttaaa 


gccttatgta 


6540 


taaataaacc 


aaaggaagta 


agcagtcata 


ttgctaattt 


gctaactcct 


atctattgaa 


6600 


tggtgaagtt 


ttaaaaattt 


ccccaggtaa 


gtttaagatt 


caaacaccat 


ctattgagca 


6660 


cctacattgt 


gtgccaggta 


gtaaaatagg 


tgctttcata 


cacattgtct 


caattcctgt 


6720 


gaggtcagaa 


ttatctctgc 


atttgaaact 


tgaggaaaca 


tgctcagagt 


gcaagaagct 


6780 


tccttgcctg 


agatcaccta 


gaaaggaacc 


ctcagagccg 


gcaactgaat 


cttggtccct 


6840 


gtgatgtcaa 


gcccattgct 


ctcccactgc 


agaacatggc 


ctctagatta 


atgccaccga 


6900 


ttcaggaaca 


cctccgacag 


tcttgaaata 


cccccatgtt 


gccttgtttg 


ttttttcctt 


6960 


ctggcttctt 


ctattacagt 


ctcttcattg gaagctctgt 


aggccaaggc 


cagagctgat 


7020 
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actgacacgg 
tggattggca 
attcatcatt 
gcttttgttc 
actgaagaat 
tgtcattttg 
tcttcttgac 
taagccagat 
aggtatgagg 
ttgcaacagg 
ag 



agccaatgca 
gactccttgt 
gacaataaat 
tccagtgatt 
aataatccat 
ctactt'tt'ca 
ctctagtccc 
tccacatccc 
tacagagtcc 
tgagatgtga 



gatagcacat 
tgcttaagag 
gtaagaaatt 
tgattaactc 
tcagtaatgt 
aataaaatac 
ttgattgaaa 
actaaactgc 
catcaggtga 
tcttcccaaa 
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cagatgctag 
tggctttcta 
ggaataaaaa 
agggcaaggc 
tatagttatc 
ttgagcaatg 
atttaactct 
ctggaagagg 
gacccatgtc 
gccgcagctt 



gggtcgctgg 
ggcaggccac 
agagagacct 
tgaatatcag 
ctcaatctaa 
gggggagaaa 
gatttaaggr 
tgggaggaga 
tgtagccact 
cttccgcagg 



gaggattaag 
tggcatctga 
gctgttattc 
agtgtat^rgc 
atatgtcaac 
gaggaat'tta 
agccgttggg 
gcagccatta 
gaggttcctg 
aggctgagac 



<210> 58 

<211> 7337 

<212> DNA 

<213> Homo sapien 

<4O0> 58 

gtagaactcc ttgatttaca atgtatctaa ctaccaaagc ttcattgtac atccctccag 
cacatccgcc tctttcgaag gcgagtgtga ggtccgccag gatcccagga gcccatcccg 
cttcctggtg ttcttctacc cggaggacgt tcggcagaag gttctggaga gaaaaaatca 
tgagttggta tggcaaggaa aaggaacatt caagttaact gtccagttac ctgcaacccc 
agatgaaatc gatcatgtct ttgaagagga acttctaaca aaagaatcca agaccaaaga 
agatgttaaa gaaccagatg tgtcagaaga attggataca aaactccctc ttgatggtgg 
attagacaaa atggaagata tcccagagga atgtgaaaat atttcctctt tggtggcatt 
tgaaaacctc aaggcaaatg tgactgacat aatgctaatc ttgttagtgg agaacataag 
tggcctgtct aatgatgact ttcaagtgga aataataaga gattttgatg ttgctgttgt 
tacctttcaa aagcacatag atactataag atttgttgat gattgtacca agcaccattc 
aattaaacaa cttcagcttt ctccaagact tctggaagtg acaaacacaa tcagggttga 
aaacctgcca cctggtgctg atgactacag tttaaaactt ttctttgaaa atccctataa 
tggaggggga agagttgcca atgttgaata ttttcctgaa gagagttcag ctctgattga 
attttttgac agaaaagtgt tagacaccat catggccaca aaactcgact tcaataaaat 
gccactttct gtgttcccat actatgcctc attgggcaca gccttgtatg gaaaggagaa 
gcctctgatc aagcttccag caccatttga agagtcacta gatcttccct tatggaagtt 



7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7622 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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cttacagaaa aagaatcacc tcattgagga 


gataaacgat gaaatgaggc gttgtcactg 


1020 


tgagctcacg tggtcccaac tcagtggtaa 


agttaccatc 


agaccagcag 


ccaccttagt 


1080 


CclciL.yclciyyci 


agaccgagaa 


tcaagacctg 


gcaggcagat 


acttccacaa 


cactctctag 


1140 


CatCagy CCC 


aaatataaag 


tcaacccaat 


taaagtggat" 


ccaacaatgt gggacaccat 


1*200 


asaaaatgat 


gtgaaagatg acaggatttt 


gattgagttt gatacactta aggagatggt 


1260 


daCCLLdyCa 


gggaaatcag aggatgtcca 


aagcattgag gtacaagtca gggagttaat 


1320 


agaaagcact 


acccaaaaaa 


L. C aadayyga 


agagcciciay t 


L. L.y ciciy y cicxcx 


aaataatcat 


1380 


tt ctccaggc 


aggcautttc 


t - t- t- t* nf- rrt- r>a 


CdyCdyLLLd 




tactcacoaa 


1440 


gtgeccagag 




yu CaCyfl toy 


dy UUdLLLdd 


ua^ l l. y ty Vc i« 


taaaaaaacc 


1500 


cagegcagat 


gcguataaag 


caaagegega 


ddCCCdyydd 


dciyy ty uatd 


rrataactca 


1560 


gaaaaacatt 


caggtxccuc 


c tgaga cccc 


CCdyLLLLLy 


pa a nnt* a a 
<_clclv_>ciyyL>clcl 


ct w Ly y cicioy ci 


1620 


atcciccaay 


cgcctcctca 


t agcacagaa 


gactcttyca 




a r*ra nrfrt t* a 0 
uoyayyy La\» 


1680 


aaccgtcctc 


^ ^ ^ *a 3 f—tr* ^ 

tUaaCCayCL 


/~Y ^ fr» ^» ^ /~1 ^ /— Y — i 

yCCCLCCCya 




ycic»y\-.ciycicici 


AarsaA t" ort" 


1740 


cagcgcccca 


aaL CaCaayC 


ycdt. Lyady l 


l. y ci y <x cn- a » ci 


y ciciy u l. v.. 


a f- ocr raaoaa 


1800 


atggaaaggg 


ctcactcaca 




rraa3r»aaaa t~ 
yctctct^dctoicl L. 




Ck ^ CI w I— l_> ctct 


1860 


ca t caatgag 


ttaacttcag 


dddCCdCdyC 


tgaagtcatc 


attacaggct 


y y Loaoiay w 


1920 


agcaaacgaa 


acctataaat 


LyCCLCCCdd 


cttcgttgaa 


caaaacatga 


cicicii*ciyciyciy 


1980 


aceggexgaa 


gtaaagcett 


cctcagccac 


tgactattta 


aagacagaaa 


ctyctciy^uciL. u> 


2040 


ctggccaaag 


ataaagaagg 


taaa cgegea 


ggtaagtttc 


aatcctgaga 


araaa a aaa 
d w ci el ct v*. ci 0 ci ct 


2100 


aggcatttta 


ctaactggct 


caaagaccga 


agtactgaag 


gcagtggaca 


ttgtcaagca 


2160 


agtctgggat 


tcagtctgtg 


ttaaaagtgt 


ccatactgat 


aagecaggag 


ccaagcagtt 


2220 


cttccaggat 


aaagcacggt 


tttatcaaag 


tgagatcaaa 


cggttgtttg 


gttgttacat 


2280 


tgaactacag 


gagaatgaag 


taatgaagga 


gggaggcagc 


cccgctgggc 


agaagtgett 


2340 


ctctcggaca 


gtcttggccc 


ctggcgttgt 


gctgattgtg 


cagcagggtg 


acttggcacg 


2400 


gcttcctgtc gatgtggtgg 


tgaatgeate 


taatgaggac 


cttaagcatt 


atggtggcct 


2460 


ggccgctgcg 


ctctcaaaag 


cagctggccc 


tgagctccag gccgactgtg 


accagatagt 


2520 


gaagagagag ggcagactcc 


tacegggcaa 


tgccaccatc 


tccaaggcag 


gaaagctgee 


2580 


ctaccaccac 


gtgatccatg 


cagtggggcc 


ccgctggagc 


ggatatgagg 


ccccgaggtg 


2640 


tgtgtaccta 


ttaaggagag 


ctgtgcaact 


cagtctctgt 


etagecgaaa 


aatacaagta 


2700 


ccgatccata 


gccatcccag 


ctattagttc 


tggagtcttt 


ggctttccct 


taggecgatg 


2760 
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cgtggagacc attgtttctg ccatcaagga aaacttccaa ttcaagaagg atggacactg 


2820 


cttgaaagaa atctaccttg tggatgtatc tgagaagact gttgaggcct ttgcagatgc 


2880 


tgttggtgaa 


agagggtgtg 


cagaatgcta 


agaccgatgt 


tgttgtcaac tccgttccct 

■ f * 


2940 


tggatctcgt gcttagtaga gggcctcttt 


ctaagtccct 


V. 

cttggaaaaa gctggaccag 


3000 


agctccagga ggaattggac acagttggac aaggggt:ggc tgtcagcatg ggcacagtgc 


3060 


tcaaaaccag cagctggaat ctggactgtc. gctatgtgct tcacgtggta gctccggagt 


3120 


ggagaaatgg 


tagcacatct 


tcactcaaga 


taatggaaga 


cataatcaga gaatgtatgg 


3180 


agatcactga 


gagcttgtcc 


ttaaaatcaa 


ttgcatttcc 


agcaatagga acaggaaact 


3240 


tgggatttcc 


taaaaacata 


ttcgctgaat 


taatcatttc 


agaggtgttc aaatttagta 


3300 


gcaagaatca 


gctgaaaact 


ttacaagagg 


ttcactttct 


gctgcacccg agtgatcatg 


3360 


aaaatattca 


ggcattttca 


gatgaatttg 


ccagaagggc 


taatggaaat ctcgtcagtg 


3420 


acaaaattcc gaaggctaaa gatacacaag gtttttatgg gactgtttct agccctgatt 


3480 


caggtgtgta 


tgaaatgaag attggctcca 


tcatcttcca 


ggtggcttct ggagatatca 


3540 


cgaaagaaga 


ggcagatgtg attgtaaatt 


caacatcaaa 


ctcattcaat ctcaaagcag 


3600 


gggtctccaa 


agcaatttta 


gaatgtgctg gacaaaatgt 


agaaagggaa tgttctcagc 


3660 


aagctcagca 


gcgcaaaaat 


gattatataa 


tcaccggagg 


tggatttttg aggtgcaaga 


3720 


atatcattca 


tgtaattggt 


ggaaatgatg 


tcaagagttc 


agtttcctct gttttgcagg 


3780 


agtgtgaaaa 


aaaaaattac 


tcatccattt 


gcctcccagc 


cattgggaca ggaaatgcca 


3840 


aacaacaccc 


agataaggtt 


gctgaagcca 


taattgatgc 


cattgaagac tttgtccaga 


3900 


aaggatcagc 


ccagtctgtg 


aaaaaagtta 


aagttgttat 


ctttctgcct caagtactgg 


3960 


atgtgtttta 


tgccaacatg 


aagaaaagag 


aagggactca 


gctttcttcc caacagtctg 


4020 


tgatgtctaa 


acttgcatca 


tttttgggct 


tttcaaagca 


atctccccaa aaaaagaatc 


4080 


atttggtttt 


ggaaaagaaa 


acagaatcag 


caacttttcg ggtgtgtggt gaaaatgtca 


4140 


cgtgtgtgga 


atacgctatc 


tcctggctac 


aagacctgat 


tgaaaaagaa cagtgtcctt 


4200 


acaccagtga 


agatgagtgc 


atcaaagact 


ttgatgaaaa ggagtatcag gagttgaatg 


4260 


agctgcagaa 


gaagttaaat 


attaacattt 


ccctggacca 


taagagacct ttgattaagg 


4320 


ttttgggaat 


tagcagagat 


gtgatgcagg 


ctagagatga 


aattgaggcg atgatcaaga 


4380 


gagttcgatt 


ggccaaagaa 


caggaatccc 


gggcagattg 


tatcagtgag tttatagaat 


4440 


ggcagtataa 


tgacaataac 


acttctcatt 


gttttaacaa 


aatgaccaat ctgaaattag 


4500 


aggatgcaag gagagaaaag aaaaaaacag 


ttgatgtcaa 


aattaatcat cggcactaca 


4560 


cagtgaactt 


gaacacatac 


actgccacag 


acacaaaggg 


ccacagttta tctgttcagc 


4620 
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gcctcacgaa atccaaagtt gacatccctg cacactggag tgatatgaag cagcagaatt 


4 fifl ft 




tctgtgtggt ggagctgctg cctagtgatc ctgagtacaa 


* 

cacggtggca agcaagttta 


A "7d ft 




atcagacctg 


ctcacacttc 


agaatagaga agattgagag gatccagaat 


ccagatctct 


/i o n n 
4 oUU 




ggaatagcta 


ccaggcaaag 


aaaaaaacta 


tggatgccaa gaatggccag 


acaatgaatg 


4 o b U 




agaagcaact 


ctfcccatggg acagatgccg gctccgtgcc acacgtcaat 


cgaaatggct 


*± u 




ttaaccgcag ctatgccgga aagaatgctg tggcatatgg 


aaagggaacc 


tattttgctg 


a 

4 y o u 




ccaacgccdd 


LLdULL.L.yuu 


aatgatacgt 


actccagacc 


agatgcaaat- gggagaaagc 


C A vl A 

504 U 




atgtgcacua 


t,g uy uy cty ua 


cttactggaa 


tctatacaca 


tggaaatcat 


tcattaattg 


CI Art 

biuu 




cgccccccLc 


dctctydClUU^ u 


caaaatccta 


ctgacctgta 


taacactatc 


acagataatg 


cicft 
b JLbU 




cgcaccaccc 


doytUtoLLt 


gtggcatttt 


atgactacca 


aacataccca 


gagtacc tta 






LLdCgCLLdy 


add a Lda^dU 


tttggtatcc 


ttcccacaaa 


attattctcc 


atttgtacat 


coon 

D Z a U 




4a >-* 4» — % 4** 4* 4— 4- 

dLCLdyl uy l 


ddddCddy L L. 


ttagcttttt 


tttttaattc 


ctcttaacag 


atttttctaa 






tatCCadyya 


ULdLU^tLUy 


tcgctgmagt 


cagtctttct 


tcagct tc tc 


t ttcataatg 


CA ftft 




gaaatgaact 


CaCCdCCLUy 


agagcaaata 


acttggaaaa 


tttaaataaa 


ataatgcagt 






tgcaactgtg 


cgt ccacaag 


tatggacatc 


aaatctgtgg 


craaaaaaaca 


cratttatatt 






ttcaggaagg 


dydgddtddC 


agtcttatag acagagggca 


caactaaaca 


cagctgccac 


C CQ ft 




tgcaggagac 


dggccccdcg 


tcaggatgcc 


atagtgctgt 


aaaaaaca ca 


gtat taccca 


C CA ft 
D b4 U 




gtgggtaggg 


cccccgcccc 


ccctgggagc 


agggatggta 


tcttaotcaa 


tttttttccc 


c *7 n. n 




t t gaga t gag 


gcc cgugccu 


gatgtacaac 


ggatactcca 


taaatgtttg 


acaaaccaac 


D /OU 




gaagaatgaa 


aaaaagccta 


gtcagactcc 


catccaaagt 


aggaactatc 


tctttaacat 


c a o n 




tcttgactca 


ctatcacttt 


acctcaaatt 


gaacagattc 


catgacggaa 


cttcattctt 


coon 
DO o U 




cacaaactag 


ccagtgacat 


gtgggacagc 


tctggccagg 


gctctgggac 


tgcagtgtac 


D y4 u 




ttgcgctctg 


cacggtccag 


gagctgtgat 


gtggctgtgg 


tctaggggaa 


tcctgcctgc 


£ ft ft ft 




cccatggagt 


tgcgcagcac 


aaccctggct 


ccaattgcca 


gaaggctctt 


tttaatgctg 


OUOU 




aaccaaaatg 


tgcctttttt 


tttttttttt 


gagatggagt 


ttcactcttg 


ttgcccaggc 


zr 1 O ft 




tggagtgcaa 


tggcgcgatc 


tcagctcact 


gcagccactg 


cctcccaggt 


tcaagtgatt 


6180 




ctcctgcctc 


agcctcccga 


gtagctggga 


ttacaggcat 


gcgctaacac 


acccagctaa 


6240 




ttttgtattt 


ttagtagaga 


cgaggtttct 


ccatgttcga 


caggctggtc 


tcgaactccc 


6300 




acctcagcct 


cccaaactgc 


tgggattaca 


ggtgtgagcc 


accgtgacca 


gccaatgtgc 


6360 




cttcttatag 


tgtctactca 


ttggtctttg 


ttctgcccag 


tgataacaat 


gggataacgc 


6420 
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ctgctacaca 


tcttcattgt 


gaaacccttc 


ttattaaata 


gtatat'tttc cttgacagcc 


taaataaacc 


aaaggaagta 


agcagtcata 


tggtgaagtt 


ttaaaaattt 


ccccaggtaa 

* 


cetacattgt' 


gtgccaggta 


gtaaaatagg 


* gaggtcagaa 


ttatctctgc *atttgaaact 


tccttgcctg 


agatcaccta 


gaaaggaacc 


gtgatgtcaa 


gcccattgct 


ctcccactgc 


ttcaggaaca 


cctccgacag 


tcttgaaata 


ctggcttctt 


ctattacagt 


ctcttcattg 


actgacacgg 


agccaatgca 


gatagcacat 


ggacttaatc 


tgctaggaac 


acctgtactt 


ctgcttcatt 


aacatagagg 


ttttggattt 


ttggcagact 


ccttgttgct 


taagagtggc 


atcattgaca 


ataaatgtaa 


gaaattggaa 


cctctggagt 


cgccgcg 





<210> 59 

<211> 1259 

<212> DNA 

<213> Homo sapien 




<400> 59 
agggtggagt 


gcaggcttgg 


aaagcaggag 


caccccttgg 


attctgtctc 


cactgggact 


gactggaagt 


catcgggcag 


aggtctcaca 


cccctccagg 


ccatgaggat 


tctgcagtta 


gggggagaga 


ccaggatcat 


caaggggttc 


gcagccctgt 


tcgagaagac 


gcggctactc 


ctcctgacag 


cagcccactg 


cctcaagccc 


ctccagaagg 


aggagggctg 


tgagcagacc 


ggcttcaaca 


acagcctccc 


caacaaagac 


gcatcgccag 


tctccatcac 


ctgggctgtg 


actgctggca 


ccagctgcct 


catttccggc 
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ccctgtgctg agattaaatg aactctaaga 6480 

tagcgtttga tgattttaaa gccttatgta 654 0 

^tgctaatt t 1 gctaactcct atctattgaa .6600 

gtttaagatt caaacaccat ctattgagca 6660 

tgctttcata cacattgtct caattcctgt 6720 

tgaggaaaca tgctcagagt gcaagaagct * 6780 

ctcagagccg gcaactgaat cttggtccct . 6840 

agaacatggc ctctagatta atgccaccga 6900 

cccccatgtt gccttgtttg ttttttcctt 6960 

gaagctctgt aggccaaggc cagagctgat 702 0 

cagatgctag gggtcgctgg gaggattaag 7080 

gaagtggagg aggctagggg gccacagttg 714 0 

ttttctcttg tggtttgttt tttaagtgga 7200 

tttctaggca ggccactggc atctgaattc 7260 

taaaaaagag aaccgtcgat tcgagggart 7320 

7337 



agctcagcct acgtctttaa tcctcctgcc 60 

caagagatgc agaggttgag gtggctgcgg 120 

gcagccaagg aacctggggc ccgctcctcc 180 

atcctgcttg ctctggcaac agggcttgta 24 0 

gagtgcaagc ctcactccca gccctggcag 300 

tgtggggcga cgctcatcgc ccccagatgg 360 

cgctacatag ttcacctggg gcagcacaac 42 0 

cggacagcca ctgagtcctt cccccacccc 480 

caccgcaatg acatcatgct ggtgaagatg 54 0 

cgacccctca ccctctcctc acgctgtgtc 600 

tggggcagca cgtccagccc ccagttacgc 660 



■« 

ctgcctcaca ccttgcgatg cgccaacatc 
gcctaccccg gcaacatcac agacaccatg 
gactcctgcc agggtgactc cgggggccct 
atctcctggg gccaggatcc gtgtgcgatc 
tgcaaatatg tggactggat ccaggagacg 
cacagcccat caccctccat ttccacttgg 
aaaccctaag ccaagaccct ctacgaacat 
tgtcacttaa taatcaacct ggggttcgaa 
tgaaatattg tgactctggg aatgacaaca 
ccaaagacag ctcctggcca tatatcaagg 

<210> 60 

<211> 980 

<212> DNA 

<213> Homo sapien 

<400> 60 

agaggttgga agcagagcga tgtttcttca 
catgtctccc ccgacctttc ctcctccaac 
gttcacctgg ggcagcacaa cctccagaag 
actgagtcct tcccccaccc cggcttcaac 
gacatcatgc tggtgaagat ggcatcgcca 
accctctcct cacgctgtgt cactgctggc 
acgtccagcc cccagttacg cctgcctcac 
gagcaccaga agtgtgagaa cgcctacccc 
agcgtgcagg aagggggcaa ggactcctgc 
aaccagtctc ttcaaggcat tatctcctgg 
cctggtgtct acacgaaagt ctgcaaatat 
aattagactg gacccaccca ccacagccca 
cctgttcact ctgttaataa gaaaccctaa 
ctcctggact acaggagatg ctgtcactta 
acctggattc aaattctgcc ttgaaatatt 
ttctctgttg tatccccagc cccaaagaca 
atatttgcta aatgagtgaa 



88 

accatcattg agcaccagaa gtgtgagaac 
gtgtgtgcca gcgd'gcagga agggggcaag 
ctggtctgta accagtctct • tcaaggcatt 
acccgaaagc ctggtgtcta cacgaaagt'c 
atgaagaaca' attagactgg acccacccac 
tgtttggttc ctgttcactc* tgttaataag 
tctttgggcc tcctggacta caggagatgc 
atcagtgaga cctggattca aattctgcct 
cctggtttgt tctctgttgt atccccagcc 
tttcaataaa tatttgctaa atgagtgaa 



tcctcaaagg tgtcactcac ctctcccacc 
tactgtctct cccacctcag ccgctacata 
gaggagggct gtgagcagac ccggacagcc 
aacagcctcc ccaacaaaga ccaccgcaat 
gtctccatca cctgggctgt gcgacccctc 
accagctgcc tcatttccgg ctggggcagc 
accttgcgat gcgccaacat caccatcatt 
ggcaacatca cagacaccat ggtgtgtgcc 
cagggtgact ccgggggccc tctggtctgt 
ggccaggatc cgtgtgcgat cacccgaaag 
gtggactgga tccaggagac gatgaagaac 
tcaccctcca tttccacttg gtgtttggtt 
gccaagaccc tctacgaaca ttctttgggc 
ataatcaacc tggggttcga aatcagtgag 
gtgactctgg gaatgacaac acctggtttg 
gctcctggcc atatatcaag gtttcaataa 



<210> 61 - 

,<211> 420 

<212> D^A 

<213> Homo sapien 

<4 00> 61 

gctcggtacc cgtggacatt tccacgagtc 

ctgcaaatat gtggactgga tccaggagac 

ccacagccca tcaccctcca tttccacttg 

. gaaaccctaa gccaagaccc tctacgaaca 

ctgtcactta ataatcaacc tggggttcga 

ttgaaatatt gtgactctgg gaatgacaac 

cccaaagaca gctcctggcc atatatcaag 



<210> 62 

<211> 587 

<212> DNA 

<213> Homo sapien 

<400> 62 

ccggcccaca agagctacat catcgctggt 
gtgcttggat ttgcatattt attgcattgc 
ccaagactcc tcaggcagcg tgtgggtccc 
tgcgggcgcg ggcagccacc caagcctgct 
ctcagcccgc tgagtggggg gtcgtgggcc 
cacacagggc ccggccacac ccagcggccc 
tatgcccggc gccgggcacc aactccatgt 
aatgattcaa attgctgctt ggattttgaa 
gaccccgttt catttttaca ccaatttggt 
aaccgcatgt gatctccaaa aaaaaaaaaa 



<210> 63 

<211> 1940 

<212> DNA 

<213> Homo sapien 

<400> 63 
atttttagat gtttgccgtg gaagggtgag 

aacataagtc tctgatcact ttttattgat 

aattgctcca aatgccactt tttcagaacc 



89 

accccgaaag cctggtgtct acacgaaagt 
gatgaagaac aattagactg gacccaccca 
gtgtttggtt cctgttcact ctgttaataa 
ttctttgggc ctcctggact acaggagatg 
aatcagtgag acctggattc aaattctgcc 
acctggtttg ttctctgttg tatccccagc 
gtttcaataa atatttgcta aatgagtgaa 



ggtctgggtg gcttcggcct tggtctttct 
tggtagagac ccccaggcct gtccaccctg 
gcactctgcc cccatttccc cgatgtcccc 
ggctgcggcc ccctctcggc caggcattgg 
agtccccgag gagctgggcc cctgcacagg 
cccgcacagc cacccgtggg gtgctgccct 
ttggtgtttg tctgtgtttg tttttcaaga 
atttactgta actgtcagtg tacacgtctg 
aaaaatgctg ctctcagcct cccacaatta 
gaaaaagaaa agaaaag 



ccagcatatg gcgtcaaccg tattgttaaa 
tgcaagcaac ataaaagttg ttgaatctca 
tactagacaa gtggatctct ccagtctccc 



WO 2004/092338 £CT7US2004/011104 

•90 



tccagagagt 


ttacctaata 
tgcacagtgg 


tgaccacaga ggaactgctc 


ccgggtcact 


ctgccggggc • 


240 


ctaggaccca 


gtgccacagt 


gctgctcatg 


aggctgctgt 


cgcaggagtg 


300 


gggaaggagg 


aagacctggg cagaaaacag tgcccccagt gtgtgccccc ctgcacctcc 


360 


cccgggtctg gaaaagcttc 


cttttagagg 


aagccaggaa gtcaaatggc 


ccacacaact 


420 


cctctgcaga gggaggcccg ggacctcctt ttcattctcfc gttcatcttt 


acacatttcc 


480 


attattt-tct 


ctccattttc 


ctcagaaatc tctgcccctg ttagaaaatc aaatcaagga 


540 


gactcaccag 


agaataacag aggagctaca 


aaagtatggt 


gtcgacatac 


cggaaejacga 


600 


aaatgaaaaa 


atgttcttcc 


tgatagataa 


aattaatgcc 


tttaatcagg 


acatcactgc 


660 


tctcatgcaa 


ggagaggaaa 


ctgtagggga 


ggaagacatt 


cggctgttta 


ccagactccg 


720 


acacgagttc 


cacaaatgga 


gtacaataat 


tgaaaacaat 


tttcaagaag 


gccataaaat 


780 


tttgagtaga 


aaaatccaga 


aatttgaaaa 


tcagtatcgt 


ggtagagagc 


tgccaggctt 


840 


tgtgaattac 


aggacatttg agacaatcgt 


gaaacagcaa 


atcaaggcac 


tggaagagcc 


900 


ggctgtggat 


atgctacaca 


ccgtgacgga 


tatggtccgg 


cttgctttca 


cagatgtttc 


960 


gataaaaaat 


tttgaagagt 


tttttaacct 


ccacagaacc 


gccaagtcca 


aaattgaaga 


1020 


cattagagca 


gaacaagaga gagaaggtga 


gaagctgatc 


cgcctccact 


tccagatgga 


1080 


acagattgtc 


tactgccagg 


accaggtata 


caggggtgca 


ttgcagaagg 


tcagagagaa 


1140 


ggagctggaa 


gaagaaaaga 


agaagaaatc 


ctgggatttt 


ggggctttcc 


aatccagctc 


1200 


ggcaacagac 


tcttccatgg 


aggagatctt 


tcagcacctg 


atggcctatc 


accaggaggc 


1260 


cagcaagcgc 


atctccagcc 


acatcccttt 


gatcatccag 


ttcttcatgc 


tccagacgta 


1320 


cggccagcag 


cttcagaagg 


ccatgctgca 


gctcctgcag 


gacaaggaca 


cctacagctg 


1380 


gctcctgaag gagcggagcg acaccagcga 


caagcggaag 


ttcctgaagg 


agcggcttgc 


1440 


acggctgacg 


caggctcggc 


gccggcttgc 


ccagttcccc 


ggttaaccac 


actctgtcca 


1500 


gccccgtaga 


cgtgcacgca 


cactgtctgc 


ccccgttccc 


gggtagccac 


tggactgacg 


1560 


acttgagtgc 


tcagtagtca 


gactggatag 


tccgtctctg 


cttatccgtt 


agccgtggtg 


1620 


atttagcagg 


aagctgtgag 


agcagtttgg 


tttctagcat 


gaagacagag 


ccccaccctc 


1680 


agatgcacat 


gagctggcgg 


gattgaagga 


tgctgtcttc 


gtactgggaa 


agggattttc 


1740 


agccctcaga 


atcgctccac 


cttgcagctc 


tccccttctc 


tgtattccta 


gaaactgaca 


1800 


catgctgaac 


atcacagctt 


atttcctcat 


ttttataatg 


tcccttcaca 


aacccagtgt 


1860 


tttaggagca 


tgagtgccgt 


gtgtgtgcgt 


cctgtcggag 


ccctgtctcc 


tctctctgta 


1920 


ataaactcat 


ttctagcaga 










1940 



<210> 64 

<21I> 801 

<212> DNA' 

\<213> Homo sapien . 

<400> 64 

aaggagagtt tgtatcataa gtaggtgttg 

ggtgamtgkt csccwatccc cggattggcg 

actgtcacjaa tgaggagatc ctgaacagtc 

agcccacctt cacccttgtc caaaaatgtg 

tcgcctacct gaaggacaag ctcccctacc 

atcccaagct catcatttgg agccctgtgc 

agttcctcat agggccggag ggagagccct 

tcaacattga gcctgacatc aagcgcctcc 

aacacacaga tctcctactc catccagtcc 

ggagacactg ctggacctca gcattccctt 

cctttcccct ctgcctgttt ccttttcctc 

ggctccaaga cttgggtaag ctctgggcct 

catgggtggt gtctgagagg cgtgaagggc 

aagggcaggt gtggaaacgg c 

<210> 65 

<211> 920 

<212> DNA 

<213> Homo sapien 

<400> 65 

ccttgttcaa acagcactta caggtgggga 
tcaaagctcc attgttagat cctttctgtc 
cctctaatag gctcataagt gggctcaggc 
atggctttca ttgccaagtc cttctatgac 
ctgtcagaat gaggagatcc tgaacagtct 
gcccaccttc acccttgtcc aaaaatgtga 
cgcctacctg aaggacaagc tcccctaccc 
tcccaagctc atcatttgga gccctgtgcg 
gttcctcata gggccggagg gagagccctt 
caacattgag cctgacatca agcgcctcct 



91 



» 

gattatgtca .tatgcgtatg tkctgcatck 
accatttcaa ccaatttgga catcaggaga 
tcaacftatgt ccgtcctggg ggtggatacc 
aggtgaatgg gcagaacgaa catcctgtct 
cttatgatga cccattttcc ctcatgaccg 
gccgctcaga tgtggcctgg aactttgaga 
tccgacgcta cagccgcacc ttcccaacca 
ttaaagttgc catatagatg tgaactgctc 
tgaggagcct taggatgcag catgccttca 
gatatcagtc cccttcactg cagagccttg 
tcccaaccct ctggttggtg attcaacttg 
tcacagaatg atggcacctt cctaaaccct 
ctggagccac tctgctagaa gagaccaata 



cctgtttttg ctaagtcatc ctggggatgc 
ctccttcctg gctcctcctt cctccccacc 
ctctctgcgg ggctcactct gcgcttcacc 
ctcagtgcca tcagcctgga tgggggagaa 
caagtatgtc cgtcctgggg gtggatacca 
ggtgaatggg cagaacgagc atcctgtctt 
ttatgatgac ccattttccc tcatgaccga 
ccgctcagat gtggcctgga actttgagaa 
ccgacgctac agccgcacct tcccaaccat 
taaagttgcc atatagatgt gaactgctca 



acacacagat ctcctactcc atccagtcct gaggagcctt aggatgcagc atgccttcag 
gagacactgc tggacctcag cattcccttg atatcagtcc ccttcactgc agagccttgc 
ctttcccctc tgcctgtttc cttttcctct . cccaa'ccctc - tggttggtga ttcaacttgg 

gctccaagac ttgggtaagc tctgggcctt cacagaatga t'ggcaccttc ctaaaccctc 

■*■ 

atgggtggtg tctgagaggc gtgaagggcc tggagccact ctgctagaag agaccaataa 
agggcaggtg tggaaacggc m 

<210> 66 

<211> 922 

<212> DNA 

<213> Homo sapien 

<400> 66 

gcatggtggc ctgtgtctgt agtctcagct actaaagagg ctgaagcagg aggaatgctt 
gagcccagaa gttcaaggct gcagtgagca acacctcgtc tgtcttgtct ctctctcttt 
cacagtgaaa aagaatgacc ctggggaggg agtgtaggag ggtgaaagag tttcatgttg 
tggatctttc tcttccccca cccactgtcc acgcactttg tctttttcct cccctaggag 
aactgtcaga atgaggagat cctgaacagt ctcaagtatg tccgtcctgg gggtggatac 
cagcccacct tcacccttgt ccaaaaatgt gaggtgaatg ggcagaacga gcatcctgtc 
ttcgcctacc tgaaggacaa gctcccctac ccttatgatg acccattttc cctcatgacc 
gatcccaagc tcatcatttg gagccctgtg cgccgctcag atgtggcctg gaactttgag 
aagttcctca tagggccgga gggagagccc ttccgacgct acagccgcac cttcccaacc 
atcaacattg agcctgacat caagcgcctc cttaaagttg ccatatagat gtgaactgct 
caacacacag atctcctact ccatccagtc ctgaggagcc ttaggatgca gcatgccttc 
aggagacact gctggacctc agcattccct tgatatcagt ccccttcact gcagagcctt 
gcctttcccc tctgcctgtt tccttttcct ctcccaaccc tctggttggt gattcaactt 
gggctccaag acttgggtaa gctctgggcc ttcacagaat gatggcacct tcctaaaccc 
tcatgggtgg tgtctgagag gcgtgaaggg cctggagcca ctctgctaga agagaccaat 
aaagggcagg tgtggaaacg gc 



<210> 67 

<211> 1326 

<212> DNA 

<213> Homo sapien 

<400> 67 

gaactctggg cgccggcccc ggaagtgccc 



gccgagctat tttggttcaa ggactcttcc 



ggtccctaaa gcaagaagga agaccgagaa aaggaagcgg aggagaatcc cggggcatac 
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gcttgacaca cacgcataca aaaagagctt- tagtctcgaa a gaggaatt a ccgaagtgtc 180 

gagagaggaa ttttaagaag tttacaactc cgtcttcgcc ctaaacgcac gctgacccgg 240 

"aaagtaatct cctgaagcta , ggtcaaaggc gggggttcta cggatgccgg aaggagggfcg 300 

cgcgcccatc cttttagcac cgcgagaggc gccggtgttt cgagccgtgg caccggcatc 360 

ggctgacact gctgcctcca gctagttatt tcgtcctctt ccgttcttca cccctacacc 420 

ttggaggtga acttctcacc tgagggctgt aaagactcgt ttgaaaatgg agagccaaga 4 80 

accaacggaa tcttctcaga atggcaaaca gtatatcatt tcagaggagt taatttcaga 540 

aggaaaatgg gtcaagcttg aaaaaacaac gtacatggat cctactggta aaactagaac 600 

ttgggaatca gtgaaacgta caaccaggaa agagcagact gcggatggtg tcgcggtcat 660 

ccccgtgctg cagagaacac ttcactatga gtgtatcgtt ctggtgaaac agttccgacc 720 

accaatgggg ggctactgca tagagttccc tgcaggtctc atagatgatg gtgaaacccc 780 

agaagcagct gctctccggg agcttgaaga agaaactggc tacaaagggg acattgccga 840 

atgttctcca gcggtctgta tggacccagg cttgtcaaac tgtactatac acatcgtgac 900 

agtcaccatt aacggagatg atgccgaaaa cgcaaggccg aagccaaagc caggggatgg 960 

gtgtgtgtcg gctgtgatga aggtggtgtg gttgcattac gtgtcttgga acttgctgct 1020 

agtttgattt attaaaagaa tgtagtcttt catggaaaga atcggtcttt caaatagact 1080 

tcatcagtat tcttgtctct cttcctaatc atgtatttta gcatttttct tttgccactt 1140 

cattcatctt tacgctttct ttgtaaaaaa atgttaaatg acatattgcc ctgttttcta 1200 

tatgaagtgt attcccactt agtaatatga gctgcaggct taagtagtaa acagtgagaa 1260 

acttaaatca ccctggtttc tgtcttcatg tatattttaa gaatggccta agttcccctg 1320 

tagtcc 1326 

<210> 68 

<211> 759 

<212> DNA 

<213> Homo sapien 

<400> 68 

ggacgcgtgg gtcgacccac gcgtcgccca cgcgtcgccc agttcgaggc cgctgcgcgg 60 

ccctgcgcat gctgctggca gatcagggcc agagctggaa ggaggaggtg gtgaccgtgg 120 

agacgtggca ggagggctca ctcaaagcct cctgcctata cgggcagctc cccaagttcc 180 

aggacggaga cctcaccctg taccagtcca ataccatcct gcgtcacctg ggccgcaccc 24 0 

ttgggctcta tgggaaggac cagcaggagg cagccctggt ggacatggtg aatgacggcg 3 00 

tggaggacct ccgctgcaaa tacatctccc tcatctacac caactatgag gcgggcaagg 360 
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atgactatgt gaaggcactg cccgggcaac 


tgaagccttt 


tgagaccctg 


ctgtcccaga 


420 


accagggagg 


caagaccttc 


attgtgggag 


accagatctc 


cttcgctgac 


tacaacctgc 


480 


tggacttgct gctgatccat gaggtcctag 


cccctggctg 


cctggatgcg 


ttccccctgc «, 


540 


tctcagcata 


tgtggggcgc 


ctcagtgccc 


ggcccaagct 


caaggccttc 


ctggcctccc % 


600 


ctgagtacgt 


gaacctcccc 


atcaatggca 


acgggaaaca 


gtgagggttg gggggactct 


660 


gagcgggagg 


cagagtttgc 


cttcctttct 


ccaggaccaa 


taaaatttct 


aagagagcta 


720 


aaaaaaacaa 


aaagggggac 


ggtataaaat 


ccctcaggg 






759 


<210> 69 

<211> 539 

<212> DNA 

<2X3> Homo sapien 












<400> 69 
gcgatctaga 


accggacgcg 




agtcttcgcc 


accatgccgc 


cctacaccgt 


60 


ggtctatttc 


ccagttcgag 


gccgctgcgc 


ggccctgcgc 


atgctgctgg cagatcaggg 




ccagagctgg 


aaggaggagg 


tggtgaccgt 


ggagacgtgg 


caggagggct 


cactcaaagc 


150 


ctcctgccta 


tacgggcagc 


tccccaagtt 


ccaggacgga 


gacctcaccc 


tgtaccagtc 


240 


caataccatc 


ctgcgtcacc 


t- nnn m 

^*yyy ^ 


ccttgggctc 


tatgggaagg 


accagcagga 


300 


ggcagccctg 


gtggacatgg 


tgaatgacgg 


cgtggaggac 


ctccgctgca 


aatacatctc 


360 


cctcatctac 


accaactatg 


aggcgggcaa 


ggatgactat 


gtgaaggcac 


tgcccgggca 


420 


actgaagcct 


tttgagaccc 


tgctgtccca 


gaaccaggga 


ggcaagacct 


tcattgtggg 


480 


agaccagatc 


tccttcgctg 


actacaaact 


ccgaamtcgg 


cggtaccgag 


ctcgattta 


539 


<210> 70 

<211> 1143 

<212> DNA 

<213> Homo sapien 












<400> 70 
gcggccgccg 


gggctggggc 


cggcgggagt 


ccgcgggacc 


ctccagaaga 


gcggccggcg 


60 


ccgtgactca 


gcactggggc 


ggagcggggc 


gggaccaccc 


ttataaggct 


cggaggccgc 


120 


gaggcttcgc 


tggagtttcg 


ccgccgcagt 


cttcgccacc 


acaaactttt 


ctttgttcgc 


180 


caccatgccg 


ccctacaccg 


tggtctattt 


cccagttcga 


ggccgctgcg 


cggccctgcg 


240 


catgctgctg gcagatcagg gccagagctg 


gaaggaggag 


gtggtgaccg 


tggagacgtg 


300 


gcaggagggc 


tcactcaaag 


cctcctgcct 


atacgggcag 


ctccccaagt 


tccaggacgg 


360 


agacctcacc 


ctgtaccagt 


ccaataccat 


cctgcgtcac 


ctgggccgca 


cccttgggct 


420 
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ctatgggaag 


gaccagcagg 


*» 

aggcagccct 


95 

ggtggaca*g 


gtgaatgacg 


gcgtggagga 


480 


cctccgctgc 


aaatacatct 


ccctcatcta 


caccaactat 


gaggcgggca 


aggatgacta 


. 540 


tgtgaaggca 


ctgcccgggc aactgaagcc ttttgagacc 


ctgctgtccc 


agaaccaggg 


600 


aggcaagacc 


ttcattgtgg gagac'cagat . 


ctccttcgct: gactacaacc 


tgctggactt 


660 


gctgctgatc 


catgaggtcc 


tagcccctgg 


ctgcctggat 


gcgttccccc 


tgctctcagc 


720 


a t a t a t qqqq 


cgcc.tcagtg cccggcccaa gctcaaggcc 
* 


ttcctggcct 


cccctgagta 


780 


cgtgaacctc 


cccatcaatg gcaacgggaa acagtgaggg ttggggggac 


tctgagcggg 


. 840 


aggcagagt t 


tgccttccag 


ggaagcgaac 


tcaacaattt 


cctacagaag 


•*> 

caacaccaca 


* 

. 900 


aaaaccaaca 


caactcgata 


cacacaccaa 


gaccaccccg 


cggaggcgcc 


cacgacatgt 


960 


ccgcgggcct 


cgcggcaaca 


acacgacggc 


ccaccctgca 


caggtcggcc 


accggcgggc 


1020 


ccacacaacc 


gtcggacccc 


acaggaccgc 


ccagaccatc 


tccgtggcta 


ccaccgagcg 


1080 


cggcggcaca 


acaccctggc 


ggacgggacc 


cccccctaca 


tacggctacg gctcgccatc 


1140 


aac 












1143 


<210> 71 

<211> 1019 

<212> DNA 

<213> Homo sapien 












<400> 71 
ctgacccagg 


agtggccgct 


gggagggctg gcaggatgtc 


ccagggtccg 


ggagtgccga 


60 


cggggtctgg 


gaggtacccc 


tgggtgctgt 


gctggtactg 


cctggtgctg 


gagctgttgc 


120 


tggcgctggg 


ccgggccgtt 


cttggtccca 


gtggctggct 


gggtagcggc 


cccccttctg 


180 


gggagcacac 


ctgtcttgga 


gggtctgcag 


tgggaccttt 


ctcggcccca 


tcgcaggtcg 


240 


ggttcgaggt 


cctgcccggg 


gctgcctgcc 


tccaggggcc 


gcctgttctc 


actgggctcc 


300 


gcaggggggc 


aggtttccga 


ctcccggggc 


ttcttgtctt 


cgccaccatg 


ccgccctaca 


360 


ccgtggtcta 


tttcccagtt 


cgaggccgct 


gcgcggccct 


gcgcatgctg 


ctggcagatc 


420 


agggccagag 


ctggaaggag gaggtggtga 


ccgtggagac 


gtggcaggag 


ggctcactca 


480 


aagcctcctg 


cctatacggg 


cagctcccca 


agttccagga 


cggagacctc 


accctgtacc 


540 


agtccaatac 


catcctgcgt 


cacctgggcc 


gcacccttgg gctctatggg 


aaggaccagc 


600 


aggaggcagc 


cctggtggac 


atggtgaatg 


acggcgtgga 


ggacctccgc 


tgcaaataca 


ODD 


tctccctcat 


ctacaccaac 


tatgaggcgg 


gcaaggatga 


ctatgtgaag 


gcactgcccg 


720 


ggcaactgaa 


gccttttgag 


accctgctgt 


cccagaacca 


gggaggcaag 


accttcattg 


780 


tgggagacca 


gatctccttc 


gctgactaca 


acctgctgga 


cttgctgctg 


atccatgagg 


840 
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tcctagcccc tggctgcctg gatgcgttcc 

m 

tgagtacgtg aacctcccca tcaatggcaa 
*agcgggaggc agagtttgcc ttcctttctc 



<210> 72 

<r211> 832 

*212> DNA 

<2l'3> Homo sapien 




<40'0> 72 
ctgacccagg 


agtggccgct gggagggctg 


cggggtctgg 


gaggtacccc 


tgggtgctgt 


tggcgctggg 


ccgggccgtt 


cttggtccca 


gggagcacac 


ctgtcttgga 


gggtctgcag 


ggttcgaggt 


cctgcccggg 


gctgcctgcc 


gcaggggggc 


aggtttccga 


ctcccggggc 


ccgtggtcta 


tttcccagtt 


cgaggccgct 


agggccagag 


ctggaaggag 


gaggtggtga 


aagcctcctg 


cctatacggg 


cagctcccca 


agtccaatac 


catcctgcgt 


cacctgggcc 


aggaggcagc 


cctggtggac 


atggtgaatg 


tctccctcat 


ctacaccaac 


tatgcccaag 


gtgaacctcc 


ccatcaatgg 


caacgggaaa 


ggcagagttt 


gccttccttt 


ctccaggacc 



<210> 73 

<211> 1059 

<213> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (51).. (51) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (67) . . (67) 

<223> n=a, c, g or t 
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gcccaagctc 


aaggccttcc 


tggcctcccc 


900 


cgggaaacag 


tgagggttgg' ggggactctg 


960 


caggaccaat 


aaaatttcta 


agagagcta 


1019 






% 


K - 










gcaggatgtc 


ccagggt«scg 


ggagtgccga 


60 


gctggtactg 


cctggtgctg gagctgttgc 


120 


gtggctggct 


gggtagcggc 


cccccttctg 


180 


tgggaccttt 


ctcggcccca 


tcgcaggtcg 


240 


tccaggggcc 


gcctgttctc 


actgggctcc 


300 


ttcttgtctt 


cgccaccatg 


ccgccctaca 


360 


gcgcggccct 


gcgcatgctg 


ctggcagatc 


420 


ccgtggagac 


gtggcaggag 


ggctcactca 


480 


agttccagga 


cggagacctc 


accctgtacc 


540 


gcacccttgg 


gctctatggg 


aaggaccagc 


600 


acggcgtgga 


ggacctccgc 


tgcaaataca 


660 


ctcaaggcct 


tcctggcctc 


ccctgagtac 


720 


cagtgagggt 


tggggggact 


ctgagcggga 


780 


aataaaattt 


ctaagagagc 


ta 


832 



<220> 
<221> 



misc feature 
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<222> (95) . . (95) - 
<223> • n=a, : c, g or t 



<220> 

<221> ■ misc_feature 

<222> (101) . . (101) 

<223> n=a, c, g or t 

<.?20> 

< 2 2 1 > mi sc_f eature 

<222> (118) . . (118) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (123) . . (123) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (165) . . (165) 

<223> n=a, c # g or t 



<220> 

<221> misc_f eature 

<222> (194) . . (194) 

<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (199) . . (199) 

<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (249) . . (249) 

<223> n=a, c, g or t 



<220> 

< 2 2 1 > mi sc_f ea t ure 

<222> (343) . . (343) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (352) . . (352) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 
<222> (388) . . (388) 
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<223> n=a, c, .g or t 



<220> 

<221> miscJfeaEure 

<222> (420) . . (420) 

<223> n=a, c, g'or t 



<220> 

<221> misc_f eature 

<222> <458)..(458) 

<223> "n=a,. c, g or t 

<220> 

<221> misc_f eature 

<222> (488) . . (488) 

<223> n=a, c, g or t 

<220> 

<221> misc_feature 

<222> (525) . . (525) 

<223> n=a, c, g or t 

<220> 

<221> misc — feature 

<222> (533) . . (533) 

<223> n=a, c # g or t 

<220> 

<221> misc_feature 

<222> (535) . . (535) 

<223> n=a, c, g or t 

<220> 

<221> misc_feature 

<222> (538).. (538) 

<223> n=a, c, g or t 

<400> 73 

ttgccggctt gccgggcagg gggggaggcc aggccaaagt gaacaagaca ncccgaggag 60 

gctgttncca tgcccctggg gggctgattg cccanagtgt ngagtcggcc cccagatnca 120 

gcncaggccc ggccctgctc cccaggcagc ccctaaagga ttctnctcag ggaggcacag 180 

gccaggctgg atgnagacnt tcccaaaacc tgacaagatg tgcaggccga ggccggggcc 24 0 

tgggggctnc ctttgctccc agcccaggca atggatgtgc cagaaaggaa tattgcaggc 300 

acttaaacgg gctcccaggg atttttaaac aaaaagcaaa ganctgttgc tncaaatcta 360 

ttgcagacca agcaagcagg tttttatnaa ttttttttat tagctgattg ttgttatttn 420 

ttatatgcag gcctgagtct gcctgtgcgc cacatgcnca ggcttcagcc gctgtaatgg 480 
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tjtcgcatngc ctgatgggtg gagacjctaag cgcgctgtcg agagnacttg cgngngcntc • 54 0 

acccagctaa tctgtagggc tggacctatg tcctaaggac acactaatcg aactatgaac 600 

tacaaagcgt ctatcccagg aggtggctat. ggccacccgt tctgctggcc tggatctccc 660 

cactttaggg gtcaggctcc attaggattt gccccttccc atctyttcct acccaaccac 720 

tcaaattaat ctttytttac ctgagaccag ttgggagccc tggagtgcag ggaggaaagg 780 

ggaagggcca gtttgggctg ccgggtttta gtttcctttg cactgagggc ccccctatta 840 

ccatgaaaaa agggcctgtg ggagcctgca aactccctgc tcaaaaaaac atggagactc 900 

ctgccctgtt gtgtatarat gcaagatatt tatawatatt tttggttgtc aatattwaat 960 

acmgmcccta agttatagta tatttgggca agccmacttg twaatacccc ccctcmctcc 1020 

tgttwcttwc ctaaacarat ataaatggst ggtttttta 1059 

<210> 74 

<211> 917 

<212> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (23) . . (23) 

<22 3> n=a, c, g or t 

<220> 

<221> misc_f eature 

<222> (61) . . (62) 

<223> n=a, c, g or t 

<220> 

<221> misc_f eature 

<222> (70).. (70) 

<223> n=a, c, g or t 

<220> 

<221> mis cofeature 

<222> (83).. (83) 

<223> n=a, c, g or t 

<220> 

<221> misc_feature 

<222> (93).. (93) 

<223> naa, c, g or t 

<220> 

<221> misc^feature 

<222> (106) . . (106) 

<223> n=a, c, g or t 
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<220> 

<221> misc_f eature 

<2'22> "(128) (129) • 

<223>, n=a, c/ g or t 



<220> 

<22l> misc_f eature 

<222> (131).. (131) 

<223> n=a,* c, g or t 



<220> 

<221> misc_f eature 

<222> (135) . . (135) 

<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (173) . . (173) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (180) . . (180) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (344) . . (344) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (358) . . (358) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (361) . . (361) 

<223> n=a, c, g or t 



<220> 

<221> misc — feature 

<222> (363) . . (363) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (365) . . (365) 

<223> n=a, c, g or t 



4 
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<220> i . 

<221> misc^feature „ " . 

<222> (370) . . (370J • *C 

<223> n=a\ c t . g or t 



<220> 

<221> misc_feature 

<222> (372) . . (373) 

<223> n=a, c, g or t 



<220> 

< 2 2 1 > mi s c_f eature 

<222> (378) . . (378) 

<223> n=a, c, g or t 



<220> 

<2 21> misc_f eature 

<222> (383) . . (383) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (416) . . (416) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (447) . . (447) 

<223> n=a, c, g or t 



<220> 

<2 21> misc_f eature 

<222> (464) . . (464) 

<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (467) . . (468) 

<223> n«a, c, g or t 



<220> 

<221> misc_feature 

<222> (471) . . (471) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (473) . . (473) 

<223> n=a, c, g or t 
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<220> . 

<221> mi sc_f eature . 
<222> (486) . . (486) 
<223> n=a, c,> g or t 



<220> 

<221> misc_f eature 
<222> (490) . . (490) % 
<223> . n=a' ( c, g or t 



<220> 

<221> misc_feature 

<222> (492) . . (492) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (495) . . (495) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (497) . . (497) 

<223> n=a, c, g or t 



<220> 

< 2 2 1 > mi sc_f ea t ure 

<222> (500) . . (500) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (504) . . (505) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (512) . . (512) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (515) . . (515) 

<223> n=a, c, g or t 



<220> 

<221> misc_feature 

<222> (537) . . (537) 

<223> n=a, c r g or t 



<220> 
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_<221> misc^feature 
<222> (542) . . (542) 
<223> n=a,°c, g or <t 



<220> 

<2 2 1 > mi sc_f eature 

<222> (550) . . (550) 

<223> n=a, c, g or t 



<220> 

<2 2 1 > mi sc_f eat ure 

<222> (562) . . (562) 

<223> n=a, c, g or t 

<220> 

<221> misc_feature 

<222> (566) . . (566) 

<223> n=a, c, g or t 

<220> 

<221> misc__f eature 

<222> (570) . . (570) 

<223> n=a, c, g or t 

<220> 

<221> misc_feature 

<222> (572) . . (572) 

<223> n=a, c, g or t 

<400> 74 

agactcgcca gccagatgcc aangatgggg attcatacga cccctatgac ttcagtgaca 60 

nngaggaggn aaatgcctca agnacacact ccnaaagacg gcagantcac aggagaccaa 120 

ggaatccnng naagnggagt tgagtgaatc caggttgaag gcattcaagg tgnccctctn 180 

ggatgtgttc cgggaagctc atgcgcagtc aatcggcatg aatcgcctca cagaatccat 240 

caaccgggac agcgaagagc ccttctcttc agttgagatc caggctgctc tgagcaagat 300 

gcaggatgac aatcaggtca tggtgtctga gggcatcatc tggngggtgg ggggaggngt 360 

ngngngtggn gnngggtngt gcngagagag tttgttctgt gtttcccacg cctctncgtg 420 

acccaagtct ttgcctcgac tcccttnaca gtgttgaatt caantgnngg ngnggaatgt 480 

tggtgntgan gntgngntcn gganncggtg gnccntttgg gaatgggtca tgaaggntgc 540 

cntggggtgn ggaaaggggg gncagngggn gnggacaatg actattgcat cttcattgca 600 

aaagcactgg ctcatccgcc ctacttccca tcccacacaa acccaattgt aaataacata 660 

tgacttctga gtacttttgg gggcacaact gttttctgtt gctgtttttt tgttttgttt 720 

tttttctcca gagcactttg gtctagacta ggctttgggt ggttccaatt ggtggagaga 780 
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104 ' V ' v 

-agctctgagg cacgtcatgc -aggtcaagaa agctttcttt ..gcagtagcac cagttaaggt 840 

gaatatgtat tgtatcacaa aacaaaccca atatccagat gratatccga gatgttgaat ^900 

aaacttagcc atttcgt *> 917 r 

i> 

<210> 75 
<211> 912 - 
<212> DNA 
<213> Homo sapien 

<400> 75 

aaacattctt gagctagttt agtcacttca agtaattaca tatccagaaa actagaggag 60 

gaggcagagc acagcatcgt cgggaccaga ctcgtctcag gccagttgca gccttctcag 120 

ccaaacgccg accaaggaaa actcactacc atgagaattg cagtgatttg cttttgcctc 180 

ctaggcatca cctgtgccat accagttaaa caggctgatt ctggaagttc tgaggaaaag 24 0 

cagctttaca acaaataccc agatgctgtg gccacatggc taaaccctga cccatctcag 300 

aagcagaatc tcctagcccc acagaatgct gtgtcctctg aagaaaccaa tgactttaaa 360 

caagagaccc ttccaagtaa gtccaacgaa agccatgacc acatggatga tatggatgat 420 

gaagatgatg atgaccatgt ggacagccag gactccattg actcgaacga ctctgatgat 480 

gtagatgaca ctgatgattc tcaccagtct gatgagtctc accattctga tgaatctgat 540 

gaactggtca ctgattttcc cacggacctg ccagcaaccg aagttttcac tccagttgtc 60 0 

cccacagtag acacatatga tggccgaggt gatagtgtgg ttatggactg aggtcaaaat 660 

ctaagaagtt gcgcagacct gaatacagta ccctgatgct acagacgagg acatcactca 72 0 

caatggaaag cgaggagttg acatggtgca tacaagggca ccacgtggcc agaccgacac 78 0 

ggcgccgagg gccgcggggc acgccaacac caagagcagc gcagaccaac ccaaccggga 84 0 

cagacacaaa acggcagacg aaaaagagcc cgaagacgaa acacagcgca gcgcaacaga 900 

agggcacaaa ag 912 

<210> 76 

<211> 870 

<212> DNA 

<213> Homo sapien 

<400> 76 

aaacattctt gagctagttt agtcacttca agtaattaca tatccagaaa actagaggag 60 

gaggcagagc acagcatcgt cgggaccaga ctcgtctcag gccagttgca gccttctcag 12 0 

ccaaacgccg accaaggaaa actcactacc atgagaattg cagtgatttg cttttgcctc 180 

ctaggcatca cctgtgccat accagttaaa caggctgatt ctggaagttc tgaggaaaag 240 
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v_ Cl y ^— l> \»GIV»0 


- • * 105 
acaaataccc agatgctgtg gccacatggc 


taaaccctga 


cccatctcag 


300. 


ciciyv»cigo»uu 


tcctagcccc acagaccctt ccaagtaagt' ccaacgaaag ccatgaccac 


360 




tggatgatga agatgatgat gaccatgtgg 


acagccagga 


ctccattgac 


-420 


tcaaacaacfc' 


ctgatgatgf agatgacact gatgattctc accagtctga tgagtctcac 


480 




aatctgatga actggtcact gattttccca cggacctgcc agcaaccgaa 


540 


ot" t" t" t" part C 


cagttgtccc cacagtagac acatatgatg- gccgaggtga 


tagtgtggtt 


' 600 




gtcaaaatct aagaagttgc gcagacctga 


atacacxtacc 


ctgatgctac 


660 


agacgaggac 


atcactcaca atggaaagcg aggagttgac 


ataatacata 


caagggcacc 


720 


acgtggccag 


accgacacgg cgccgagggc cgcggggcac 


gccaacacca 


aqaqcaQCQC 


780 


agaccaaccc 


aaccgggaca gacacaaaac ggcagacgaa 


aaagagcccg 


aagacgaaac 


840 


acagcgcagc 


gcaacagaag ggcacaaaag 






870 


<210> 77 

<211> 859 

<212> DNA 

<213> Homo sapien 








<400> 77 
aaacattctt 


gagctagttt agtcacttca agtaattaca 


tatccagaaa 


actagaggag 


60 


gaggcagagc 


acagcatcgt cgggaccaga ctcgtctcag 


gccagttgca 


gccttctcag 


120 


ccaaacgccg 


accaaggaaa actcactacc atgagaattg 


cagtgatttg 


cttttgcctc 


180 


ctaggcatca 


cctgtgccat accagttaaa caggctgatt 


ctggaagttc 


tgagggaccc 


240 


atctcagaag 


cagaatctcc tagccccaca gaatgctgtg 


tcctctgaag 


aaaccaatga 


300 


ctttaaacaa 


gagacccttc caagtaagtc caacgaaagc 


catgaccaca 


tggatgatat 


360 


ggatgatgaa 


gatgatgatg accatgtgga cagccaggac 


tccattgact 


cgaacgactc 


420 


tgatgatgta 


gatgacactg atgattctca ccagtctgat 


gagtctcacc 


attctgatga 


480 


atctgatgaa 


ctggtcactg attttcccac ggacctgcca 


gcaaccgaag 


ttttcactcc 


540 


agttgtcccc 


acagtagaca catatgatgg ccgaggtgat 


agtgtggtta 


tggactgagg 


600 


tcaaaatcta 


agaagttgcg cagacctgaa tacagtaccc 


tgatgctaca 


gacgaggaca 


660 


tcactcacaa 


tggaaagcga ggagttgaca tggtgcatac 


aagggcacca 


cgtggccaga 


720 


ccgacacggc 


gccgagggcc gcggggcacg ccaacaccaa 


gagcagcgca 


gaccaaccca 


780 


accgggacag 


acacaaaacg gcagacgaaa aagagcccga 


agacgaaaca 


cagcgcagcg 


840 


caacagaagg 


gcacaaaag 






859 



<210> 78 
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<211> 1125 

<212> DNA . 
<2%3> Homo sapien 

*<400> 78 ' 

ggagggctag gcccgtgccc ccgcttgcca ^rcggatggtc actccaccat ccccaccaaa 60 

gagcccaccc tgcatgcaag ggattgaagg gtcctgccgg tgagaccctg tccggcccag 120 

tgccatctgc cccccgaggc tgctagatgt cggtgtaggc atgtcccacc cacccgccgc 180 

<ctcccacgga cctcggggac accagagctg ccgacttgga gactcctggt ctgtgaagag 24 0 

ccggtggtgc ccgtgcccgc aggaactggg ctgggcctcg tgcgccctgg ggtctgcgct 300 

tggtctttct gtgcttggat ttgcatattt attgcattgc tggtagagac ccccaggcct 360 

gtccaccctg ccaagactcc tcaggcagcg tgtgggtccc gcactctgcc cccatttccc 420 

cgatgtcccc tgcgggcgcg ggcagccacc caagcctgct ggctgcggcc ccctctcggc 480 

caggcattgg ctcagcccgc tgagtggggg gtcgtgggcc agtccccgag gagctgggcc 540 

cctgcacagg cacacagggc ccggccacac ccagcggccc cccgcacagc cacccgtggg 600 

gtgctgccct tatgcccggc gccgggcacc aactccatgt ttggtgtttg tctgtgtttg 660 

tttttcaaga aatgattcaa attgctgctt ggattttgaa atttactgta actgtcagtg 720 

tacacgtctg gaccccgttt catttttaca ccaatttggt aaaaatgctg ctctcagcct 780 

cccacaatta aaccgcatgt gatctccaaa gaaaaacaaa aaacaacaac caacacaaca 

aaaaaaccaa gaaaacccgc gcaccgccag aaaaccaggc agacccaaga aacacagggc 

gcaccgcgcc gctgcagcaa cgaacaagga ccgtagtgcc gcaccgagca cgaaccaacg 960 

acgggagaac agggccacca cacaagacac aagcgacgac aaccacaacc gcaccagcgg 1020 

caggggatga gacaccacgc gcaacgaaca ggacaagata ggcacgaaag caacaagtca 1080 

cagaaacacg aggggagggg cccagccagc gacaaacaac agccg 1125 

<210> 79 

<211> 2291 

<212> DNA 

<213> Homo sapien 

<400> 79 

gacctaggca ggaagtcggc gcgggcggcg cggacagtat ctgtgggtac ccggagcacg 60 

gagatctcgc cggctttacg ttcacctcgg tgtctgcagc accctccgct tcctctccta 120 

ggcgacgaga cccagtggct agaagttcac catgtctatt ctcaagatcc atgccaggga 180 

gatctttgac tctcgcggga atcccactgt tgaggttgat ctcttcacct caaaaggtct 240 

cttcagagct gctgtgccca gtggtgcttc aactggtatc tatgaggccc tagagctccg 3 00 

ggacaatgat aagactcgct atatggggaa gggtgtctca aaggctgttg agcacatcaa 3 60 



840 
900 
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1G7 * 


£» 






taaaactfatt 


gcgcctgccc tggttagcaa gaaactgaac gtcacagaac aagagaagat 


420 


• 

tgacaaactg atgatcgaga 


tggatggaac 


agaaa^taaa 


tctaagtttg 


gtgegaaege 


480 


cattctgggg 


gtgtcccttg 


ccgtctgcaa 


agctggtgcc 


gttgagaagg 


gggtccccct 


540 


gtaccgccac 


atcgctgact 


tggctggcaa 


ctctgaagtc 


atcctgccag 


tcccggcgtt 


- n 

600 


caatgtcatc 


aatggcggtt 


etcatgetgg 


caacaagctg 


gecatgeagg 


c - 

agttcatgat 


660 


cctcccagtc ggtgcagcaa acttcaggga agccatgcgc attggagcag aggtttacca 


720 


caacccgaag 


ciciL.yL.^civ-^ci 


yy y 


t* aaaaaaaa t 


gccaccaatg 


tgggggatga 


780 


aggcgggc t c 




v» i^v* l. y y ay aci 




ctggagctgc 


tgaagactgc 


840 


Cauuygyadd 




ctoataaaat 


ggtcategge 


atggacgtag 


cggcctccga 


900 


gttcttcagg 


cccgggaagt. 


aLyaCLLyya 


cttcaagtct 


cccgatgacc 


ccagcaggta 


960 


catctcgcct 


gaccagctgg 


ctydcctytd 


caagtccttc 


atcaaggact 


acccagtggt 


1020 


gtccaccgaa 


ydCCCCCtty 


a^uayyctLya 


ctggggagct 


tggcagaagt 


tcacagccag 


1080 


tgcaggaatc 


caggcag egg 


y y y d LyaLLu 


cacagtgacc 


aacccaaaga 


ggatcgccaa 


1140 


gyCCCytgad 


t—ycLy ddy ui^t— 


uy^aouuy^^ 


tcctgctcaa 


agtcaaccag 


attggctccg 


1200 


cgaccgagcc 


t. c u t cciy y t»y 


u y v_ a ay LLyy 


cccaggccaa 


tggttggggc 


gtcatggtgt 


1260 


ctcatcgtxc 


ggggga ga c t 


s d h ^ ft* t~ 

yaagatdttt 


teategctga 


cctggttgtg gggctgtgca 


1320 


ctgggcagat 


Cciagcic tgy t 


n r~> f~* \~ t* ftf i*" 1 
yLL^LL. i.y v<w 


gatctgagcg 


cttggccaag 


tacaaccagc 


1380 


tcctcagaat 


tgaagaggag 


ctgggcagca 


aggctaagtt 


tgeeggcagg 


aacttcagaa 


1440 


accccttggc 


caagtaagct 


gtgggcaggc 


aagcccttcg gtcacctgtt 


ggctacacag 


1500 


accccctccc 


cctcgtgtca 


gctcaggcag 


ctcgaggccc 


ccgaccaaca 


ettgeagggg 


1560 


tccctgctag 


ttagcgcccc 


acccgccgtg 


gagttegtae 


cgcttcctta 


gaacttctac 


1620 


agaagccaag 


ctccctggag 


ccctgttggc 


agctctagct 


ttgcagtcgt 


gtaattggcc 


1680 


caagtcattg 


tttttctege 


ctcactttcc 


accaagtgtc 


tagagtcatg 


tgagcctcgt 


1740 


gtcatttccg 


gggtggccac 


aggctagatc 


cccggtggtt 


ttgtgctcaa 


aataaaaagc 


1800 


ctcagtgacc 


cctggaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaagagagee 


acaaaaaaaa 


1860 


caaaaaaaaa 


ccaaaaacaa 


caatgtgtgt 


gggcgcggcg 


catcggcgcc 


cttgagagag 


1920 


aaggttttag 


aaaccacccg 


tggtgggggc 


gcgcgcggcg 


gccccgaagc 


gatgagaggc 


loan 


aacacgggga 


caaaaagagg ggtcccaaga 


ggaaccactc gggggcaaga 


gacaaaaagg 


2040 


gggggggCtC 


cccacaataa 


aaacaccgcg 


cegggggagg ggaccacgag ggcgctcctc 


2100 


ggagagcaca 


ctcccaagag 


aggacacaag 


agggggaacg 


cacaacaaag 


gggaggttaa 


2160 



WO 2004/092338 

aaacacagga ggggcgcaca acgaggaggc 

* ggcgtggtgg gggggaacaa caaagaaaag 

- * 

aaacagagaa c 
<210> 80 

<:211> i459 \ 

<212> • DNA 

<213> Homo sapien 

<400> 80 

gacctaggca ggaagtcggc gcgggcggcg 
gagatctcgc cggctttacg ttcacctcgg 
ggcgacgaga cccagtggct agaagttcac 
gatctttgac tctcgcggga atcccactgt 
cttcagagct gctgtgccca gtggtgcttc 
ggacaatgat aagactcgct atatggggaa 
taaaactatt gcgcctgccc tggttagcaa 
tgacaaactg atgatcgaga tggatggaac 
cattctgggg gtgtcccttg ccgtctgcaa 
gtaccgccac atcgctgact tggctggcaa 
caatgtcatc aatggcggtt ctcatgctgg 
cctcccagtc ggtgcagcaa acttcaggga 
caacctgaag aatgtcatca aggagaaata 
aggcgggttt gctcccaaca tcctggagaa 
tattgggaaa gctggctaca ctgataaggt 
gttcttcagg tctgggaagt atgacctgga 
catctcgcct gaccagctgg ctgacctgta 
gtctatcgaa gatccctttg accaggatga 
tgcaggaatc caggtagtgg gggatgatct 
ggcccgtgaa cgagaagtcc tgcaactgcc 
tgaccagctg gctgacctgt acaagtcctt 
agatcccttt gagctccctg gagccctgtt 
gcccaagtca ttgtttttct cgcctcactt 
cgtgtcattt ccggggtggc cacaggctag 
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gcgaagatca caaaaaaaca ccccccctca 2220 

aaaaaaaaaa gacaaaacag agaaacaaag 2280 

. 2291 

. 0 

cggacagtat ctgtgggtac ccggagcacg 60 

tgtctgcagc accctccgct tcctctccta 120 

catgtctatt ctcaagatcc atgccaggga 180 

tgaggttgat ctcttcacct caaaaggtct 240 

aactggtatc tatgaggccc tagagctccg 300 

gggtgtctca aaggctgttg agcacatcaa 3 60 

gaaactgaac gtcacagaac aagagaagat 420 

agaaaataaa tctaagtttg gtgcgaacgc 480 

agctggtgcc gttgagaagg gggtccccct 54 0 

ctctgaagtc atcctgccag tcccggcgtt 600 

caacaagctg gccatgcagg agttcatgat 660 

agccatgcgc attggagcag aggtttacca 720 

tgggaaagat gccaccaatg tgggggatga 780 

taaagaaggc ctggagctgc tgaagactgc 84 0 

ggtcatcggc atggacgtag cggcctccga 900 

cttcaagtct cccgatgacc ccagcaggta 960 

caagtccttc atcaaggact acccagtggt 1020 

ctggggagct tggcagaagt tcacagccag 1080 

cacagtgacc aacccaaaga ggatcgccaa 114 0 

tcctgctcaa agtcaaccag attggctccg 12 00 

catcaaggac tacccagtgg tgtctatcga 1260 

ggcagctcta gctttgcagt cgtgtaattg 1320 

tccaccaagt gtctagagtc atgtgagcct 1380 

atccccggtg gttttgtgct caaaataaaa 1440 
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109 








agcctcagtg acccctgga 










1459 


* * 

<210> 8.1 
<211> 1370 
<212> DNA 

<213> Homo sapien < 








«• 




V T U U ^ O J. - 

. aaaaaaaaaa 


aaactcatct 


ttqqaqqaca 


aaaggctttc 


catatgttag 


aaaaatttga 


60 


atctcatagt 


gagacccttt 


ggttagcttt 


ccacgccaag 


tggccgttcc 


aggcaggcag 


120 


tgtcgtcttg 


gttcagccaa 


ggtcacagag 


ggagtgatag 


cttccgcgca 


gccctggcta 


180 


cggactctgg 


gcatctttcc 


actgccccgc 


ttgcgccacc 


tgttaggcag 


gatcgttttt 


240 


cctctggggc 


aagatcaaaa 


tccaggtcct 


gcaggaagaa 


actcctctta 


aaaatagtag 


300 


ggaagagtct 


ccctggaact 


gttttctcct 


ttcaggatga 


99999a tcga 


gcaagccact 


360 


gtaacccctg 


gcttggcttc 


ctcttactat 


gagattgctc 


gtgggccctt 


agaagttcca 


420 


ggtcttcagc 


cctaatctgc 


cttttttttg 


ggattcctag 


attaagcctg 


atcaagatga 


480 


caacctccca 


aaagcaccga 


QacttCQtqq 


cagagcccat 


gggggagaag 


ccagtgggga 


540 


gcctggctgg 


gattggtgaa 


gtcctgggca 


agaagctgga 


ggaaaggggt 


tttgacaagg 


600 


tgtggggtgg 


ctgcgtgtac 


ctagtgcaag 


cggcgggtgg 


aagggaagtg 


attccatctg 


660 


ctgggggatg 


gacagtaagg 


tataatctga 


agaggctgcc 


agagcctggg 


cacctggtgg 


720 


agaggagagg 


ggggcaaaac 


ccgcgctgct 


tcctgggctt 


gtgtgctctg 


aatggcacag 


780 


gaatggctgt 


cttgctctta 


tctctcactg 


agcactgagc 


agcacgctcc 


ttccttttcc 


840 


ctgttttgca 


ggcctatgtt 


gtccttggcc 


agtttctggt 


gctaaagaaa 


gatgaagacc 


900 


tcttccggga 


atggctgaaa 


gacacttgtg 


gcgccaacgc 


caagcagtcc 


cgggactgct 


960 


tcggatgcct 


tcgagagtgg 


tgcgacgcct 


tcttgtgatg 


ctctctggga 


agctctcaat 


1020 


ccccagccct 


catccagagt 


ttgcagccga 


gtagggactc 


ctcccctgtc 


ctctacgaag 


1080 


gaaaagattg 


ctattgtcgt 


actcacctcc 


gacgtactcc 


ggggtctttt 


gggagttttc 


1140 


tcccctaacc 


atttcaactt 


ttttttggat 


tctcgctctt 


gcatgcctcc 


cccgtccttt 


1200 


ttcccttgcc 


agttccctgg 


tgacagttac 


cagctttcct 


gaatggattc 


ccggccccat 


1260 


ccctcacccc 


caccctcact 


ttcaatccgt 


ttgataccat 


ttggctcctt 


ttttggcaga 


1320 


acagtcactg 


tccttgtaaa 


gttttttaga 


tcaataaagt 


cagtggcttt 




1370 



<210> 82 

<211> 350 

<212> DNA 

<213> Homo sapien 
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<400> 82 

ggacgcgtgg gtcgacggac gcgtgggtcg acccacgcgt ccgccagatg accgacctgg 60 

• » • • 

tcactcctcc tgccaacatt " cagtctggta tgtgaggcgt gcgtgaagca agaactcctg 120 

gagctacagg gacagggagc catcattcct gcctgggaat cctggaagac ttcctgcagg 180 

- agtcagcgtt caatcttgac cttgaagatg ggaaggatgt tctttttacg tac<»aattct 24 0 

tttgtctttt gatattaaaa agaagtacat gttcattgta gagaatttgg aaactgtaga 300 

agagaatcaa gaagaaaaat aaaaatcagc tgttgtaatc acctagcaaa 350 



<210> 83 

<211> 814 

<212> DNA 

<213> Homo sapien 












<400> 83 
cctacacaac 


ttggggcccc 


tctcctctcc 


agcccttctc 


ctgtgtgcct 


gcctcctgcc 


60 


gccgccacca 


tgaccaccac 


catccgccag 


ttcacctcct 


ccagctccat 


caagggctcc 


120 


tccggcctgg 


ggggcggctc 


gccccgcacc 


tcctgccggc 


tgtctggcgg 


cctgggtgcc 


180 


ggctcctgca 


ggctgggatc 


tgctggcggc 


ctgggcagca 


ccctcggggg 


tagcagctac 


240 


tccagctgct 


acagctttgg 


ctctggtggt 


ggctatggca gcagctttgg gggtgttgat 


300 


gggctgctgg 


ctggaggtga 


gaaggccacc 


atgcagaacc 


tcaatgaccg 


cctggcctcc 


360 


tacctggaca 


aggtgcgtgc 


cctggaggag 


gccaacactg 


agctggaggt 


gaagatccgt 


420 


gactggtacc 


agaggcaggc 


cccggggccc 


gcccgtgact 


acagccagta 


ctacaggaca 


480 


attgaggagc 


tgcagaacaa 


gatcctcaca 


gccaccgtgg 


acaatgccaa 


catcctgcta 


540 


cagattgaca 


atgcccgtct 


ggctgctgat 


gacttccgca 


ccaagtttga gacagagcag 


600 


ggcctgcgcc 


tgagtgtgga 


ggccgacatc 


aatggcctgc 


gccagggtgc 


cggkaagatg 


660 


rmcctggcag 


aagcgggacc 


gggagatgcg 


aaatgggaga 


acccaagggg agccggctac 


720 


ggaagaaaac 


cccggggggg 


ataaaccctg 


aagccagggg 


gcggggacac 


cgcgggatgg 


780 


cccccccaag 


ggggcggagc 


caaccagata 


9999 






814 



<210> 84 

<211> 1731 

<212> DNA 

<213> Homo sapien 

<400> 84 

gtggagggca cgcagacatt ctgggaagcc acttgcccca cccctgggct gcttcttctt 60 

gagatcagga ggggcgttgc ccagggctgg tgttgccagg tggaggcctg ctgaggcagt 120 

ggttgtgggg atcggtctcc aggcagcagg gggcagcagg gtcaaggaga ggctaactgg 180 
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ccacgggtgg 


ggccagcagg 


cgggcagaag 


gaggctttaa 


agcgcctacc 


ctgcctgcag 


240 


'gtgagcagtg 


gtgtgtgaga 


gccaggcgtc cctctgcctg cccactcagt 


ggcaacaccc 


300* 


gggagctgtt 


ttgtcctttg 


tggagcctca 


gcagttccct 


ctttcagaac t-cactgccaa 


360 


gagccctgaa 


caggagccac 


catgcagtgc 


ttcagcctca 


ttaagaccat 


gatgatcctc 


420 


ttcaatttgc 


tcatctttct 


gtgtggtgca gccctgttgg cagtgggcat 


ctgggtgtca 


4 80 


atcgatgggg 


catcctttct 


gaagatcttc 


gggccactgt 


cgtccagtgc catgcagttt 


540 


gtcaacgtgg 


gctacttcct 


catcgcagcc 


ggcgttgtgg 


tctttgctct 


tggtttcctg 


600 


ggctgctatg 


gtgctaagac 


tgagagcaag 


tgtgccctcg 


tgacgttctt 


cttcatcctc 


660 


ctcctcatct 


tcattgctga 


ggttgcagct 


gctgtggtcg 


ccttggtgta 


caccacaatg 


720 


gtgagacact 


gggatggagg 


aagggaagaa 


gattgggcaa 


aaccctggga 


gtgggctgtg 


780 


gcctgtgaat 


ggccaccttc 


tgtaccagcc 


cctaaacact 


ggcctgcctc 


acccaggctg 


840 


agcacttcct 


gacgttgctg 


gtagtgcctg 


ccatcaagaa 


agattatggt 


tcccaggaag 


900 


acttcactca 


agtgtggaac 


accaccatga 


aaggggtaag 


gttggctggg 


ggaggtttta 


960 


gggtggagag 


aaagaagcaa 


ggccccacct 


ccaccctcat 


cttgtctcca 


gctcaagtgc 


1020 


tgtggcttca 


ccaactatac 


ggattttgag gactcaccct 


acttcaaaga 


gaacagtgcc 


1080 


tttcccccat 


tctgttgcaa 


tgacaacgtc 


accaacacag 


ccaatgaaac 


ctgcaccaag 


1140 


caaaaggctc 


acgaccaaaa 


agtagagggt 


tgcttcaatc 


agcttttgta 


tgacatccga 


1200 


actaatgcag 


tcaccgtggg 


tggtgtggca 


gctggaattg 


ggggcctcga 


gctggctgcc 


1260 


atgattgtgt 


ccatgtatct 


gtactgcaat 


ctacaataag 


tccacttctg 


cctctgccac 


1320 


tactgctgcc 


acatgggaac 


tgtgaagagg 


caccctggca 


agcagcagtg 


attgggggag 


1380 


gggacaggat 


ctaacaatgt 


cacttgggcc 


agaatggacc 


tgccctttct 


gctccagact 


1440 


tqqqqctaqa 


tagggaccac 


tccttttagg 


cgatgcctga 


ctttccttcc 


attggtgggt 


1500 


ggatgggtgg 


ggggcattcc 


agagcctcta 


aggtagccag 


ttctgttgcc 


cattccccca 


1560 


gtctattaaa 


cccttgatat 


gccccctagg 


cctagtggtg 


atcccagtgc 


tctactgggg 


1620 


gatgagagaa 


aggcatttta 


tagcctgggc 


ataagtgaaa 


tcagcagagc 


ctctgggtgg 


1680 


atgtgtagaa 


ggcacttcaa 


aatgcataaa 


cctgttacaa 


tgttaaaaaa 


a 


1731 



<210> 85 

<211> 1778 

<212> DNA 

<213> Homo sapien 



<400> 85 

ggcacccata gcccagaaag gaaataggag gctgggccct cacctgcctg ttttcaatcc 



60 
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tagctatgtg 


gcaggaccct 


ggcagcagtg agggaaagtc 


ttgcccctct 


gcccaccctg 


120 


aggatatttc tagaacccct gatctccttt atatctgccc aggtgtgcag 


cctggtccta' 


180 


gctatgcata 


tcccagctcc 


catttttctg gctctagagg atgtttccct ccttacagga 


240 


tgaggtttta" 


gactccctag 


ccaataaaga gggaagtttc 


tcggctccca 


tccttcttac 


300 


tcagctgtgt ggtagtaagc tacttgccag cactgtttaa ggcctgcctg 


acctctctct 


360 


ccccagctgt gtggtgcagc cctgttggca gtgggcatct 


gggtgtcaat 


cgatggggca 


420 


tcctttctga 


agatcttcgg gccactgtcg tccagtgcca 


tgcagtttgt 


caacgtgggc 


480 


tacttcctca 


tcgcagccgg 


cgttgtggtc tttgctcttg 


gtttcctggg 


ctgctatggt 


540 


gctaagactg 


agagcaagtg 


tgccctcgtg acggtgtgtg 


aaacccagct 


ccacaggctg 


600 


atgaccaaga 


gtcccctcgc 


ccttgacacc aggccctggg 


attcccaaac 


cctgctttgg 


660 


acccccctag 


gctcaggctt 


ctgtctcact tttccggggg 


ggggattagg 


gcaaggaggg 


720 


catgagggac 


tgtctctccc 


taaaacccag acccctgttc 


cccactcgtt 


cttcttcatc 


780 


ctcctcctca 


tcttcattgc 


tgaggttgca gctgctgtgg 


tcgccttggt 


gtacaccaca 


840 


atggtgagac 


actgggatgg 


aggaagggaa gaagattggg 


caaaaccctg 


ggagtgggct 


900 


gtggcctgtg aatggccacc 


ttctgtacca gcccctaaac 


actggcctgc 


ctcacccagg 


960 


ctgagcactt 


cctgacgttg 


ctggtagtgc ctgccatcaa 


gaaagattat 


ggttcccagg 


1020 


aagacttcac 


tcaagtgtgg 


aacaccacca tgaaagggct 


caagtgctgt 


ggcttcacca 


1080 


actatacgga 


ttttgaggac 


tcaccctact tcaaagagaa 


cagtgccttt 


cccccattct 


1140 


gttgcaatga 


caacgtcacc 


aacacagcca atgaaacctg 


caccaagcaa 


aaggctcacg 


1200 


accaaaaagt 


agagggttgc 


ttcaatcagc ttttgtatga 


catccgaact 


aatgcagtca 


1260 


ccgtgggtgg 


tgtggcagct 


ggaattgggg gcctcgagct 


ggctgccatg 


attgtgtcca 


1320 


tgtatctgta 


ctgcaatcta 


caataagtcc acttctgcct 


ctgccactac 


tgctgccaca 


1380 


tgggaactgt 


gaagaggcac 


cctggcaagc agcagtgatt 


gggggagggg acaggatcta 


1440 


acaatgtcac 


ttgggccaga 


atggacctgc cctttctgct 


ccagacttgg ggctagatag 


1500 


ggaccactcc 


ttttaggcga 


tgcctgactt tccttccatt 


ggtgggtgga 


tgggtggggg 


1560 


gcattccaga 


gcctctaagg 


tagccagttc tgttgcccat 


tcccccagtc 


tattaaaccc 


1620 


ttgatatgcc 


ccctaggcct 


agtggtgatc ccagtgctct 


actgggggat 


gagagaaagg 


1680 


cattttatag 


cctgggcata 


agtgaaatca gcagagcctc 


tgggtggatg 


tgtagaaggc 


1740 


acttcaaaat 


gcataaacct 


gttacaatgt taaaaaaa 






1778 



<210> 86 
<211> 766 
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<212> DNA 

<213> -Homo sapi£n ^ 
. ,<400> 86 . , 



cggccgccta 


ctactactaa attcgcggcc gcgtcgactg aragggctca agtgctgtgg 


60 


cttcaccaac 


tatacggatt 


ttgaggactc 


accctacttc 


aaagagaaca 


gtgcctttcc 




cccattctgt 


tgcaatgaca acgtcaccaa cacagccaat gaaacctgca 


ccaagcaaaa 


180 


ggctcacgac 


caaaaagtag 


agggttgctt 


caatcagctt 


ttgtatgaca 


tccgaactaa 


240 


tgcagtcacc 


gtgggtggtg 


tggcagctgg 


aattgggggc 


ctcgagctgg 


ctgccatgat 


300 


tgtgtccatg 


tatctgtact 


gcaatctaca 


ataagtccac 


ttctgcctct 


gccactactg 


360 


ctgccacatg 


ggaactgtga 


agaggcaccc 


tggcaagcag 


cagtgattgg 


gggaggggac 


420 


aggatctaac 


aatgtcactt 


gggccagaat 


ggacctgccc 


tttctgctcc 


agacttgggg 


480 


ctagataggg 


accactcctt 


ttaggcgatg 


cctgactttc 


cttccattgg 


tgggtggatg 


540 


ggtggggggc 


attccagagc 


ctctaaggta 


gccagttctg 


ttgcccattc 


ccccagtcta 


600 


ttaaaccctt 


gatatgcccc 


ctaggcctag 


tggtgatccc 


agtgctctac 


tgggggatga 


660 


gagaaaggca 


ttttatagcc 


tgggcataag 


tgaaatcagc 


agagcctctg ggtggatgtg 


720 


tagaaggcac 


ttcaaaatgc 


ataaacctgt 


tacaatgtta 


aaaaaa 




766 



<210> 87 

<211> 1655 

<212> DNA 

<213> Homo sapien 

<400> 87 

gtggagggca cgcagacatt ctgggaagcc acttgcccca cccctgggct gcttcttctt 60 

gagatcagga ggggcgttgc ccagggctgg tgttgccagg tggaggcctg ctgaggcagt 120 

ggttgtgggg atcggtctcc aggcagcagg gggcagcagg gtcaaggaga ggctaactgg 180 

ccacgggtgg ggccagcagg cgggcagaag gaggctttaa agcgcctacc ctgcctgcag 240 

gtgagcagtg gtgtgtgaga gccaggcgtc cctctgcctg cccactcagt ggcaacaccc 3 00 

gggagctgtt ttgtcctttg tggagcctca gcagttccct ctttcagaac tcactgccaa 3 60 

gagccctgaa caggagccac catgcagtgc ttcagcttca ttaagaccat gatgatcctc 420 

ttcaatttgc tcatctttct gtgtggtgca gccctgttgg cagtgggcat ctgggtgtca 4 80 

atcgatgggg catcctttct gaagatcttc gggccactgt cgtccagtgc catgcagttt 54 0 

gtcaacgtgg gctacttcct catcgcagcc ggcgttgtgg tctttgctct tggtttcctg 600 

ggctgctatg gtgctaagac tgagagcaag tgtgccctcg tgacgttctt cttcatcctc 660 

ctcctcatct tcattgctga ggttgcagct gctgtggtcg ccttggtgta caccacaatg 720 
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gtgagacact 


gggatggagg 


aagggaagaa 


114 

gattgggcaa 


aaccctggga 


gtgggctgtg 


780 


gcctgtgaat 
agcacttcct 


ggccaccttc 
gacgfctgcftg 


tgtaccagcc 
gtagtgcctg 


cctaaacact* ggcctgcctc acccaggctg 
ccatcaagaa agattatggt^tcccaggaag 


840 
900 


acttcactca 


agtgtggaac 


accaccatga 


aagggctcaa gtgctgtggc ttcaccaact 


960 


atacggattt ' 


tgaggactca 


ccctacttca 


aag'agaacag 


tgcctttccc 


ccattctgtt 


1020 


gcaatgacaa 


cgtcaccaac 


acagccaatg 


aaacctgcac 


caagcaaaag 


gctcacgacc 


1080 


aaaaagtaga 


gggttgcttc' 


aatcagcttt 


tgtatgacat 


ccgaactaac 


gcagtcaccg 


1140 


tqqqtqqtqt 

«333 3«3 J 


ggcagctgga 


attgggggcc 


tcgagctggc 


tgccatgatt 


gtgtccatgt 


1200 


atctgtactg 


caatctacaa 


taagtccact 


tctgcctctg 


ccactactgc 


tgccacatgg 


1260 


gaactgtgaa 


gaggcaccct 


ggcaagcagc 


agtgattggg 


ggaggggaca 


ggatctaaca 


1320 


atgtcacttg 


ggccagaatg 


gacctgccct 


ttctgctcca 


gacttggggc 


tagataggga 


1380 


ccactccttt 


taggcgatgc 


ctgactttcc 


ttccattggt 


gggtggatgg gtggggggca 


1440 


ttccagagcc 


tctaaggtag 


ccagttctgt 


tgcccattcc 


cccagtctat 


taaacccttg 


1500 


atatgccccc 


taggcctagt 


ggtgatccca 


gtgctctact 


qqqqqatqaq 


agaaaggcat 


1560 


tttatagcct 


gggcataagt 


gaaatcagca 


qaqcctctqg 


gtggatgtgt 


agaaggcact 


1620 


tcaaaatgca 


taaacctgtt 


acaatgttaa 


aaaaa 






1655 


<210> 88 

<211> 735 

<212> DNA 

<213> Homo sapien 












<400> 88 
atgctcgagc 


ggcgcattgt 


gatggatgcg 


tggtcgcggc 


cgaggtactg 


ttttggactt 


60 


gtctattatg 


tccttgttgg 


cctaactgtg 


ctgagccaag 


tgccaatgga 


tggcaggaat 


120 


gcctacataa 


cagggaaaaa 


tctattgatg 


caagcacggt 


ggttccatat 


tcttgggatg 


180 


atgatgttca 


tctggtcatc 


tgcccatcag 


tataagtgcc 


atgttattct 


cggcaatctc 


240 


aggaaaaata 


aagcaggagt 


ggtcattcac 


tgtaaccaca 


ggatcccatt 


tggagactgg 


300 


tttgaatatg 


tttcttcccc 


taactactta 


gcagagctga 


tgatctacgt 


ttccatggcc 


360 


gtcacctttg ggttccacaa 


cttaacttgg 


tggctagtgg 


tgacaaatgt 


cttctttaat 


420 


caggccctgt 


ctgcctttct 


cagccaccaa 


ttctacaaaa 


gcaaatttgt 


ctcttacccg 


a q n 


aagcatagga 


aagctttcct 


accatttttg 


ttttaagtta 


acctcagtca 


tgaagaatgc 


540 


aaaccaggcg atggtttcaa 


tgcctaagga 


cagtgaagtc 


tggagcccaa 


agtacagttt 


600 


cagcaaagct 


gtttgaaact 


ctccattcca 


tttctatacc 


ccacaagttt 


tcactgaatg 


660 
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agcatggcag tgccactcaa gaaaatgaat ctccaaagta tcttcaaaga ataaatacta 72 0 

atggcagafcc tgcga * 735 

• Oi 

<210> 89 " . ' 

<211> 1596 ' - 

<212> DNA 
.. <213> Homo sapien 

<400> 89 . . 

cagctgccag gccctttctc cattggt^tga gttcagcagg taacctgaag ctt?t§ctgag * 60 

aggtgcataa ataaagagtg aaactagtac cacctccttg aaatgggctg agtccctctt 120 

gctcaccctt gacttggaaa aaccagtttc tcttttattg tctgttacta atctctattc 180 

taaaaattca gctcaattct caaccatact ccaaactctc tcttttccag ctacctttac 240 

tccctctcct tcaattccac tttcctctgc ttactttttt tttttttctg acagggtctc 300 

actttgtcgc ccaggcagga gtgcagtggc tcaatcttgg gctcactgca gcctcaacct 3 60 

cccaggttca agcgattctc ctgcctcagc ccctcaagta gctgggacta caagcgcaca 420 

ccaccacgcc tgactaattt tttgtatttt tttgtagagg cggggtttca ccatgttgcc 480 

cagactggtc ttgaactcct gagcttaagc aatccacctg cctcggcctc ccaaagtgtt 540 

gggatcacag gcgtgagcca ccgcatccgg cctcatgttc tttttcatta aagagagaaa 600 

tcaactattc aggaccggcc cccacctttc ctcaggagtc atttctgttc cgcacaggcc 660 

tgctgaactg ggtgctttat ataggaaagg accaaccacg ccgagctcag ttatggcaca 720 

cacagtggga cctagacaaa gggagagggt gaccgacatc ccaactagat ttcagtggag 780 

tgaagttcag gaggcatgga gctgacaacc atgaggcctc ggcagccacc gccaccaccg 84 0 

ccgccgccac caccgtagca gcagcagcag cagcagcagc agcaagagta actctgactt 900 

aggaatagag acagccagag agaaatgtga tcaatgaagg agacatctgg agtgtgcgtg 960 

cttcttcaga gggacgggtg atgggcagat tggaaaaagc accgcagatg ggaaccttaa 1020 

tctttctttt ctaaaattga tgctatgaaa atttgcgttt tctgtaactt gtaaaaacta 1080 

aaagttgctt gtctactgaa aaaaaaaaaa aaaaaaaaaa aaaaaawaaa aaaaaaaaaa 1140 

gggggggggc cccacacaga aaattaccca cccgaggagg gccacaacag aatgaaggca 12 00 

gaagcaccga ggcttcgatg tggaacaaga ggggcgcccc caataagggg gggcgcggca 1260 

ctaagaaagc ctaagagcag cggcgccgca agatgataac acacgggtcg gacacgggaa 1320 

aaaagcggat caggcgcggt gggaacatcc tcgtggcgaa ggaacacccc cgcactattc 1380 

gtgcggtggg ggcgcccaac aatgtggtgg gcgacacaga tcatcctcat cgaagagact 1440 

atatacgagc gcccctcgag ccgcgaacaa ttatgcaaat tctcaggagg ggctactgcg 1500 
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ggcggttaaa ccgccaggcg gcaagtaacg gtgaccccgc tggcagaaga^ cttggcgaca 1560 

. gcggaaagcg acgtcttagt caccbttttt cgcgga 1596 

<210> 90 • - . . 

. <2li> 2391 
<212> DNA 
<213> Homo sapien 

' ' * ' " . m Y \ 

<400>. 90 • ; 

aacttggact gggctgggcc tctgctttgt catttgaaag gcttgggtca tgcttccctt 60 

tcctcttggg agacattaac tgggagccta gggagccaaa gtatcaagtg gcgtcgtttc 120 

ctcccttcag agccaacctt gctgggcttc tccggtcaga tcagccctgg cccggggtca 180 

gcccggcggg gaacgggtcc accctccgcc agcgacctca gagctcccgg gcacagcccg 24 0 

gggcacagcc ccgcgcacct gccccgccca cgcccgcccc gcgcacctgc cgggtccgca 300 

cctgccattt gcccgactgg ccgcgcaccc agctggcccg cccctgcccg acacgaccgc 360 

tgcccgcccc ttgccttcct gacccagggg ctccgctggc tgcggtcgcc tgggagctgc 420 

cgccagggcc aggaggggag cggcacctgg aagatgcgcc cattggctgg tggcctgctc 480 

aaggtggtgt tcgtggtctt cgcctccttg tgtgcctggt attcggggta cctgctcgca 540 

gagctcattc cagatgcacc cctgtccagt gctgcctata gcatccgcag catcggggag 600 

aggcctgtcc tcaaagctcc agtccccaaa aggcaaaaat gtgaccactg gactccctgc 660 

ccatctgaca cctatgccta caggttactc agcggaggtg gcagaagcaa gtacgccaaa 720 

atctgctttg aggataacct acttatggga gaacagctgg gaaatgttgc cagaggaata 780 

aacattgcca ttgtcaacta tgtaactggg aatgtgacag caacacgatg ttttgatatg 840 

tatgaaggcg ataactctgg accgatgaca aagtttattc agagtgctgc tccaaaatcc 900 

ctgctcttca tggtgaccta tgacgacgga agcacaagac tgaataacga tgccaagaat 960 

gccatagaag cacttggaag taaagaaatc aggaacatga aattcaggtc tagctgggta 102 0 

tttattgcag caaaaggctt ggaactccct tccgaaattc agagagaaaa gatcaaccac 1080 

tctgatgcta agaacaacag atattctggc tggcctgcag agatccagat agaaggctgc 114 0 

atacccaaag aacgaagctg acactgcagg gtcctgagta aatgtgttct gtataaacaa 1200 

atgcagctgg aatcgctcaa gaatcttatt tttctaaatc caacagccca tatttgatga 1260 

gtattttggg tttgttgtaa accaatgaac atttgctagt tgtatcaaat cttggtacgc 1320 

agtattttta taccagtatt ttatgtagtg aagatgtcaa ttagcaggaa actaaaatga 1380 

atggaaattc ttaaagggaa tgatgtgatt caagctggaa agagggttgg gagaaacagc 144 0 

ttgtccaggt ggagctatgt tatgatcaga tcgaagtgtg acccctgtgt ggtccagaca 1500 
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gccctgcaga gagaaaacct" ttattccatt 
catctccttc tgctgggaga attagcagca 
aactcaactt gagctcttga actcctcctg 
aactctgggt gcctcccacg tctggcaccg 
ccaggctgct gagcggggtg gggagggagg 
cactctctag aagatgcagc agtagatcca 
cggtgggtca gatgacacat gtgattcggg 
agtcactgcc aactgtccat tctcacctct 
gactttggtg ctgggttaat attccttctc 
agagttggga tagatgaatg gttgccaagc 
tggtgctaca tggcaccccg aattccagca 
agtggcttac gacagcattg atttcttgtt 
ctgagcccta ggtgtgaaaa gccaggctga 
gagagggaac agaaatccag cctccaagcc 
ccagctgctc acatcccatg gctccaaaca 

<210> 91 

<211> 1703 

<212> DNA 

<213> Homo sapien 

<400> 91 

aacttggact gggctgggcc tctgctttgt 
tcctcttggg' agacattaac tgggagccta 
ctcccttcag agccaacctt gctgggcttc 
gcccggcggg gaacgggtcc accctccgcc 
gggcacagcc ccgcgcacct gccccgccca 
cctgccattt gcccgactgg ccgcgcaccc 
tgcccgcccc ttgccttcct gacccagggg 
cgccagggcc aggaggggag cggcacctgg 
aaggtggtgt tcgtggtctt cgcctccttg 
gagctcattc cagatgcacc cctgtccagt 
aggcctgtcc tcaaagctcc agtccccaaa 
ccatctgaca cctatgccta caggttactc 
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atcaccaagc acctcctagt ttccgacagf 1560 

gttcaggggg cttatgttat gtccttgttc 1620 

tgggcctgtg aatgtattca ttcattccac 1680 

ggggtacagt acacattccc tgccttcatg 1740 

cgctgctctc aggagggcaa ctgaacacct 18 00 

agagtccagg atgttccaca cgtgctggaa 18 60 

gctaagaaaa taagagtcac tggggccagc 1920 

ttcccgggcc tggccccaga agagctagga 1980 

tgagcctcta tatctcatct gtaagataaa 2040 

atttttgttg gcaggactcc ttttaaaaca 2100 

ttctcacagt aacacactgc cccaattctc 2160 

tgtgttaatg tggccacagg ccagccacgg 2220 

aggggtgtcc cctgtcaggc atgaaagcca 2280 

ccaccaagct cctggcctga tgtgtcagcc 234 0 

tgggaggcac caggtcagcg a 2391 



catttgaaag gcttgggtca tgcttccctt 60 

gggagccaaa gtatcaagtg gcgtcgtttc 120 

tccggtcaga tcagccctgg cccggggtca 180 

agcgacctca gagctcccgg gcacagcccg 24 0 

cgcccgcccc gcgcacctgc cgggtccgca 300 

agctggcccg cccctgcccg acacgaccgc 360 

ctccgctggc tgcggtcgcc tgggagctgc 420 

aagatgcgcc cattggctgg tggcctgctc 4 80 

tgtgcctggt attcggggta cctgctcgca 54 0 

gctgcctata gcatccgcag catcggggag 600 

aggcaaaaat gtgaccactg gactccctgc 660 

agcggaggtg gcagaagcaa gtacgccaaa 72 0 
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atctgctttg aggataacct acttatggga gaacagctgg gaaatgttgc' cagaggaata 780 

aacattgcca ttgtcaacta tgtaactggg aatgtgacag caacacgatg ttttgatatg 840 

tatgaaggcg ataactctgg accgatgaca aagtttattc agagtgctgc tccaaaatcc 900 

ctgctcttca tggtgaccta tgacgacgga agcacaagac tgaataacga tgccaagaat ' 960 

gccatagaag cacttggaag taaagaaatc aggaacatga aattcaggtc tagctgggta 1020 

tttattgcag caaaaggctt ggaactccct tccgaaatte agagagaaaa gatcaaccac 1080 

• tctgatg'cta agaacaacag atattctggc tggcctgcag agatccagat agaaggctgc 1140 _ 

atacccaaag aacgaagctg acactgcagg gtcctgagta aatgtgttct gtataaacaa 1200 

atgcagctgg aatcgctcaa gaatcttatt tttctaaatc caacagccca tatttgatga 1260 

gtattttggg tttgttgtaa accaatgaac atttgctagt tgtcaaaaaa aaaaatacaa 1320 

aaaaacaaaa ttttggggcg gccaggcccc gaaaaatttt caaacccttc gtttgggcgc 1380 

gggccccccg gtagggaacc ggccaggtcc caagggacac cgggccagga cgagggcgcg 144 0 

ggatttccca aaaaaaagcc gggggaacga ggcttcgaac cacccagaag ggtcgaagcc 1500 

catcgggcca aacacggggt cagggaaccg aataaatgcg cgcgcagaga aaaaacacca 1560 

caacacacac aacatcacag agacgaacga agactgatga cgcaaatgca atctatcaca 1620 

ggcatcacac gacacgacag acacagcaga caaaggaact aacgaggaca cagcgacgca 1680 

gcactacaca gcacgcagca ata 1703 

<210> 92 

<211> 2617 

<212> DNA 

<213> Homo sapien 

<400> 92 

aacttggact gggctgggcc tctgctttgt catttgaaag gcttgggtca tgcttccctt 60 

tcctcttggg agacattaac tgggagccta gggagccaaa gtatcaagtg gcgtcgtttc 120 

ctcccttcag agccaacctt gctgggcttc tccggtcaga tcagccctgg cccggggtca 180 

gcccggcggg gaacgggtcc accctccgcc agcgacctca gagctcccgg gcacagcccg 24 0 

gggcacagcc ccgcgcacct gccccgccca cgcccgcccc gcgcacctgc cgggtccgca 300 

cctgccattt gcccgactgg ccgcgcaccc agctggcccg cccctgcccg acacgaccgc 360 

tgcccgcccc ttgccttcct gacccagggg ctccgctggc tgcggtcgcc tgggagctgc 420 

cgccagggcc aggaggggag cggcacctgg aagatgcgcc cattggctgg tggcctgctc 4 80 

aaggtggtgt tcgtggtctt cgcctccttg tgtgcctggt attcggggta cctgctcgca 540 
gagctcattc cagatgcacc cctgtccagt gctgcctata gcatccgcag catcggggag 



600 



WO 2004/092338 PCTfUJS2004/011104 % 

119 



aggcctgtcc 


tcaaagctcc 


agtccccaaa 


aggcaaaaat 


gtgaccactg 


gactccctgc 


660 


ccatctgaca cctatgccta caggttactc agcggaggtg gcagaagcaa gtacgccaaa 


72 0 


atctgctttg aggataacct acttatggga gaacagctgg gaaatgttgc 


cagaggaata 


780 


aacattgcca ttgtcaacta tgtaactggg aatgtgacag caacacgatg ttttgatatg 


840 


tatgaaggcg 


tctttctcga 


tggtctctcc 


* 

tttctaggca ctgactfcttg actgcagttg 


900 


ttggccagga 


tatactatcc 
gatagtgaag 


cctcttattt 


ttatatatca 


atgagacttt 


caaaaacaag 


960 


tttttataaa 


acgaagaata 


gaaaacgcct 


gcacccaccc 


aataagaagg 


1020 


acacagttgt 


actctgcagt 


taacctaagc 


agaacagtaa 


ataatgagcc 


gcagcgataa 


1080 


ctctggaccg 


atgacaaagt 


ttattcagag 


tgctgctcca 


aaatccctgc 


tcttcatggt 


1140 


gacctatgac 


gacggaagca 


caagactgaa 


taacgatgcc 


aagaatgcca 


tagaagcact 


1200 


tggaagtaaa 


gaaatcagga 


acatgaaatt 


caggtctagc 


tgggtattta 


ttgcagcaaa 


1260 


aggcttggaa 


ctcccttccg aaattcagag agaaaagatc 


aaccactctg 


atgctaagaa 


1320 


caacagatat 


tctggctggc 


ctgcagagat 


ccagatagaa 


ggctgcatac 


ccaaagaacg 


1380 


aagctgacac 


tgcagggtcc 


tgagtaaatg 


tgttctgtat 


aaacaaatgc 


agctggaatc 


1440 


gctcaagaat 


cttatttttc 


taaatccaac 


agcccatatt 


tgatgagtat 


tttgggtttg 


1500 


ttgtaaacca 


atgaacattt 


gctagttgta 


tcaaatcttg 


gtacgcagta 


tttttatacc 


1560 


agtattttat 


gtagtgaaga 


tgtcaattag 


caggaaacta 


aaatgaatgg 


aaattcttaa 


1620 


agggaatgat 


gtgattcaag 


ctggaaagag 


ggttgggaga 


aacagcttgt 


ccaggtggag 


1680 


ctatgttatg 


atcagatcga 


agtgtgaccc 


ctgtgtggtc 


cagacagccc 


tgcagagaga 


1740 


aaacctttat 


tccattatca 


ccaagcacct 


cctagtttcc 


gacagtcatc 


tccttctgct 


1800 


gggagaatta 


gcagcagttc 


agggggctta 


tgttatgtcc 


ttgttcaact 


caacttgagc 


1860 


tcttgaactc 


ctcctgtggg 


cctgtgaatg 


tattcattca 


ttccacaact 


ctgggtgcct 


1920 


cccacgtctg 


gcaccggggg 


tacagtacac 


attccctgcc 


ttcatgccag gctgctgagc 


1980 


ggggtgggga 


gggaggcgct 


gctctcagga 


gggcaactga 


acacctcact 


ctctagaaga 


2040 


tgcagcagta 


gatccaagag 


tccaggatgt 


tccacacgtg 


ctggaacggt 


gggtcagatg 


2100 


. acacatgtga 


ttcggggcta 


agaaaataag 


agtcactggg 


gccagcagtc 


actgccaact 


2160 


gtccattctc 


acctctttcc 


cgggcctggc 


cccagaagag 


ctaggagact 


ttggtgctgg 


2220 


gttaatattc 


cttctctgag 


cctctatatc 


tcatctgtaa 


gataaaagag 


ttgggataga 


2280 


tgaatggttg 


ccaagcattt 


ttgttggcag gactcctttt 


aaaacatggt 


gctacatggc 


2340 


accccgaatt 


ccagcattct 


cacagtaaca 


cactgcccca 


attctcagtg gcttacgaca 


2400 


gcattgattt 


cttgtttgtg 


ttaatgtggc 


cacaggccag 


ccacggctga 


gccctaggtg 


2460 
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tgaaaagcca ggctgaaggg gtgtcccctg 
atccagcctc caagccccac caagctfcfcg 
cccat§gctc caaacatggg aggcaccagg 

<210> 93 
<211>' 2247 
<212> DNA' 
<213> Homo sapi'en 

<400> 93 

aacttggact gggctgggcc tctgctttgt 
tcctcttggg agacattaac tgggagccta 
ctcccttcag agccaacctt gctgggcttc 
gcccggcggg gaacgggtcc accctccgcc 
gggcacagcc ccgcgcacct gccccgccca 
cctgccattt gcccgactgg ccgcgcaccc 
tgcccgcccc ttgccttcct gacccagggg 
cgccagggcc aggaggggag cggcacctgg 
cccaaaaggc aaaaatgtga ccactggact 
ttactcagcg gaggtggcag aagcaagtac 
atgggagaac agctgggaaa tgttgccaga 
actgggaatg tgacagcaac acgatgtttt 
atgacaaagt ttattcagag tgctgctcca 
gacggaagca caagactgaa taacgatgcc 
gaaatcagga acatgaaatt caggtctagc 
ctcccttccg aaattcagag agaaaagatc 
tctggctggc ctgcagagat ccagatagaa 
tgcagggtcc tgagtaaatg tgttctgtat 
cttatttttc taaatccaac agcccatatt 
atgaacattt gctagttgta tcaaatcttg 
gtagtgaaga tgtcaattag caggaaacta 
gtgattcaag ctggaaagag ggttgggaga 
atcagatcga agtgtgaccc ctgtgtggtc 
tccattatca ccaagcacct cctagtttcc 



PCT/tJS2004/0ill04 

120 - 

toaggcatga aagccagaga gggaacagaa 2 520 
gcctgatgtg tcagccccag' ctgctcacat 2580 
tcagcga * 2617 



catttgaaag gcttgggtca 


tgcttccctt 


60 


gggagccaaa 


gtatcaagtg 


gcgtcgtttc 


120 


tccggtcaga 


tcagccctgg 


cccggggtca 


180 


agcgacctca 


gagctcccgg 


gcacagcccg 


240 


cgcccgcccc 


gcgcacctgc 


cgggtccgca 


300 


agctggcccg cccctgcccg 


acacgaccgc 


360 


ctccgctggc 


tgcggtcgcc 


tgggagctgc 


420 


aagatgcgcc 


cattggctgg 


tgctccagtc 


480 


ccctgcccat 


ctgacaccta 


tgcctacagg 


540 


gccaaaatct 


gctttgagga 


taacctactt 


600 


ggaataaaca 


ttgccattgt 


caactatgta 


660 


gatatgtatg 


aaggcgataa 


ctctggaccg 


720 


aaatccctgc 


tcttcatggt 


gacctatgac 


780 


aagaatgcca 


tagaagcact 


tggaagtaaa 


840 


tgggtattta 


ttgcagcaaa 


aggcttggaa 


900 


aaccactctg atgctaagaa 


caacagatat 


960 


ggctgcatac 


ccaaagaacg 


aagctgacac 


1020 


aaacaaatgc 


agctggaatc 


gctcaagaat 


1080 


tgatgagtat 


tttgggtttg 


ttgtaaacca 


1140 


gtacgcagta 


tttttatacc 


agtattttat 


1200 


aaatgaatgg 


aaattcttaa 


agggaatgat 


1260 


aacagcttgt 


ccaggtggag 


ctatgttatg 


1320 


cagacagccc 


tgcagagaga 


aaacctttat 


1380 


gacagtcatc 


tccttctgct 


gggagaatta 


1440 
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PCT7US20O4/01liO4 



gcagcagttc 
ctcctgtggg 
gcaccggggg 
gggaggcgct 

gatccaagag 
ttcggggcta 
acctctttcc 
cttctctgag 
ccaagcattt 
ccagcattct 
cttgtttgtg 
ggctgaaggg 
caagccccac 
caaacatggg 



agggggctta 
cctgtgaatg 
tacagtacac 
gctctcagga 
tccaggatgt 
agaaaataag 
cgggcctggc 
cctctatatc 
ttgttggcag 
cacagtaaca 
ttaatgtggc 
gtgtcccctg 
caagctcctg 
aggcaccagg 



121 

tgttatgtcc ttgttcaact 
tattcattcaQtccacaact 
attccctgcc ttcatgccag 
gggcaactga acacctcact 
tccacacgtg ctggaacggt 
agtcactggg gccagcagtc 
cccagaagag ctaggagact 
tcatctgtaa gataaaagag 
gactcctttt aaaacatggt 
cactgcccca attctcagtg 
cacaggccag ccacggctga 
tcaggcatga aagccagaga 
gcctgatgtg tcagccccag 
tcagcga 



caacttgagc tcttgaactc 1500 

ctgggtgcct cccacgtctg 1560 

gctgctgagc ggggtgggga 1620 

ctctagaaga tgcagcagta 1680 

gggtcagatg acacatgtga 1740 kt 

act'gccaact gtccattctc 1800 

ttggtgctgg gttaatattc 1860 

ttgggataga tgaatggttg 1920 

gctacatggc accccgaatt 1980 

gcttacgaca gcattgattt 2040 

gccctaggtg tgaaaagcca 2100 

gggaacagaa atccagcctc 2160 

ctgctcacat cccatggctc 2220 

2247 



<210> 94 

<211> 1146 

<212> DNA 

<213> Homo sapien 

<400> 94 

aacttggact gggctgggcc tctgctttgt catttgaaag gcttgggtca tgcttccctt 
tcctcttggg agacattaac tgggagccta gggagccaaa gtatcaagtg gcgtcgtttc 
ctcccttcag agccaacctt gctgggcttc tccggtcaga tcagccctgg cccggggtca 
gcccggcggg gaacgggtcc accctccgcc agcgacctca gagctcccgg gcacagcccg 
gggcacagcc ccgcgcacct gccccgccca cgcccgcccc gcgcacctgc cgggtccgca 
cctgccattt gcccgactgg ccgcgcaccc agctggcccg cccctgcccg acacgaccgc 
tgcccgcccc ttgccttcct gacccagggg ctccgctggc tgcggtcgcc tgggagctgc 
cgccagggcc aggaggggag cggcacctgg aagatgcgcc cattggctgg tggcctgctc 
aaggtggtgt tcgtggtctt cgcctccttg tgtgcctggt attcggggta cctgctcgca 
gagctcattc cagatgcacc cctgtccagt gctgcctata gcatccgcag catcggggag 
aggcctgtcc tcaaagctcc agtccccaaa aggcaaaaat gtgaccactg gactccctgc 
ccatctgaca cctatgccta caggttactc agcggaggtg gcagaagcaa gtacgccaaa 
atctgctttg aggataacct acttatggga gaacagctgg gaaatgttgc cagaggaata 



60 
120 
180 
240 
300 
360 
420 
480 
54 0 
600 
660 
720 
780 
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aacattgcca ttgtcaacta 


tgtaactggg aatgtgacag caacacgatg ttttgatatg 


840 


taitgaaggc^ gtaagaaaat 


tttttctgtt aaaattcaaa tgaattttaa acagaaaatt 


900 


aagattaaaa agcacaaaga 


aaaatgtcaa ccatttttat 


tttgtctact agaaaaacgc 


960 


cagcagctct cctgagtaat 


ctagagtggt 


cttatgtaga 


tcctcttaaa ctctaattga 


1020 


attcatagaa catttgaagg 


catcatctag 

s m 


aaatgtcttt 


tcttctgtta gttttcctca 


1080 


gtctttctct ttttagctct 


catgatataa 


if*' t 

taagaaagag aaaaagcctt tttttttaaa 


1140 


aaaaaa 






6 


1146 


<210> 95 

<211> 600 

<212> DNA 

<213> Homo sapien 










<220> 

<221> misc feature 
<222> (222) . . (222) 
<223> n=a, c, g or t 










<400> 95 

atcgaacccg accaccgctg 


gtcttcgctg gacaccatga 


accacactgt ccaaaccttc 


60 


ttctctcctg tcaacagcgg 


ccagcccctc 


aactatgaga 


tgctcaagga ggagcatgag 


120 


gtggctgtgc caggggtgcc 


ccacaaccct 


gctctcccga 


cgtccaccgt gatccacatc 


180 


cgcagcgaaa cctcctatct 


cgaccatcgc 


gccatgactc 


anaacttctg ccgcttcaaa 


240 


taccctcaca accaaggcaa 


cataacaggc 


gcctactccg 


tgaagtctag ggacaggaag 


300 


atggttggcg acgtgaccgg 


ggcccaggcc 


tatgcctcca 


ccgccaagtg cctgaacatc 


360 


tgggccctga ttctgggcat 


cctcatgacc 


attctgctca 


tcgtcatccc agtgctgatc 


420 


ttccaggcct atggatagat 


caggaggcat 


cactgaggcc 


aggagctctg cccatgacct 


480 


gtatcccacg tactccaact 


tccattcctc 


gccctgcccc 


cggagccgag tcctgtatca 


540 


gccctttatc ctcacacgct 


tttctacaat 


ggcattcaat 


aaagtgtata tgtttctggt 


600 


<210> 96 
<211> 1008 

</lz> UNA 

<213> Homo sapien 










<400> 96 

aaaaagcaaa gagcatggct 


aacagagata 


ccggagaaaa 


tttaacacga gagaatctct 


60 


cctctccagc ccttctcctg 


tgtgcctgcc 


tcctgccgcc 


gccaccatga ccacctccat 


120 


ccgccagttc acctcctcca 


gctccatcaa 


gggctcctcc 


ggcctggggg gcggctcgtc 


180 
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ccgcacctcc tgccggctgt ctggcggcct 
tggcggcctg ggcagcaccc tcgggggtag 
tggtggtggc tatggcagca gctttggggg 
ggccaccatg cagaacctca atgaccgcct 
ggaggaggcc aacactgagc tggaggtgaa 
ggggcccgcc cgtgactica gccagtacta 
cctcacagcc accgtggaca atgccaacat 
tgctgatgac ttccgcacca agtttgagac 
cgacatcaat ggcctgcgca gggtgctgga 
gatgcagatt gagaaacctc aaggaggagc 
agatgaacgc ccwggaggcc rgtggtggtg 
ggacgagcgt tctcagaagg gtcgacttaa 
acaaaggaag cgcaggacca cagacgggaa 
aacagcggga aggaacccag cggattgttc 

<210> 97 

<211> 1699 

<212> DNA 

<213> Homo sapien 

<400> 97 

aatgtgtact aaatagtaat aatgataaaa 
aaatgaaatg attcctctaa attattagtc 
gggagaaagt ttaatgtctt cttagacgct 
agattattct cctggagaac cgcaaattca 
tcttcatgat tggacagagt gtattgtact 
acagtactca gggcaattct ggccagattg 
tgtactgagg ttggcagatg aaacaactca 
gctcttctta acatctggac aactgtttca 
ataagcaaac aaacccaaat gtacttacta 
gtattgaatt ggcatttgtt gggtttggcc 
ccagggcgtg tgcgacaccg tgctgggcct 
ggacgccgag agccgggtct tctacctgaa 
cgaggtggcc accggtgacg acaagaagcg 
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gggtgccggc tcctgcaggc tgggatctgc 240 

cagctactcc agctgctaca gctttggctc 300 

tgttgatggg ctgctggctg gaggtgagaa 360 

ggcctcctac ctggacaagg tgcgtgccct 420 

gatccgtgac tggtaccaga ggcaggcccc 480 

caggacaatt gaggagctgc agaacaagat 540 

cctgctacag attgacaatg cccgtctggc 600 

agagcaggcc ctgcgcctga gtgtggaggc 660 

tgagctgacc ctggccagag ccgacctgga 720 

tggcctacct gaagaagaac cacgaggasg 780 

agaccacgcg gagaatgcgc tcgcccaggg 84 0 

aaagggaaaa accacggagc gaatggctca 900 

gaaagatcgg aacgccagag gcgagacaca 960 

tgctatctcg aacaactg 1008 



taagtgttct 


cgatttcaaa 


gaacaccaaa 


60 


attattctgc 


catctaattc 


atttgtgatt 


120 


atgtgtggtg 


catagggttg 


gactggggtt 


180 


agcatattac 


tgtgtaactg 


gggattactc 


240 


ggttttcaga 


aacatatgct 


gaagtaaaac 


300 


ataactgttt 


cactaatgaa 


catcaacata 


360 


agatgttcac 


ttcttggcca 


atacacaggg 


420 


ttgcccaaat 


aaaatgtaac 


atcaattctt 


480 


cataattccc 


aggagatgct 


gaggagtatg 


540 


agagtaccgg gagaaggtgg 


agactgagct 


600 


gctggacagc 


cacctcatca 


aggaggccgg 


660 


gatgaagggt 


gactactacc 


gctacctggc 


720 


catcattgac 


tcagcccggt 


cagcctacca 


780 
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ggaggccatg gacatcagca agaaggagat gccgcccacc aaccccatcc gcctgggcct 84 0 

ggccctgaac ttttccgtct tccactacga gatcgccaac agccccgagg aggccatctc 900 

tctggccaag accactttcg ^acgaggccat ggctgatctg cacaccctca gcgaggactc 960 

Gtacaaagac agcaccctca tcatgcagct gctgcgagac aacctgacac tgtggacggc 1020 

cgacaacgcc ggggaagagg ggggcgaggc tccccaggag ccccagagct gagtgttgcc 1080 

cgccaccgcc ccgccctgcc ccctccagtc ccccaccctg ccgagaggac tagtatgggg 114 0 

cgggaggccc cacccttctc ccctaggcgc. tgttcttgct ccaaagggct ccgtggagag 1200 

ggactggcag agctgaggcc acctggggct ggggatccca ctcttcttgc agctgttgag 1260 

cgcacctaac cactggtcat gcccccaccc ctgctctccg cacccgcttc ctcccgaccc 132 0 

caggaccagg ctacttctcc cctcctcttg cctccctcct gcccctgctg cctctgatcg 1380 

taggaattga ggagtgtccc gccttgtggc tgagaactgg acagtggcag gggctggaga 144 0 

tgggtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtgcgcg cgcgccagtg caagaccgag 1500 

attgagggaa agcatgtctg ctgggtgtga ccatgtttcc tctcaataaa gttcccctgt 1560 

gacactcaaa aaaaaaaaag ggggcggcca gcagaaaagg gacctcgtaa acccgggaat 1620 

aaatccggga ccggaacctg caggcgagac ccgcagaaac tcgatatcag gcttatagat 1680 

accggcaacc tcgagggcg 1699 

<210> 98 

<211> 2788 

<212> DNA 

<213> Homo sapien 

<400> 98 

gaagactgcc ccttctccac catccctgcc tcaccatcat ctttcctccc aaggcagtga 60 

catccagcac cccgatccct agggccctgg ggacccagcc tttggcaaag tctcctcagg 120 

cttggatcag gcctgaaccc agctgtctct acccccagga aacataccga tgtgttcaac 180 

tggaaggtgc gggcaggctc agacaaactg ggcagcttcc catccctggc tgtggccaag 240 

atcatcatca ttgaattcaa ccccatgtac cccaaagaca atgacatcgc cctcatgaag 300 

ctgcagttcc cactcacttt ctcaggcaca gtcaggccca tctgtctgcc cttctttgat 360 

gaggagctca ctccagccac cccactctgg atcattggat ggggctttac gaagcagaat 420 

ggagggaaga tgtctgacat actgctgcag gcgtcagtcc aggtcattga cagcacacgg 480 

tgcaatgcag acgatgcgta ccagggggaa gtcaccgaga agatgatgtg tgcaggcatc 540 

ccggaagggg gtgtggacac ctgccagggt gacagtggtg ggcccctgat gtaccaatct 600 

gaccagtggc atgtggtggg catcgttagc tggggctatg gctgcggggg cccgagcacc 660 
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ccagpagtat' 


acaccaaggt 


cfccagcctat 


gagctgtaat 


gctgctgccc 


ctttgcagtg 


cctggggatc 


ccccaaagtc 


agacacagag 


cacagcctca 


gcatttcttg 


gagcagcaaa 


gcccagaggc 


gcccagagga 


agtcagcagc 


atcccaggga 


gagacacagc 


ccactgaaca 


gaactttccc 


acactactga 


atggaagcag 


gctggagagg 


agaaggaaag 


ggtctgcgcc 


ctactagagc 


aagaaaccag 


ttgtaatata 


ccgttaccta 


ctgttgtcat 


tgttattaca 


aacatctctg 


gcataggcta 


gctggaatgc 


tttcattctt 


tggcttgggg 


agaaaagaag 


aggcagggga 


aaaaagagtt 


agggagacca 


cagattacag 


aaaccagggt 


gagcaagttt 


tctttccctc 


cctccctgcc 


tgtgataatc 


gaaagagatg 


agttaggcag 


tcaagggtga 


aagaaatgct 


ggtcctgtgt 


cctaactttt 


tacatttaaa 


aaacaaaaag 


gatcagctgc 


tgaggatgta 


agcatgaata 


agtccctgca 


gacttttttg 


gcatctgtat 


gaaagcttgg 


gtcagatcct 


agatgaaata 


tacttgttca 


attcctcaaa 


tgcctaaaac 


aaagaaaata 


aaaccatcag 


aactgtgagt 


ggaaactaag 


ttgggtcgag 


acctatatga 


aggctggcag 


gggagctgaa 


ccagggctcc 


tacatgaagc 


caaattgcag 


atggtctgga 


ggaaaatttc 


f rct^caaat 

I* V— 1— VvOClO 


atgagctcac 


aatcaaagat 


agtgggcagc 


ataaaaaaca 


gctaatttag 


agagacttat 


gataataagc 


aatatttgca 


agtgcttcat 


catgtactga 


ttcatttaat 


tcttatcctc 


actctatgga 


ttaaaaaaac 
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ctcaactgga 


tctacaatgt 


ctggaaggct 


720 


ctgggagccg 


cttccttcct 


gccctgccca 


780 


caagagtccc 


cttgggtaca 


cccctctgcc. 


840 


gggcctcaat 


tcctataaga 


gaccctcgca 


900 


cctagctcgg 


ccacacttgg 


tgctcccagc 


960 


aggtctcagg ggtattgcta 


agccaagaag 


1020 


gctgtcttgt * 


aaaagcccag 


atcactgtgg 


1080 


agccctgtcc 


gtcttcaccc 


atccccaagc 


1140 


aaatgcactg 


ccctactgtt 


ggtatgacta 


1200 


gctatggcca 


ctattattaa 


agagctgtgt 


1260 


ttgataagaa 


ctgagctggg 


atgattgaac 


1320 


tcctggggaa 


gcaattgagt 


ctcaaagtag 


1380 


gatctgctga 


gtggcagcaa 


gagtgagctg 


1440 


gagtcccaca 


cagggccttc 


tccctttgcc 


1500 


agccaggacc 


agggataacc 


tatgacttgg 


1560 


cattcaatca 


gggatccaca 


agtggctgga 


1620 


tccacctgga 


gagccctcag 


tgtggcttct 


1680 


caggtgtgag 


gcagtcccca 


agctgagttg 


1740 


ctcaaaatgg 


tcaaagaatt 


aaaccccatg 


1800 


gttttctgag 


gactgtcttg 


ctatagttaa 


1860 


tactgtacta 


ggttcttagg 


aaacaacaga 


1920 


gaaacccaga 


aaacaaaaca 


aaataaaaca 


1980 


gtgatgatct 


gggagcaata 


cactaaaatc 


2040 


tggagctaaa 


cctggacaca 


ctgaagacaa 


2100 


agggataact 


gatggcagta 


aatgtggtct 


2160 


ccaaatttag 


agcctcagga 


ttcccaaaga 


2220 


cagagacgtt 


gaaaaataaa 


aaacacctta 


2280 


aaccccaaag 


gcttcagatg 


tcagaatat t 


2340 


gagtatttgt 


atgtgccaga 


cactattgta 


2400 


actcacagaa 


atctgtgaga 


tgggtattat 


2460 


taaggcacaa 


agtggttaag 


ctccttgcct 


2520 
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gagattatag 


actgtaagtt 


gaacgtgagc 


acttggaata 


cagagttcat gctgtaaact 


2580 


accacactat 


agggcctcca 


ataf gataat 


ttataaaata 


tttgaataaa aaatgaatac 


2640 


tagttccaca 


ttttaaaatc 


atgtttaact 


gtggtcaaat 


gcacataaca 


caagttgcca 


2700 


tcttcaccat 


ttttaggtgt 


atagttcagt 


ggtgttatgt 


acattcacac 


tattgtgcag 


2760 

• 


tcatcaccac 


actgcctaca 


ctagtgga 








2788 


<210> 99 

<211> 924 

<212> DNA 

<213> Homo sapien 


> 


• - 


• ■ - 

. - 




<220> 

<221> misc_feature 
<222> (899) . . (899) 
<223> n=a, c, g or t 












gtrgccttcc 


tgagcacctt 


tccttctttc 


agccaactgc 


tcactcgctc 


acctccctcc 


60 


ttggcaccat 


gaccacctgc 


agccgccagt 


tcacctcctc 


cagctccatg 


aagggctcct 


120 


gcggcatcgg 


aggcggcatc 


gggggcggct 


ccagccgcat 


ctcctccgtc 


ctggccggag 


180 


ggtcctgccg 


tgcccccagc 


acctacgggg 


gcggcctgtc 


tgtcatcctc 


tcgcttctcc 


240 


tctgggggag 


cctgcgggct 


ggggggcggc 


tatggcggtg 


gcttcagcag 


cagcagcagc 


300 


tttggtagtg 


gctttggggg 


aggatatggt 


ggtggccttg 


gtgctggctt 


cggtggtggc 


360 


ttgggtgctg 


gctttgggtg 


ttgatgggct 


gctggctgga 


ggtgagaagg 


ccaccatgca 


420 


gaacctcaat 


gaccgcctgg 


cctcctacct 


ggacaaggtg 


cgtgccctgg 


aggaggccaa 


480 


cactgagctg 


gaggtgaaga 


tccgtgactg 


gtaccagagg 


caggccccgg 


ggcccgcccg 


540 


tgactacagc 


cagtactaca 


ggacaattga 


ggagctgcag 


aacaagatcc 


tcacagccac 


600 


cgtggacaat 


gccaacatcc 


tgctacagat 


tgacaatgcc 


cgtctggctg 


ctgatgactt 


660 


ccgcaccaag 


tttgagacag 


agcaggccct 


ofcacctaaat 


gtggaggccg 


acatcaatgg 


720 


cctgcgcagg 


gtgctggatg 


agctgaccct 


ggccagagcc 


gacctggaga 


tgcagattga 


780 


gaacctcaag 


ggaggagctg 


gcctaactga 


agaagaacca 


cgaggaggag 


atgaacgscc 


840 


tggaagcagg 


tgggtggtga 


gatcaatgtg 


gagaaggacg 


ctgccccagg 


cgtggaccna 


900 


agccgcatcc 


tcaacgagat 


gcgt 








924 



<210> 100 

<211> 754 

<212> DNA 

<213> Homo sapien 
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<220> . . ■ 

<221> raise feature ^ 

<222> (597". . (597) ^ • ' 

<223> n=a, c, g or t * ' 

<400> 100 

acgcgaacac cccacactcc tccacccttc tgaacgcctg gggcteggea cattgcccct 60 

cacaacgagc .cacacttgtg ttcaaagctc acatttccct gggatatgac aacaccgaga i20 

atttggctac cacgcacacc acagggttgg tggagectea ctggcccacc actggcctcc 180 

aaaggaggta aagagacccc tggagecaac cagccccacg cacagagcac acaaagagga 24 0 

aagaagagaa gacccctcac tgctggggag gtccctgcca ccacactcag tcccccacca 300 

cactgaatct cccctcctca cagttgecat gtagacccct tgaagagggg aggggectag 360 

ggagccgcac cttgtcatgt accatcaata aagtaccctg tgctcaacca aaaaaaaaaa 420 

aaaaaaaagg gggggtaatg tegggggggg gcaacaaggg gacatgaagg cgcatggggc 480 

accaaagegg gttcctggac ccagtttctg gcgcccacgg eggcaatteg gcgggtcccc 540 

taagggaagc cgatgaattc gaaacccgtt aacctgtagt catttttcga caaaacnaac 600 

aaaacaacag cacggacaca cgagagtacc cacattgaca aaaagtcggt agaaagagaa 660 

acaaggacaa ataccacgaa agacgaaaca gataagagac aaacgaaggc agaaggaaac 720 
agacaaaaac gacaagaaga aaaaataata caca 



754 



<210> 101 

<211> 1068 

<212> DNA 

<213> Homo sapien 

<400> 101 

aattaegget taggtacgag gctggtgtgc aagctgagaa egggaagett gtcatcaatg 60 

gaaatcccat caccatcttc caggagegag atccctccaa aatcaagtgg ggcgatgctg 120 

gcgctgagta cgtcgtggag tccactggcg tcttcaccac catggagaag gctggggctc 180 

atttgeaggg gggagccaaa agggtcatca tctctgcccc etctgetgat gcccccatgt 24 0 

tcgtcatggg tgtgaaccat gagaagtatg acaacagcct caagatcatc ageaatgect 300 

cctgcaccac caactgetta gcacccctgg ccaaggtcat ccatgacaac tttggtatcg 360 

tggaaggact catgaccaca gtccatgcca tcactgccac ccagaagact gtggatggcc 420 

cctccgggaa actgtggcgt gatggccgcg gggctctcca gaacatcatc cctgcctcta 4 80 

ctggcgctgc caaggctgtg ggcaaggtca tccctgagct gaacgggaag ctcactggca 54 0 

tggccttccg tgtccccact gccaacgtgt cagtggtgga cctgacctgc cgtctagaaa 600 



WO2004/092338 „ PCT/US2004/011104 

'128 



aacctgccaa atatgatgac 


atcaagaagg tggtgaa^ca 


ggcgtcggag ggccccctca 


660 


agggcatcct gggctacactf 


gagcaccagg 


tggtctcctc 


tgacttcaac 


agcgacaccc 


720 


actcctccac ctttgacgct ggggctggca ttgccctcaa cgaccacttt gtcaagctca " 


780* 


tttcctggta tgacaacgaa 


tttggctaca 


gcaacagggt 


ggtggacctc 


atggccacat 


840 


ggctcaagag tagaccctgg acacagccag agagccagag agaaagagac 


tcactgtggg 


900 


agcckgccat cagkcccmmc aakgawtycc cycakgc^a ccygaagggg grggsgccsg 


960 


tgccaaagcc ggsccaaaaa 


aggggggaat 






aaaaaaaaca 


1020 


gggcagggaa ggggggcctg 


tggacccact 


atgggtaggt 






1068 


<210> 102 

<211> 1847 

<212> DNA 

<213> Homo sapien 












<400> 102 

ccagcgtgca gcctggcctg gtacctcctg 


ccagcatctc 


ttgggtttgc 


tgagaactca 


60 


cgggctccag ctacctggcc 


atgaccacca 


catttctgca 


aacttcttcc 


tccacctttg 


120 


ggggtggctc aacccgaggg ggttccctcc 


tggctggggg 


aggtggcttt 


ggtgggggga 


180 


gtctctctgg gggaggtgga 


agccgaagta 


tctcagcttc 


ttctgctagg 


tttgtctctt 


240 


cagggtcagg aggaggatat 


gggggtggca 


tgagggtctg 


tggctttggt 


ggaggggctg 


300 


gtagtgtttt cggtggaggc 


tttggagggg gcgttggtgg 


gggttttggt 


ggtggctttg 


360 


gtggtggcga tggtggtctc 


ctctctggca 


atgagaaaat 


taccatgcag 


aacctcaatg 


420 


accgcctggc ctcctacctg gacaaggtac 


gtgccctgga 


ggaggccaat 


gctgacctgg 


480 


aggtgaagat ccatgactgg 


taccagaagc 


agaccccagc 


cagcccagaa 


tgcgactaca 


540 


gccaatactt caagaccatt 


gaagagctcc 


gggacaagat 


catggccacc 


accatcgaca 


600 


actcccgggt catcctggag 


atcgacaatg 


ccaggctggc 


tgcggacgac 


ttcaggctca 


660 


agtgcgctcc cccgtctctc 


tcctcttcct 


gcattgccca 


ctttacttgg 


ccttctcctg 


720 


gctctgactc aggcagccaa 


gacccctccc 


acttccttct 


ttggcctccc 


tctcctcagg 


780 


tatgagaatg agctggccct 


gcgccagggc 


gttgaggctg 


acatcaacgg 


cttgcgccga 


840 


gtcctggatg agctgaccct 


ggccaggact 


gacctggaga 


tgcagatcga 


gggcctgaat 


900 


gaggagctag cctacctgaa 


gaagaaccac 


gaagaggaga 


tgaaggagtt 


cagcagccag 


960 


ctggccggcc aggtcaatgt 


ggagatggac 


gcagcaccgg 


gtgtggacct 


gacccgtgtg 


1020 


ctggcagaga tgagggagca 


gtacgaggcc 


atggcggaga 


agaaccgccg ggatgtcgag 


1080 


gcctggttct tcagcaagac 


tgaggagctg 


aacaaagagg 


tggcctccaa 


cacagaaatg 


1140 
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atccagacca 


gcaagacgga gatcacagac ctgagacgca cgat§cagga gctggagatc 


1200 


gagctgcagt 


cccagctcag catgaaagct 


gggctggaga actcactggc cgagacagag 


1260 


tgccgctatg 


ccacgcagct gcagcagatc caggggctca ttggtggcct ggaggcccag 


1320 


ctgagtgagc . 


tccgatgcga gatggaggct 


cagaaccagg agtacaagat gctgcttgac 


1380 


ataaagacac 


ggctggagca ggagatcgct acttaccgca gcctg'ctcga gggccaggat 


" 1440 


gccaagatgg 


ctggcattgg catcagggaa gcctcttcag gaggtggtgg tagcagcagc 


1500 


aatttccaca 


tcaatgtaga agagtcagtg 


gatggacagg tggtttcttc ccacaagaga 


1560 


gaaatctaag 


tgtctattgc aggagaaacg tcccttgcca ctccccactc tcatcaggcc 


162 0 


aagtggagga 


ctggccagag ggcctgcaca 


tgcaaactcc agtccctgcc ttcagagagc 


1680 


tgaaaagggt 


ccctcggtct tttatttcag 


ggctttgcat gcgctctatt ccccctctgc 


1740 


ctctccccac 


cttctttgga gcaaggagat 


gcagctgtat tgtgtaacaa gctcatttgt 


1800 


acagtgtctg 


ttcatgtaat aaagaattac 


ttttcctttt gcaaata 


1847 


<210> 103 
<211> 1613 
<212> DNA 
<213> Homo sapien 






<400> 103 
ccagcgtgca 


gcctggcctg gtacctcctg 


ccagcatctc ttgggtttgc tgagaactca 


60 


cgggctccag 


ctacctggcc atgaccacca 


catttctgca aacttcttcc tccacctttg 


120 


ggggtggctc 


aacccgaggg ggttccctcc 


tggctggggg aggtggcttt ggtgggggga 


180 


gtctctctgg 


gggaggtgga agccgaagta 


tctcagcttc ttctgctagg tttgtctctt 


240 


cagggtcagg 


aggaggatat gggggtggca 


tgagggtctg tggctttggt ggaggggctg 


300 


gtagtgtttt 


cggtggaggc tttggagggg 


gcgttggtgg gggttttggt ggtggctttg 


360 


gtggtggcga 


tggtggtctc ctctctggca 


atgagaaaat taccatgcag aacctcaatg 


420 


accgcctggc 


ctcctacctg gacaaggtac 


gtgccctgga ggaggccaat gctgacctgg 


480 


aggtgaagat 


ccatgactgg taccagaagc 


agaccccagc cagcccagaa tgcgactaca 


540 


gccaatactt 


caagaccatt gaagagctcc 


gggacaagat catggccacc accatcgaca 


600 


actcccgggt 


catcctggag atcgacaatg 


ccaggctggc tgcggacgac ttcaggctca 


660 


agtatgagaa 


tgagctggcc ctgcgccagg 


gcgttgaggc tgacatcaac ggcttgcgcc 


720 


gagtcctgga 


tgagctgacc ctggccagga 


ctgacctgga gatgcagatc gagggcctga 


780 


atgaggagct 


agcctacctg aagaagaacc 


acgaagagga gatgaaggag ttcagcagcc 


840 


agctggccgg 


ccaggtcaat gtggagatgg 


acgcagcacc gggtgtggac ctgacccgtg 


900 
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tgctggcaga 


gatgagggacf^cagtacgagg 


ccatggcgga gaagaafccgc egggatcftcg 


. §60 


aggcctggtt 


cttcagcaag actgaggagc 


tgaacaaaga 


ggtggcctcc 


aacacagaaa 


1020 


tgatccagac 


cagcaagacg gagatcacag 


acctgagacg 


cacgatgcag gagctggaga 


1080 


tcgagctcjca 


gtcccagctc 


agcatgaaag 


ctgggctgga 


gaactcactg gccgagacag 


1140 


agtgccgcta 


tgccacgcag ctgcagcaga 


tccaggggct 


cattggtggc 


ctggaggccc 


1200 


agctgagtga 


gctccgatgc gagatggagg 


ctcagaacca ggagtacaag atgctgcttg 


1260 


acataaagac 


acggctggag 


CagyayaLCy 




raaprt art" c. 




1320 


atgccaagat 


ggctggcatt 


yyCa c. Cay gg 


oayovy lull 




ccactctcat 


1380 


caggccaagt 


ggaggactgg 




♦■nrara h ar*^3 


aactccaatc 


cctgcct tea 


1440 


gagagctgaa 


aagggtccct 




<_ u UL.oyyy v» i— 


ttacatacac 


tctat tcccc 


1500 


ctctgcctct 


ccccaccttc 


l. ^>y yc*y ^• c *a 


yy »y & L y^ a y 


chat at tat a 


taacaagct c 


1560 


atttgtacag 


tgtctgttca 


^ /t H a a ^ a a a /"*f 

CyLttotoaay 


aat"tarf"fft" 


ppf t~ h h aeaa 


at a 


1613 


<210> 104 

<211> 1490 

<212> DNA 

<213> Homo sapien 












<400> 104 
ccagcgtgca 


gcctggcctg 


gtacctcctg 


ccagcatctc 


ttgggtttgc 


tgagaactca 


60 


cgggctccag 


ctacctggcc 


atgaccacca 


catttctgca 


aacttcttcc 


tccacctttg 


120 


ggggtggctc 


aacccgaggg 


ggttccctcc 


tggctggggg 


aggtggcttt 


ggtgggggga 


180 


gtctctctgg 


gggaggtgga 


agccgaagta 


tctcagcttc 


ttctgctagg 


tttgtctctt 


240 


cafgggtcagg 


aggaggatat 


gggggtggca 


tgagggtctg 


tggctttggt 


ggaggggctg 


300 


gtagtgtttt 


cggtggaggc 


tttggagggg 


gcgttggtgg 


gggttttggt 


ggtggctttg 


360 


gtggtggcga 


tggtggtctc 


ctctctggca 


atgagaaaat 


taccatgcag 


aacctcaatg 


420 


accgcctggc 


ctcctacctg 


gacaaggtac 


gtgccctgga 


ggaggccaat 


gctgacctgg 


480 


aggtgaagat 


ccatgactgg 


taccagaagc 


agaccccagc 


cagcccagaa 


tgegactaca 


540 


gccaatactt 


caagaccatt 


gaagagctcc 


gggacaagat 


catggccacc 


accatcgaca 


600 


actcccgggt 


catcctggag 


atcgacaatg 


ccaggctggc 


tgcggacgac 


ttcaggctca 


660 


agtatgagaa 


tgagctggcc 


ctgcgccagg 


gcgttgaggc 


tgacatcaac 


ggcttgcgcc 


720 


gagtcctgga 


tgagctgacc 


ctggccagga 


ctgacctgga 


gatgcagatc 


gagggectga 


780 


atgaggagct 


agcctacctg 


aagaagaacc 


acgaagagga 


gatgaaggag 


ttcagcagcc 


840 


agctggccgg 


ccaggtcaat 


gtggagatgg 


acgcagcacc 


gggtgtggac 


ctgacccgtg 


900 
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.tgctggcaga gatgagggag cagtacgagg ccatggcgga gaagaaccgc cgggatgtcg 960 

aggcctggtt cttcagcaag actgaggagc tgaacaaaga' ggtggcctcc aacacagaaa 1020 

tgatccagac cagcaagacg gagatcacag acctgagacg cacgatgcag gagctggaga 1080 

tcgagctgca gtcccagctc agcatgaaag ctgggctgga gaactcactg gccgagacag 1140 

agtgccgcta tgccacgcag ctgcagcaga tccaggggct cattggtggc ctggaggccc 1200 

agctgagtga gctccgatfgc gagatggagg ctcagaacca ggagtacaag atgctgcttg 1260 

acataaagac acggctggag caggagatcg ctacttaccg cagcctgctc gagggccagg 1320 

atgccaagat ggctggcatt ggcatcaggg aagggctttg catgcgctct attccccctc 138 0 

tgcctctccc caccttcttt ggagcaagga gatgcagctg tattgtgtaa caagctcatt 1440 

tgtacagtgt ctgttcatgt aataaagaat tacttttcct tttgcaaata 1490 

<210> 105 
<211> 986 
<212> DNA 
<213> Homo sapien 

<400> 105 

ccagcgtgca gcctggcctg gtacctcctg ccagcatctc ttgggtttgc tgagaactca 60 

cgggctccag ctacctggcc atgaccacca catttctgca aacttcttcc tccacctttg 120 

ggggtggctc aacccgaggg ggttccctcc tggctggggg aggtggcttt ggtgggggga 180 

gtctctctgg gggaggtgga agccgaagta tctcagcttc ttctgctagg tttgtctctt 240 

cagggtcagg aggaggatat gggggtggca tgagggtctg tggctttggt ggaggggctg 300 

gtagtgtttt cggtggaggc tttggagggg gcgttggtgg gggttttggt ggtggctttg 360 

gtggtggcga tggtggtctc ctctctggca atgagaaaat taccatgcag aacctcaatg 420 

accgcctggc ctcctacctg gacaaggtac gtgccctgga ggaggccaat gctgacctgg 480 

aggtgaagat ccatgactgg taccagaagc agaccccagc cagcccagaa tgcgactaca 54 0 

gccaatactt caagaccatt gaagagctcc gggacaagat catggccacc accatcgaca 600 

actcccgggt catcctggag atcgacaatg ccaggctggc tgcggacgac ttcaggctca 660 

agtatgagaa tgagctggcc ctgcgccagg gcgttgaggc tgacatcaac ggcttgcgcc 720 

gagtcctgga tgagctgacc ctggccagga ctgacctgga gatgcagatc gagggcgagg 780 

gcctgcacat gcaaactcca gtccctgcct tcagagagct gaaaagggtc cctcggtctt 84 0 

ttatttcagg gctttgcatg cgctctattc cccctctgcc tctccccacc ttctttggag 900 

caaggagatg cagctgtatt gtgtaacaag ctcatttgta cagtgtctgt tcatgtaata 960 

aagaattact tttccttttg caaata 986 
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<2-10>. 106 
<211> 454 
; <212> DNA 
<213> Homo sapien 








- o 




<400> 106 
y-cggccgcct 


actactacta 


aattcgcggc 


cgcgtcgtca aatttgtctc 


caccacctcc 


60 


tcctcccgga 


agagcttcaa gagctaagaa 


cctgctgcaa gtcactgcct tccaa*gtgca 


120 


gcaacccagc 


ccatggagat 


tgcctcttct 


aggcagttgc 


teaagecatg 


ttttatcctt 


180 


ttctggagag- tagtctagac 


caagccaatt 


gcagaaccac 


attctttggt 


tcccaggaga . 


240 


gccccattcc 


cagcccctgg 


tctcccgtgc 


cgcagttcta 


tattctgett 


caaatcagcc 


300 


ttcaggtttc ccacagcatg gcccctgctg 


acacgagaac 


ccaaagtttt 


cccaaatcta 


360 


aatcatcaaa 


acagaatccc 


caccccaatc 


ccaaattttg 


ttttggttct 


aactacctcc 


420 


agaatgtgtt 


caataaaatg 


cttttataat 


ataa 






454 


<210> 107 

<211> 2674 

<212> . DNA 

<213> Homo sapien 












<400> 107 
gttcccttct 


gaagtttcag 


yi-ciyyi^yuyct 


atcttccaoa 


acactgtccc 


acccggtaca 


60 


ggtgggcagg 


attgttcctc 






cgtgctaccc 


catcagcatg 


120 


tgccacttgc 


acgtgccatg 


tgcaagagca 


1 1 1 era acr t c fc. 


cagagaagat 


cccaaagaat 


180 


agacagcgcc 


cttgttagca 


cctgggctga 




tgggagagat 


gacaacgaat 


240 


agccatgccg 


ggaacttgcc 


gtgtggcccc 




cccacctgtg atgtgcaggg 


300 


ccactgaccc 


caggtgtcct 


ccctgctcca 


nhoa i~ sa t~ era 
y u ^-d l. y y 


acagcatggg 


gtcatgggcg 


360 


tacacacagg 


tgctgatacc 


aggggtcagt 


atttaacata 


ettgetttae 


agatgggaac 


420 


agggaggctc 


agggggacac 


tctcaaaatt 


acacagcttt 


taacaggtgg 


cagaattggg 


480 


gttcagaccc 


agatctgggt 


tcaagtcact 


catggtgtga 


ttgcggcagt 


tccttcccgc 


540 


atctgggcct 


tgccatctct 


ctctccgagt 


ggacatggag 


aggaeggggg 


cccagcagct 


600 


ggatggctgc 


agggatcaag 


tcttctctgg 


ggctggcacg 


tagaagagca 


tgtggctggt 


660 


ggacgggcat 


gcctggctcc 


tcacctggca 


gtctcctgcc 


ctctaaccgg 


ctgtctcttg 


720 


ttcccctagt 


gccctcggct 


agcatgaccc 


gectgatgeg 


gtcccgcaca 


gcctctggtt 


780 


ccagcgtcac 


ttctctggat 


ggcacccgca 


gccgctccca 


caccagcgag 


ggcacccgaa 


840 


gccgctccca 


caccagcgag 


ggcacccgca 


gccgctcgca 


caccagcgag 


ggggcccacc 


900 


tggacatcac 


ccccaactcg 


ggtgctgctg 


ggaacagege 


cgggcccaag 


tccatggagg 


960 
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: tcbcctgcta ggcggcctgc ccagctgccg cccccggact ctgatctctg tagtggcccc 1^20 

1040 



ctcctccccg gccccttttc gccccctgcc tgccatactg cgcctaactc ggtattaatc 

caaagcttat tttgtaagag tgagctctgg tggagacaaa tgaggtctat tacgtgggtg 1140 

* 

ccctctccaa aggcggggtg gcggtggacc aaaggaagga agcaagcatc tccgcatcgc 12 00 

atcctcttcc attaaccagt ggccggttgc cactctcctc ccctccctca gagacaccaa 12 60 
actgccaaaa acaagacgcg tagcagcaca cacttcacaa agccaagcct aggccgccct * 1320 

gagcatcctg gttcaaacgg gtgcctggtc " agaaggccag ccgcccactt cccgtttcct 13 80 

ctttaactga ggagaagctg atccagtttc cggaaacaaa atccttttct catttgggga 1440 

ggggggtaat agtgacatgc aggcacctct tttaaacagg caaaacagga agggggaaaa 1500 

ggtgggattc atgtcgaggc tagaggcatt tggaacaaca aatctacgta gttaacttga 1560 

agaaaccgat ttttaaagtt ggtgcatcta gaaagctttg aatgcagaag caaacaagct 1620 

tgatttttct agcatcctct taatgtgcag caaaagcagg cgacaaaatc tcctggcttt 1680 

acagacaaaa atatttcagc aaacgttggg catcatggtt tttgaaggct ttagttctgc 1740 

tttctgcctc tcctccacag ccccaacctc ccacccctga tacatgagcc agtgattatt 1800 

cttgttcagg gagaagatca tttagatttg ttttgcattc cttagaatgg agggcaacat 1860 

tccacagctg ccctggctgt gatgagtgtc cttgcagggg ccggagtagg agcactgggg 192 0 

tgggggcgga attggggtta ctcgatgtaa gggattcctt gttgttgtgt tgagatccag 1980 

tgcagttgtg atttctgtgg atcccagctt ggttccagga attttgtgtg attggcttaa 2040 

atccagtttt caatcttcga cagctgggct ggaacgtgaa ctcagtagct gaacctgtct 2100 

gacccggtca cgttcttgga tcctcagaac tctttgctct tgtcggggtg ggggtgggaa 2160 

ctcacgtggg gagcggtggc tgagaaaatg taaggattct ggaatacata ttccatggga 2220 

ctttccttcc ctctcctgct tcctcttttc ctgctcccta acctttcgcc gaatggggca 2280 

gcaccactga cgtttctggg cggccagtgc ggctgccagg ttcctgtact actgccttgt 234 0 

acttttcatt ttggctcacc gtggattttc tcataggaag tttggtcaga gtgaattgaa 2400 

tattgtaagt cagccactgg gacccgagga tttctgggac cccgcagttg ggaggaggaa 2460 

gtagtccagc cttccaggtg gcgtgagagg caatgactcg ttacctgccg cccatcacct 2520 

tggaggcctt ccctggcctt gagtagaaaa gtcggggatc ggggcaagag aggctgagta 2580 

cggatgggaa actattgtgc acaagtcttt ccagaggagt ttcttaatga gatatttgta 2640 

tttatttcca gaccaataaa tttgtaactt tgca 2674 



<210> 108 
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<211> 1629 ■ 
<212> DNA 

<213> Homo sapien ' 

<400*> 108 v ^ 

ctgctctggc aaccaataga agctaggaga gggcggggac aactgggtct- tttgcggctg 60 

cagcgggctt gtaggtgtcc ggctttgctg gcccagcaag cctgataagc atgaagctct 120 

tatctttggt ggctgtggtc gggtgtttgc tggtgccccc agctgaagcc aacaaggtga 180 

gggaggtgag cctgcagcac ctggtcacga ccaccgtgca cggccaccct gtctacaggg 240 

" - - ctgactcaga gagttctgaa gatatccggt gcaaatgcat ctgtccacct tatagaaaca 300 

tcagtgggca catttacaac cagaatgtat cccagaagga ctgcaactgc ctgcacgtgg 360 

tggagcccat gccagtgcct ggccatgacg tggaggccta ctgcctgctg tgcgagtgca 420 

ggtacgagga gcgcagcacc accaccatca aggtcatcat tgtcatctac ctgtccgtgg 4 80 

tgggtgccct gttgctctac atggccttcc tgatgctggt ggaccctctg atccgaaagc 540 

cggatgcata cactgagcaa ctgcacaatg aggaggagaa tgaggatgct cgctctatgg 600 

cagcagctgc tgcatccctc gggggacccc gagcaaacac agtcctggag cgtgtggaag 660 

gtgcccagca gcggtggaag ctgcaggtgc aggagcagcg gaagacagtc ttcgatcggc 720 

acaagatgct cagctagatg ggctggtgtg gttgggtcaa ggccccaaca ccatggctgc 780 

cagcttccag gctggacaaa gcagggggct acttctccct tccctcggtt ccagtcttcc 840 

ctttaaaagc ctgtggcatt tttcctcctt ctccctaact ttagaaatgt tgtacttggc 900 

tattttgatt agggaagagg gatgtggtct ctgatctccg ttgtcttctt gggtctttgg 960 

ggttgaaggg agggggaagg caggccagaa gggaatggag acattcgagg cggcctcagg 102 0 

agtggatgcg atctgtctct cctggctcca ctcttgccgc cttccagctc tgagtcttgg 1080 

gaatgttgtt acccttggaa gataaagctg ggtcttcagg aactcagtgt ctgggaggaa 114 0 

agcatggccc agcattcagc atgtgttcct ttctgcagtg gttctttatc accacctccc 1200 

tcccagcccc agcgcctcag ccccagcccc agctccagcc ctgaggacag ctctgatggg 12 60 

agagctgggc cccctgagcc cactgggtct tcagggtgca ctggaagctg gtgttcgctg 1320 

tcccctgtgc acttctcgca ctggggcatg gagtgcccat gcatactctg ctgccggtcc 1380 

cctcacctgc acttgagggg tctgggcagt ccctcctctc cccagtgtcc acagtcactg 14 4 0 

agccagacgg tcggttggaa catgagactc gaggctgagc gtggatctga acaccacagc 1500 

ccctgtactt gggttgcctc ttgtccctga acttcgttgt accagtgcat ggagagaaaa 1560 

ttttgtcctc ttgtcttaga gttgtgtgta aatcaaggaa gccatcatta aattgtttta 1620 

tttctctca 1629 



WO 2004/092338 



• * <210> 109 

<211> 1645 

<212> DNA 

<213> Homo sapien 



<400> 109 

ccccctccca 


tetefgagcag 


atgtgttgcc 


gccttcttcc 


tgtcccctgg 


gcaatggcgt 


tagccctggg 


ggcacctcgg 


tgcattgf tg 


aagtgaggtc 


ttgaagecta 


tacttagcat 


ggcatggtga 


ggggtgggtt 


caggctggga 


ctggagcccc 


agcagaacct 


actcttcctg 


ggcaggggcc 


ccatcctgca 


gatgetacag 


tgtgttcagc 


tetgeagatg 


acaaggcaag 


agcctcccag 


tctggggaag 


gtaaggcttt 


ggatccaaga 


cccttctggc 


ttaccgtgcc 


gatgctcgct 


ctatggcagc 


agetgetgea 


ctggagcgtg 


tggaaggtgc 


ccagcagcgg 


acagtcttcg 


ateggcacaa 


gatgetcage 


ccaacaccat 


ggctgccagc 


ttccaggctg 


tcggttccag 


tcttcccttt 


aaaagcctgt 


aaatgttgta 


cttggctatt 


ttgattaggg 


cttcttgggt 


ctttggggtt 


gaagggaggg 


tcgaggcggc 


ctcaggagtg 


gatgegatet 


cagctctgag 


tcttgggaat 


gttgttaccc 


cagtgtctgg 


gaggaaagca 


tggcccagca 


tt tat caeca 


cctccctccc 


agccccagcg 


ggacagctct 


gatgggagag 


ctgggccccc 


aagctggtgt 


tcgctgtccc 


ctgtgcactt 


actctgctgc 


cggtcccctc 


acctgcactt 


gtgtccacag 


tcactgagcc 


agaeggtegg 


atctgaacac 


cacagcccct 


gtacttgggt 


gtgcatggag 


agaaaatttt 


gtcctcttgt 
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atctcagggt 


agccagacce 


tagcccctgg 


ou 


ggagggcagg 


ggagtt ct ct 


agectagtae 


1 O A 

120 


aaacaacaga* 


tgfccatcaag 


tcctctgcct 


1 O A 

loO 


cctccttgag 


agt tagaaat 


agtggaatgg 

e 




acctcccttg 


agctagctgt 


gtggcagtaa 


O A A 


gagtget tec 


tttcccaggc 


cccagggagg 


•3 C A 


acactaaggc 


ttccagcaga 


cctggcacac 


>i O A 

420 


gtcctcagcc 


tgeagcaett 


gggg a gg ccc 


A O A 

4 8 0 


ggggttcgtt 


ctt tccatgt 


cagactttca 


C /I A 

54 0 


agate ttctc 


4» 4. 4» 4- 4- 4- 4- _ 4. 4_ 

t t t tt t tctt 


cccactacag 


600 


tccctcgggg 


gaccccgage 


aaacacagtc 


C C A 

660 


tggaagctgc 


aggtgcagga 


geageggaag 


*7 *5 A 

72 0 


tagatgggct 


ggtgtggttg 


ggtcaaggee 


"7 O A 

780 


gacaaagcag 


ggggctactt 


ctcccttccc 


840 


ggcatttttc 


ctccttctcc 


4. _ _ ^ ^ 4_ _ I-,, 

ctaactttag 


AAA 
900 


aagagggatg 


tggtctctga 


tctccgttgt 


960 


ggaaggcagg 


ccagaaggga 


atggagacat 


1020 


gtctctcctg 


gctccactct 


tgccgccttc 


1080 


ttggaagata 


aagctgggtc 


ttcaggaact 


1140 


ttcagcatgt 


gttcctttct 


gcagtggttc 


1200 


cctcagcccc 


agccccagct 


ccagccctga 


1260 


tgagcccact 


gggtcttcag 


ggtgcactgg 


1320 


ctcgcactgg 


ggcatggagt 


gcccatgcat 


1380 


gaggggtctg 


ggcagtccct 


cctctcccca 


1440 


ttggaacatg 


agactcgagg 


ctgagcgtgg 


1500 


tgcctcttgt 


ccctgaactt 


cgttgtacca 


1560 


cttagagttg 


tgtgtaaatc 


aaggaageca 


1620 



' tcattaaatt gttttatttc tctca. 

<210> 110 

<211> 499 

<212> DNA 

<21-3> Homo sapien 

<400> 110 
. ggccgcaggt gtgctggaat tcgcccttag 

tggagggaga gagtgaaggg acacgggaag 

ctccaaagat caaggccata acccaggaga 

tgaatgaaat ccaaaagcac gcatgagacc 

ttttccccca aggaaagtcc ttgcacagac 

ggaattatca gactcagaaa cttttatttt 

cataatgctc ttaatatatt gcacttttct 

tctactttcc tactgcagcc ttcagattct 

aaactccgca ctagctgca 

<210> 111 

<211> 1354 

<212> DNA 

<213> Homo sapien 

<400> 111 

ggccgcaggt gtgctggaat tcgcccttag 
agaaaaggaa caagaaagag gtagaaacaa 
cccaaacatc tttgacctgg aaacatgctt 
agttccagga gactgtagtc tgggacaagt 
attctaaggc attggagatt caaagaatca 
tcactgctac ccatctacaa aataagacaa 
taggatgggg aacccatact tgatgggatg 
attctccctt gtaaatttat tgatgatttc 
ttgatgtttc aacaggcact tattcaaata 
catccttggc ttctcaccca ttcctcatgt 
ccctgaatag cactaagtgc tctgtaagct 
caggcagaga aagaactcct caagtgcttg 
acctatgatg aaggtcttca cctccagaag 
gagagtggga gaaaatccct cctttgggaa 



i3<r 

cgtggtcgcg gccgaggtac cgacggctcc 
aatcaaagtc gagcatgaaa gtgtctgcaa 
ccatcaacgg aagattagtt ctttgtcaag 
aatgaaagtt tccgcctgtt gtaaaatcta 
accagtgagt gagttctaaa agataccctt 
ttttttctgt aacagtctca ccagacttct 
aatcaaagtg cgagtttatg agggtaaagc 
catcattttg catctatttt gtagccaata 



cgtggtcgcg gccgagtact gctttgaagg 
caaaagttta actttgttta gcccagtatt 
tctcagatta cctttaatat ctcacagaaa 
ggcactttct gattagtttg tgataaacct 
gttggagtaa tcatcacagg acagctggtc 
gggtctttga gactctcttc acacatgtct 
gtcccaatgg agaggtttta gtttaacaaa 
aattcttccc tatggtctag aattgcttta 
agttatatat ttgaaaacag ccatggtaag 
ggcatgcttt ctagacttta aaatgaggta 
caaggaatct gtgcagtgct acaaagccca 
tggtcagaga ctaggttcca tatgaggcac 
gtgacactgt tcagagatcc tcatttcctg 
atcccttttc ccagcagcag agcccacctc 
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attgcttagt gatcatttgg aaggcactga gagccttcag gggctgacag cagagaaatg 900 



aaaatgagta cagttcagat ggtggaagaa gcatggcagt gacatcttcc atgctctttt 


960 , 


tctcagtgtc 


tgcaactcca aagatcaagg ccataaccca ggagaccatc 


aacggaagat 




tagit'ctttg 


tcaagtgaat 


gaaatccaaa 


agcacgcatg agaccaatga aagtttccgc 


1080 


ctgttgtaaa 


atctattttc 


ccccaaggaa 


agtccttgca 


cagacaccag 


tgagtgagtt 


1140 


ctaaaagata 


cccttggaat 


tatcagactc 


agaaactttt 


attttttttt 


tctgtaacag 


. 1200 


tctcaccaga 


cttctcataa 


tgctcttaat 


atattgcact 


tttctaatca 


aagtgcgagt 


1260 


ttatgagggt 


aaagctctac 


tttcctactg cagccttcag attctcatca 


ttttgcatct 


1320 


attttgtagc 


caataaaact 


ccgcactagc 


tgca 






1354 


<210> 112 

<211> 4080 

<212> DNA 

<213> Homo sapien 












<400> 112 
tgatcgctca 


ctatagggca 


attgtggcct 


/■»♦* ana fnr , a t- 




acaqtqtaat 


60 


ggatagcggc 


cgcccgggca 


gggggctcag 


tyyCCygyuc 


l» y ciy lll^ 




120 


ccaccacaga 


ttcagacttg gactatgatt 


a ♦* r* t~ si f~* ^3 rra a 
aLL L cl Layaa 




cottttaaoa 


180 


aactagcaga 


tttgtatggt 


tccaaagaca 


t- *- f- t- f~w t— r 

CLLLLydCyd 


uya LLuuuoa 


caataacgat 


240 


acaaatttgg 


ccttaagaac 


tgtgtctggc 


ytCCLCaaya 


a t~ ♦* a rra a rra 

aLCLaydaya 


tatataaaca 


300 


ggtatttttt 


taaatcaagg 


aaaggctcat 


ttaaaacagg 


caaagtttta 


cagagagga t 


360 


acatttaata 


aaactgcgag gacatcaaag 


tggtaaatac 


tgtgaaatac 


c 1 1 1 1 c t ca c 


420 


aaaaaggcaa 


atattgaagt 


tgtttatcaa 


cttcgctaga 


aaaaaaaaac 


acttaacata 

a^rir i*yyv» t»U 


480 


caaaatattt 


aagtgaagga 


gaagtctaac 


gctgaactga 


caatgaaggg 


aaattattta 


540 


tgtgttatga 


acatccaagt 


ctttcttctt 


ttttaagttg 


tcaaagaagc 


ttccacaaaa 


600 


ttagaaagga 


caacagttct 


gagctgtaat 


ttcgccttaa 


actctggaca 


ctctatatgt 


660 


agtgcatttt 


taaacttgaa 


atatataata 


ttcagccagc 


ttaaacccat 


acaatgtatg 


720 


tacaatacaa 


tgtacaatta 


tgtctcttga 


gcatcaatct 


tgttactgct 


gattcttgta 


780 


aatctttttg 


cttctacttt 


catcttaaac 


taatacgtgc 


cagatataac 


tgtcttgttt 


840 


cagtgagaga 


cgccctattt 


ctatgtcatt 


tttaatgtat 


ctatttgtac 


aattttaaag 


900 


ttcttatttt 


agtatacata 


taaatatcag 


tattctgaca 


tgtaagaaaa 


tgttacggca 


960 


tcacacttat 


attttatgaa 


cattgtactg 


ttgctttaat 


atgagcttca 


atataagaag 


1020 


caatctttga 


aataaaaaaa 


gatttttttt 


taattctggg 


tttgattctt 


aacattgaaa 


1080 
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caaacgttaa gtatttctaa tgatccattt 


atatttctaa 


tttaactgtg 


atctfcttaat 


1140 

X X *± \J 


• aaccctattt 


atgatctgtt 


gttgtctgtc 


tgctgctttt 


attgtttatt 


taaaatcaaa 


1200 


tatgttttac. aaatgttttt 


tcagacaaga 


t'tctgtaaca 


tcatgtaaag cttttttgta 


1260 

X D \J 


cattcttggt 


gttaacctcc 


tggcttctct 


tcacacacat 


cttctaaaaa 


agaaggatgt 




gaaagaacta ggtcagtcta 


tgactttgca 


atatgtgtta 


tatagtatgc 


atttatcttg 


XJDU 


tatatcagta atttgatggt tatgagagat gaatccatga gggaatggag ctatcagaac. 


1 A A f) 


tctaatgttc 


caggtataca 


ttctataccc 


cacactgagc 


actggggaac 


tgggggacta 


1 JUU 


gagtcaaaaa 


tataaatttg 


cccagactct 


aatgttattc 


tattttttct 


tctgttgaac 


1 R60 

1 -D O \J 


ttaccaggct 


attgtaagac 


tcttgatagt 


tgaaactgct 


tatttttcct 


cctgtaattt 




taactaattg 


taaaatgatg 


tggcatttta 


tgttttaatg agaatgggcg 


attcatttaa 


1 6A0 


aaaagctttg 


fettagaatat 


gcttggggcc 


gtaagctcag aatgagggca 


gggaccattt 


1 HA fl 
i 1 <% U 


tggattctga 


gagtcgatgc 


catttggtcc 


aggagtgtgt 


ctacagtccc 


ctgcattcca 


T flOO 


gctagtttct 


tggggattga 


aacttatgtg 


aagggcattt 


cacctgttca 


gttgggccaa 


IOOU 


aggtcaaaac 


gtagcaatac 


ttggggaaag 


accacataaa 


gtcacactgc 


aagtgctttc 


1 Q20 

1^ 


cctctttccc 


cctacacaca 


gggcacgtgc 


tttttcttgg 


attgcagaca 


atttttacag 


1980 


tttttttctg actttattgt 


gaaagtttgt 


ttcaagcatt 


tcttgatatc 


atgttatgta 


9 04 0 


ctatttttat 


gatttagtca 


acatgcatac 


aaagaaatgt 


tttttatgaa 


gtgctcactt 




ccattttact 


ttgcattgaa 


atcaaattgg gctgaacact 


tcaatggaat 


acattttgtg 


2160 

A J- o w 


gacaatgtca 


ctttagaatc 


tttcatctca 


gtgaaggatt 


acacattctc 


aatacttcca 


2220 


taattgcagg 


ttgtgttcat 


ttttttatat 


agtttttgta 


atccaaagaa 


tattttgcta 


2280 


gatttgcaca 


gatctccaat 


tgaatttgca 


atgaagaaat 


aactcaaaag gaatatgaat 


2"*4 0 

_> *± VJ 


agcatttaaa 


taagtataca 


gctgtaagta 


accctgtcac 


catggatgat 


ccttttctct 


24 00 


aggaatgtat 


ttggattaga 


gatgacaact 


acattttcgc 


atttttatgt 


tgaagtcttt 




tttaaaaagg 


ctgtttactt 


ttcagtagtt 


aagaatactt 


gtttttcttt 


ttcttttttt 




ttttttttta 


ccttttattt 


tttcgttaag 


cctctattgt 


ttgtagaaca 


ctcttagaaa 


Z DO U 


cttggaaata 


aaatgtcttt 


cccaactagt 


ggagtccttt 


ttcatttgga 


gcacattgcc 


2640 


ttaaaagaag 


tcttaattta 


aacggtcctt 


ccttattcta 


aagtaatcac 


tgttttatac 


2700 


catctatgca 


gctaaaagaa 


ggaacatgct 


tctgttcttt 


tcctcaagta 


atggttattg 


2760 


tttctagtca 


tcattcattc 


attgattcat 


tcattaattc 


atcaaaatct 


tattttataa 


2820 


accctgttcc 


acttactgga 


ggattcagaa 


tgaatcttac 


taccttttct 


gacatctttt 


2880 
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gataattcag ccctgtacca aagtatccac 
tttgccctcc tagaaaatgc aagaagatat 
, taaaagatat aacaggaagg agatggtgag 
tgtggcaatt#ctggacagat cttgggttta 
tgggggtgac agggaagata aaagagtagt 
aatatagaga tcatggctct gtatgtcagg 
tcctgggtca ttgtgacata tccttcacat 
gtgaatgggg gctgggcagt tggagtctct 
ggcagtgtgg aggacagatt aggagcatat 
tgcaaaggtc aaaatgagat agaatgaggg 
gaagaggaaa gacttctctg ctcttgcact 
tctgacccgg aagactgacc ccacctcttg 
acaaagaagc cagagggata cttttaacac 
aacctcttca ctggcttccc aaagacttaa 
ttacatgaac agggccctgc gaacctctcc 
gcacgatgct ccagccacac tggccatctt 
cttttccatg gaaagcaggt cacccttgtt 
attttgcttt ttggctttat gtatgtgtgt 
tgtaagctcc atgagggcag ggaatcttgc 
ttacacagtg cctgaaacat aacaggtaca 

<210> 113 

<211> 3987 

<212> DNA 

<213> Homo sapien 

<400> 113 

gtatgcactc attggcactg gtctctakct 
cgcggcgagg tggacctcgt tttaagaaac 
ttgatgacga ttcttaacaa taacgataca 
ctcaagaatc tagaagatgt gtaaacaggt 
aaacaggcaa agttttacag agaggataca 
taaatactgt gaaatacctt ttctcacaaa 
cgctagaaaa aaaaaacact tggcatacaa 
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cttgttgtct tataatcacc tatttaccta 2940 

ettctctcct tccaaattga aggaagaaca 3000 

atatagagtg 'tgagcggaga ttaggccagc 3060 

gctaagttat ttcttttagg cctgggtttc 3120 

ttatttgcac ctcttggaga attgcttaaa 3180 

tggaaccagg tcaggagtat ttgaaactgc 324 0 

ctttttgaga aactttataa gacaatgggg 3300 

gagcagaaga ggggcaaaat ttatttggca 3360 

aaacccagag gtgtgcccca ggagggcttt 3420 

cctgaaataa ttcagtaatt tggagatgga 3480 

gccatcagcc tggtctgggc catggtcatc 354 0 

gctcaccctc tgcctcccaa cctcctcttc 3600 

acaacccaga tcacatgact tcgtaactta 3660 

aatgaattct gatgccttta ttttattgct 3720 

agtgtcattc cactccatcc tcctttcagt 3780 

tcggttcctg atacaaaaaa aaacacgttc 3840 

attttgtatc gatgacaact ctttaaactt 3900 

gggtgggtgg gactgactgc cccactagaa 3960 

tttcttgttt accattgtat actcagttct 4020 

caataaatat ctattgaatg aaaaaaaata 4080 



cgagcggcgc cagtgtgatg gatgcgtggt 60 

tagcagattt gtatggttcc aaagacactt 120 

aatttggcct taagaactgt gtctggcgtt 180 

atttttttaa atcaaggaaa ggctcattta 240 

tttaataaaa ctgcgaggac atcaaagtgg 300 

aaggcaaata ttgaagttgt ttatcaactt 360 

aatatttaag tgaaggagaa gtctaacgct 420 
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gaactgacaa tgaagggaaa ttgtttatgt gttatgaaca tc'caagtctt tcttcttttt 480 

taagttgtca aagaagcttc cacaaaatta gaaaggacaa cagttctgag ctgtaatttc 54 0 

gcottaaact ctggacactc tatatgtagt gcatttttaa acttgaaata tataatattc * 600 

agccagctta aacccataca atgtatgtac aatacaatgt acaattatgt ctcttgagca 660 

fccaatcttgt tactgctgat tcttgtaaat ctttttgctt ctactttcat cttaaactaa 720 

• tacgtgccag atataactgt cttgtttcag tgagagacgc cctatttcta tgtcattttt 780 

aatgtatcta tttgtaciaat tttaaagttc ttattttagt atacatataa atatcagtat 840 

tctgacatgt aagaaaatgt tacggcatca cacttatatt ttatgaacat tgtactgttg 900 

ctttaatatg agcttcaata taagaagcaa tctttgaaat aaaaaaagat ttttttttaa 960 

ttctgggttt gattcttaac attgaaacaa acgttaagta tttctaatga tccatttata 1020 

tttctaattt aattgtgatc ttttaataac cctatttatg atctgttgtt gtctgtctgc 1080 

tgcttttatt gtttatttaa aatcaaatat gttttacaaa tgttttttca gacaagattc 1140 

tgtaacatca tgtaaagctt ttttgtacat tcttggtgtt aacctcctgg cttctcttca 1200 

cacacatctt ctaaaaaaga aggatgtgaa agaactaggt cagtctatga ctttgcaata 1260 

tgtgttatat agtatgcatt tatcttgtat atcagtaatt tgatggttat gagagatgaa 1320 

tccatgaggg aatggagcta tcagaactct aatgttccag gtatacattc tatgccccac 1380 

actgagcact ggggaactgg gggactagag tcaaaaatat aaatttgccc agactctaat 144 0 

gttattctat tttttcttct gttgaactta ccaggctatt gtaagactct tgatagttga 1500 

aactgcttat ttttcctcct gtaattttaa ctaattgtaa aatgatgtgg cattttatgt 1560 

tttaatgaga atgggcgatt catttaaaaa agctttgttt agaatatgct tggggccgta 1620 

agctcagaat gagggcaggg accattttgg attctgagag tcgatgccat ttggtccagg 1680 

agtgtgtcta cagtcccctg cattccagct agtttcttgg ggattgaaac ttatgtgaag 1740 

ggcatttcac ctgttcagtt gggccaaagg tcaaaacgta gcaatacttg gggaaagacc 1800 

acataaagtc acactgcaag tgctttccct ctttccccct acacacaggg cacgtgcttt 1860 

ttcttggatt gcagacaatt tttacagttt ttttctgact ttattgtgaa agtttgtttc 1920 

aagcatttct tgatatcatg ttatgtacta tttttatgat ttagtcaaca tgcatacaaa 1980 

gaaatgtttt ttatgaagtg ctcacttcca ttttactttg cattgaaatc aaattgggct 2040 

gaacacttca atggaataca ttttgtggac aatgtcactt tagaatcttt catctcagtg 2100 

aaggattaca cattctcaat acttccataa ttgcaggttg tgttcatttt tttatatagt 2160 

ttttgtaatc caaagaatat tttgctagat ttgcacagat ctccaattga atttgcaatg 2220 

aagaaataac tcaaaaggaa tatgaatagc atttaaataa gtatacagct gtaagtaacc 2280 
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ctgtcaccat ggatgatcct tttctctagg 


aatgtatttg gattagagat gacaactaca 


2340 


.ttttcgcatt tttatgttga agtctttttt 


3 3 3 *a fts** ^ ft 

ddddagy c ug 


l-f tacttl?tc 


agtagt taag 


2400 


aatacttgtt 


-tttctttttc 


tttttttttt 


t* t- f- *- *- ¥- r~> r-> Y- 


f- 1* t- atttttt 


cattaaacct 


2460 


ctattgtttg tagaacactc tfeagaaactt 

»• » * • 


^gaaauaaaa 


L. y L. v_- \_. i» ^, w 


aactaataaa 


2520 


gc cccc c*c t- c 


atttggagca 


cattgcctta 


dddyddy tCL 




aatccttcct 


2580 


#■ a 4> t- ^- — v — i ^3 f-m 

CduCCLdddy 


taatcactgt 


tttataccat 


Z" 1 f" a ♦» S» flf* 

ctatgcdytt 


ddadyddyya 


acatacttct 


2640 


gccctCLtcc 


tcaagtaatg gttattgttt 


ctagtcatca 


ttcattcatt 


gat teat tea 


2700 


tcaattcacc 


aaaatcttat 


tttataaacc 


ctgttccact 


tactggagga 


1 1 caoraa t era 


2760 


atcttactac 


cttttctgac 


atcttttgat 


aattcagccc 


tgtaccaaag 


tatccacct t 


2820 


gttgtcttat 


aatcacctat 


ttacctattt 


gccctcctag 


aaaatgcaag 


aaaatatttt 


2880 


ctctccttcc 


aaattgaagg 


aagaacataa 


aagatataac 


aggaaggaga 


tggtgagata 


2940 


tagagtgtga 


gcggagatta 


ggccagctgt 


ggcaattctg gacagatctt 


gggtttagct 


3000 


aagttatttc 


ttttaggcct 


gggtttctgg 


gggtgacagg 


gaagataaaa 


gagtagttta 


3060 


tttgcacctc 


ttggagaatt 


gcttaaaaat 


atagagatca 


tggctctgta 


tgtcaggtgg 


3120 


aaccaggtca 


ggagtatttg 


aaactgctcc 


tgggtcattg 


tgacatatcc 


ttcacatctt 


3180 


tttgagaaac 


tttataagac 


aatgggggtg 


aatgggggct 


gggcagttgg agtctctgag 


3240 


cagaagaggg gcaaaattta tttggcaggc 


agtgtggagg acagattagg 


agcatataaa 


3300 


cccagaggtg 


tgccccagga 


gggcttttgc 


aaaggtcaaa 


atgagataga 


atgagggect 


3360 


gaaataattc 


agtaatttgg 


agatggagaa 


gaggaaagac 


ttctctgctc 


ttgcactgcc 


3420 


atcagcctgg 


tctgggccat 


ggtcatctct 


gacccggaag 


actgacccca 


cctcttggct 


3480 


caccctctgc 


ctcccaacct 


cctcttcaca 


aagaagccag agggatactt 


ttaacacaca 


3540 


acccagatca 


catgacttcg 


taacttaaac 


ctcttcactg 


gcttcccaaa 


gacttaaaat 


3600 


gaattctgat 


gcctttattt 


tattgcttta 


catgaacagg gccctgcgaa 


cctctccagt 


3660 


gtcattccac 


tccatcctcc 


tttcagtgca 


cgatgctcca 


gccacactgg 


ccatctttcg 


3720 


gttcctgata 


caaaaaaaaa 


cacgttcctt 


ttccatggaa 


agcaggtcac 


ccttgttatt 


3780 


ttgtatcgat 


gacaactctt 


taaacttatt 


ttgctttttg gctttatgta 


tgtgtgtggg 


3840 


tgggtgggac 


tgactgcccc 


actagaatgt 


aagctccatg 


agggcaggga 


atettgettt 


3900 


cttgtttacc 


attgtatact 


cagttcttta 


cacagtgcct 


gaaacataac 


aggtacacaa 


3960 


taaatatcta 


ttgaatgaaa 


aaaaata 








3987 



<210> 114 
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<211> 2761 
<212> DNA 

<213> Homo sapien . 



,<400> 114 



gaaattctta caaaaactga aagtgaaatg aggaagacag 


a *» ^ na rt f o A ^ 
atugaycaat 


/■•pa a 1" rnnan 


60 


ggtaaatgcc agcaaacota jptgtacagta ggggtagaga 


^ ana a a rfft 

tgCagadayy 


r** A<7f A A A OOAO 


120 


aaaaht 1 a era 


ataactctcc 


tgaggggtga 


gccaagccct 


geca tg t agt 


gcacgcagga 




pa t - pa a raAA 


cacaaataac 


aggaaatgat 


ccattccctg 


cggccacu ua 




24 0 


cccaaccttc 


aaagttcaag 


tagtgatatg gatgactcca 


cagaaaggga 


gcagc Cacgc 


J v U 


cttact tefct 

V* w W CJL La k_ W w w 


gecttaagaa 


aagagaagaa 


atgaaactga 


aggagtgtgc 


4* fr* y^i r+ 1™ ^ 

ticcaccccc 




rpa pctcta aqo 


aaaacccctc 


tgtccgatcc 


tccaaagacg 


gaaagccgcL 




420 


ttactoctaa 


cactactQtc 


ttgctgcctc 


acggtggtgt 


ccccccacca 


yyCyy ccg cc 


4 ft 0 




acctaaccaa 


cctccgggca 


gagctgeagg 


gccaccacgc 


ggagaagctg 


O ft U 


rraacaoaaa 


caggagcccc 


caaggccggc 


ctggaggaag 


ccccagccgc 


Cdccgcggya 




Lyaaoy u« yio 




getgeaagae 


gcaggcaaga 


ccctgcccac 


aCLgcLgccu 


O O v 


ctccctcacc 


tcagctgt ct 


ttctaataac 


ttgaagtttt 


CCCyCCCaCa 


ydLL i_ u tyaa 


720 


ccaccaactc 


caaaaaaaoa 


caactccagt 


cagaacagca 


gaaauaagcg 


Lgccgtccag 


/ OKJ 


yy ^cuayaoy 


aaacaatcac 


teaagactge 


ttgcaactga 


txgcagacag 


cgaaaCaCCa 


fl4 0 


a^r- aharaaa 


aaaaatctta 


cacacttgtt 


ccatggcttc 


ccagccccaa 


aaggggaay c 




r^rr^r^^ ana 
yuuL- uayaay 


aaaaaaaaaa 

Qua aayciy oo 


taaaatattg 


gtcaaagaaa 


ctggccaccc 


cctcacatac 


q (T n 


acrt" rsaattt 
yy CLayy l. i_ *— 


tatatactaa 


taagacctac 


gecatgggae 


acccaatcca 


gaggaagaay 


1 05 O 

-L V ^ V 






attgagtctg gtgactttgt 


ttcgatgeae 


ccaaaacacg 


inon 
lUBU 


rrh riA a a r*A c 


tacccaataa 


ttcctgetat 


tcagctggca 


ttgeaaaact 


ggaagaagga 


lliv 


gatgaactcc 


aacttgeaat 


accaagagaa 


aatgcacaaa 


tatcactgga 


tggagatgtc 


± z. u u 


acattttttg 


gtgcattgaa 


actgctgtga 


cctacttaca 


ccatgt ctgt 


age c a tec cc 




ctccctttct 


ctgtacctct 


aagaagaaag 


aatctaactg 


aaaataccaa 


aaaaaaaaaa 


1320 


aaaaaaaagt 


agttaccatt 


gecttttctg 


tgagctattt 


gttttggttt 


gctgaaacta 


1380 


gtccaaaaca 


ggaaatttaa 


cagacagcca 


cagecaaaga 


gtgtcatgtg 


aattacaaga 


1440 


aatagagece 


atttagggaa 


agatagaacc 


agaaaggctt 


ttcattataa 


ttccatgttg 


1500 


aacaattgag 


tcatagcttc 


ttatcttgga 


ggaaggacac 


aattcaaagg 


ggcagtaagg 


1560 


attttgtaaa 


acgtggcatc 


cataatttac 


tatggagcaa 


gtgcccacat 


ctctaggaca 


1620 


tcaagacatt 


tatgagaaat 


ctcaggattc 


atcttctgtt 


tttatgttaa 


atgcactccc 


1680 
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tccttttcag^ ttaacattat aaaaagtaaa aaatgaaaat tttagaaa'tc ttgcattaga 1740 

cacatgaaaa aataactaa'a . agtttaaatf taaatatgaa acaattttgc tgaaaatagt 1800 

atccatatac'tatttaagtc ttttatggtt atttcaagta tacaatttct atctgtaatg 1860 

taatatatta cccacacatt tttttcacag gagagagaga atatcctcat ttgtttatgc 1920 

" tcatgtgtat tttctatagt gaatttcaga aacttttaat atcaggtaat ttcaat^ttat 1980 

gcctataaag cattgattga aaaata'acta gaattgtgca tatataacac ataatct'cca. 2040 

acagaagtta ctgaatacat tcatactaat gtaatgtaat ttccctttat ttcttgctct 2100 

tctgtttcaa actgctgcta ttgtagttta catatcccaa cctttaaaaa tattcctctt 2160 

attagcttta tattcacttt atagaagttg agttttaatt aaaattcttg gcatcctgaa 2220 

gtatgtcaca tagcatgtgc tccttataaa tatgttgata tctcagaaga cagcatcccg 2280 

gttttcattt tataaagtac catacttaag aatgctgtaa tacttatctt ttataacatg 2340 

tttccttcgc tttgcttgtc ttttatgtca tcagttttaa ctgtttactt catttaacag 2400 

tttacatcat tcaacagttt act teat taa acagtaggtg gaaaaataga tgecagtcta 24 60 

tgaaaatctt cccatctata tcaaaatact tttcaaggat atacttttca aaacaaacga 2520 

tttaaatttt atgtttaaaa tataaacttt agatttaaac tttatttaaa tatctggttc 2580 

ctatgatttt gacttcagta agttcaaata aaatatattt tgcaattcat ttttacatta 2640 

taatttaaaa agaagaagcg ataagtggag tcagtttcaa tgctaggtgg ggtggttaat 2700 

gatttttctg gtgttgctgc taatgtggat taacaaataa aaacattcat tgccttttaa 2760 

a 2761 

<210> 115 

<211> 2879 

<212> DNA 

<213> Homo sapien 

<400> 115 

gaaattctta caaaaactga aagtgaaatg aggaagacag attgagcaat ecaateggag 60 

ggtaaatgee agcaaaccta ctgtacagta ggggtagaga tgcagaaagg cagaaaggag 120 

aaaattcagg ataactctcc tgaggggtga gccaagccct gccatgtagt geaegcagga 180 

catcaacaaa cacagataac aggaaatgat ccattccctg tggtcactta ttctaaaggc 240 

cccaaccttc aaagttcaag tagtgatatg gatgactcca cagaaaggga gcagtcacgc 300 

cttacttctt gecttaagaa aagagaagaa atgaaactga aggagtgtgt ttccatcctc 3 60 

ecaeggaagg aaagcccctc tgtccgatcc tccaaagacg gaaagctget ggctgcaacc 420 

ttgctgctgg cactgctgtc ttgctgcctc acggtggtgt ctttctacca ggtggccgcc 480 
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ctgcaagggg 


acctggccag 


cctccgggca 


gagctgcagg 


gccaccacgc; 


ggagaagctg 


540 


ccagcaggag 


caggagcccc 


caaggccggc 


ctggaggaag 


ctccagctgt 


caccgcggga 


600 


ctgaaagtga gtttgcagca gctgcaagac gcaggcaaga tcctgcctac 


actgctgcct 


560 


ctccctcgcc 


ccagctgtct 


ttctaataac ttgaagtttt 


tctgttcata 


gatctttgaa . 


720 


ccaccagctc 


caggagaagg 


caactccagt 


cagaacagca 


gaaataagcg tgccgttcag 


^SO 


ggtccagaag aaacagtcac tcaagactgc t.tgcaactga ttgcagacag tgaaacacca 


840 


actatacaaa 


aaggctccct 


tctgttgcca 


catttgggcc 


aaggaatgga* 


gagatttctt 


900 


cgtctggaaa 


cattttgcca 


aactcttcag 


atactctttc 


ctctctggga 


atcaaaggaa 


960 


aatctctact 


agatcttaca 


catttgttcc 


atggcttctc 


agctttaaaa 


ggggaagtgc 


1020 


cctagaagaa 


aaagagaata 


aaatattggt 


caaagaaact 


ggttactttt 


ttatatatgg 


1080 


tcaggtttta 


tatactgata 


agacctacgc 


catgggacat 


ctaattcaga 


ggaagaaggt 


1140 


ccatgtcttt 


ggggatgaat 


tgagtctggt 


gactttgttt 


cgatgtattc 


aaaatatgcc 


1200 


tgaaacacta 


cccaataatt 


cctgctattc 


agctggcatt 


gcaaaactgg 


aagaaggaga 


1260 


tgaactccaa 


cttgcaatac 


caagagaaaa 


tgcacaaata 


tcactggatg 


gagatgtcac 


1320 


attttttggt 


gcattgaaac 


tgctgtgacc 


tacttacacc 


atgtctgtag 


ctattttcct 


1380 


ccctttctct 


gtacctctaa 


gaagaaagaa 


tctaactgaa 


aataccaaaa 


aaaaaaaaaa 


1440 


aaaaaagtag 


ttaccattgc 


cttttctgtg 


agctatttgt 


tttggtttgc 


tgaaactagt 


1500 


ccaaaacagg 


aaatttaaca 


gacagccaca 


gccaaagagt 


gtcatgtgaa 


ttacaagaaa 


1560 


tagagcccat 


ttagggaaag 


atagaactag 


aaaggctttt 


cattataatt 


ccatgttgaa 


1620 


caattgagtc 


atagcttctt 


atcttggagg 


aaggacacaa 


ttcaaagggg 


cagtaaggat 


1680 


tttgtaaaac 


gtggcatcca 


taatttacta 


tggagcaagt 


gcccacatct 


ctaggacatt 


1740 


aagacattta 


tgagaaatct 


caggattcat 


cttctgtttt 


tatgttaaat 


gcactccctc 


1800 


ctfctcagtt 


aacattataa 


aaagtaaaaa 


atgaaaattt 


tagaaatctt 


gcattagaca 


1860 


catgaaaaaa 


taactaaaag 


tttaaattta 


aatatgaaac 


aattttgctg 


aaaatagtat 


1920 


ccatatacta 


tttaagtctt 


ttatggttat 


ttcaagtata 


caatttctat 


ctgtaatgta 


*1980 


atatattacc 


cacacatttt 


tttcacagga 


gagagagaat 


atcctcattt 


gtttatgctc 


2040 


atgtgtattt 


tctatagtga 


atttcagaaa 


cttttaatat 


caggtaattt 


caatttatgc 


2100 


ctataaagca 


ttgattgaaa 


aataactaga 


attgtgcata 


tataacacat 


aatctccaac 


£ JLOU 


agaagttact 


gaatacattc 


atactaatgt 


aatgtaattt 


ccctttattt 


cttgctcttc 


2220 


tgtttcaaac tgctgctatt gtagtttaca 


tatcccaacc 


tttaaaaata 


ttcctcttat 


2280 


tagctttata 


ttcactttat 


agaagttgag 


ttttaattaa 


aattcttggc 


atcctgaagt 


2340 
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atgtcacata gcatgtgctc cttataaata tgttgatatc tcagaagaca gcatccccjgt 2400 



tttcat ttta 


taaagtScca 


tacttaagaa 


tgctgtaata 


cttatctttt 


ataacatgtt 


2460 


tccttcgctt 


tgcttgtctt 'ttatgtcatc agttttaact gtttacttca 


tttaacagtt 


2520 


tacatcattc 


aacagtttac ttcattaaac agtaggtgga aaaatagatg ccagtctatg 


2580 


aaaatcttcc 


catctatatc 


aaaatacttt 


tcaaggatat 


acttttcaaa 


acaaacgatt 


2640 


taaattttat 


gtttaaaata 


taaactttag 


atttaaactt 


tatttaaata 


tctggttcct 


270*0 


atgattttga 


cttcagtaag 


ttcaaataaa 


atatattttg 


caattcattt 


ttacattata 


2760 


atttaaaaag 


aagaagcgat 


aagtggagtc 


agtttcaatg 


ctaggtgggg 


tggttaatga 


2820 


tttttctggt 


gttgctgcta 


atgtggatta 


acaaataaaa 


acattcattg 


ccttttaaa 


2879 


<210> 116 

<211> 1075 

<212> DNA 

<213> Homo sapien 












<400> 116 
agaaagatta 


tgacaaccga 


atggwcmacc 


attttatwov 


taacrttvarcr 


cgcacgcatw 


60 


rraagracak 


cagtgagaac 


aagagagctg 


taaoacacct 


ccg tact get 


tqtQaacqtQ 


120 


ctaagcgtac 


cctctcttcc 


agcacccagg 




gat cgat tct 


ctctatgaag 


180 


gaatcgactt 


ctatacctcc 


attacccgtg 


cccaatttaa 


acraactoaat 


Qctaacctat 


240 


tccgtggcac 


cctggaccca 


gtagagaaag 


cccttcaacra 

V— W W W W Vi» 


tgecaaacta 


gacaagtcac 


300 


agattcatga 


tattgtcctg gttggtggtt 


c tact cat at 


ccccaagatt 


cagaagcttc 


360 


tccaagactt 


cttcaatgga 


aaagaactga 


afaactaacat 


caacccctga 


taacacrctqt 


420 


tgcttatggg 


tgcagctgtc 


caggcagcca 


i. w i» i-yy 


aaacaaatct 


gagaatgttc 


480 


aagatttgct 


gctcttggat 


gtcactcctc 


t- f trccttaa 


tattaaaact 


qc tcfQtQQacr 


540 


tcatgactgt 


cctcatcaag 


cgtaatacca 


ccattcctac 


caagcagaca 


cagaccttca 


600 


ctacctattc 


tgacaaccag 


cctggtgtgc 


ttattcaggt 


ttatgaaggc 


gagegtgeca 


DOU 


tgacaaagga 


taacaacctg 


cttggcaagt 


ttgaactcac 


aggcatacct 


cctgcacccc 


f Z>\J 


gaggtgttcc 


tcagattgaa 


gtcacttttg 


acattgatgc 


caatggtata 


ctcaatgtct 


780 


ctgctgtgga 


caagagtacg 


ggaaaagaga 


acaagattac 


tatcactaat 


gaeaagggee 


840 


gtttgagcaa 


ggaagacatt 


gaacgtatgg 


tccaggaagc 


tgagaagtac 


aaagctgaag 


900 


atgagaagca 


gagggacaag gtgtcatcca 


agaattcact 


tgagtcctat 


gccttcaaca 


960 


tgaaagcaac 


tgttgaagat 


gagaacttca 


ggcagattac 


ggtgaggcaa 


cagagktctg 


1020 


gcagkttatg 


aatatcactg 


ctgtagrtag 


ctccggagga 


ggatttgaca 


tcaca 


1075 



Wp'2004/092338 



<210> 117 

<211> 715 

' <212> DNA 

<213> Homo sapien ' 



<4Q0> 117 




agagta.ga.ct 




tggtcgcggg 


cgaggggggg 


gaaaaccaca 


CUC CCCaaaC 


aaggaggaac 


acga.yy cyy c 


accgtgatca 


acatccacag 


aacaccctct 


tcttgaactg 


tctagggaca 


ggaagatggt 


aagtgcctga 


acatctgggc 


ttactggtat 


teggctctgt 


cggggttact 


agtagccgcc 


cctgcacgct 


ggggctgttg 


tacccacaca 


cctgtctaca 


<210> 118 




<211> 1377 


<212> DNA 




<213> Homo sapien 


<400> 118 




cgttcctggg 


cctggagggc 


tgcaccagga 


gacactggga 


gaggaaagag 


caaggatttc 


ggattgtcct 


ggcgcctgga 


gtcctgyasy 


tgctggcctg 


ccacaccact 


aacaagatga 


agccctcagc 


ccctctttcc 


gccctcatct 


ggccccggcc 


agaaaccgaa 


actactgggg 


gccgctggtc 


ttcgctggac 


acagtggcca 


gccccccaac 



.146 



atgtgcccta gatcatgetc 
tccagcatcc ggacaccaca 
cttcactcaa cacttccttc 
tgtgctgggg gcacccccca 
cgagacctcc gtgcccgacc 
gtgctgtctg ggcttcatag 
tggcgacgtg accggggccc 
cctgattctg ggcatcctca 
gacagtctac catatcatgt 
catagcctgc aacctttgea 
cccctgcccc cttggtcctg 
gtgtcattca ataaagtgea 



tgctttgggg caggaaactt 
ggtttagtcc ccaaacccgc 
aggagagagg cctgcgacaa 
gtgygsrggc ctggcaggrg 
gggtgtggag actcccaaca 
gacttgtgct cctttgggct 
tctctatctt aaagtaattt 
aaatcccgat ttgacaaatg 
aaagggaggg ctcactgaga 
accatgaatc acactgtcca 
tatgagatgc acaaggagga 



PCT/US2004/&ili04 



gageggegea 


gtgtgatgga 


60 


gcggcccttc 


gctccacgca 


120 


cccaaagcca 


gaagatgeae 


180 


gcaccatcct 


tccaaggtcc 


240 


atgtcgtctg 


gtccctgttc 


300 


cattcgccta 


ctccgtgaag 


360 


aggectatge 


ctccaccgcc 


420 


tgaccattgg 


attcatcctg 


480 


tacagataat 


acaggaaaaa 


540 


ctccactgtg 


caatgetgge 


600 


cccctagata 


cagcagtt ta 


t~ r r\ 


cgtgcttgtg 


aaaaa 


715 


tggccaccag 


gcctctgacc 


60 


acagagcagg 


actgcagcct 


120 


gtgaggtgag 


ggcttttggg 


180 


ccctgaacsg 


ggacagtgag 


240 


caggggaagt 


ctccaggacc 


300 


ctagagagga 


agcccctctt 


360 


gatcctcagg 


aatttgttcc 


420 


ccaggaaaag 


gaaactgttg 


480 


accatcccag 


taacccgacc 


540 


aaccttcttc 


tctcctgtca 


600 


acatgaggtg 


gctgtgctgg 


660 
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* gggcaccccc cagcaccatc cttccaaggt ccaccgtgat caacatccac agcgagacct ■ 720 

ccgtgcccga- ccatgtcgtc tggtccctgt tcaacaccct cttcttgaac tggtgctgtc 780 

tgggcttcat agcattcgcc tactccgtga agtctaggga caggaagatg gttggcgacg 84 0 

tgaccggggc ccaggcctat gcctccaccg ccaagtgcct gaacatctgg gccctgattc 900 

fcgggcatcct catgaccatt ggattcatcc tgttactggt attcggctct gtgacagfct 960 

accatattat gttacagata atacaggaaa aacggggtta ctagtagccg cccatagcct 1020 

gcaacctttg cactccactg tgcaatgctg gccctgcacg ctggggctgt tgcccctgcc -1080 

cccttggtcc tgcccctaga tacagcagtt tatacccaca cacctgtcta cagtgtcatt 114 0 

caataaagtg cacgtgcttg tgaaaaaaaa aamacacaca caacaacaaa caccgttgta 1200 

ggcacagacg cactgaacaa gagtcataga gaacacacaa ggaatggcac ccagcgcgcg 1260 

cccacgaaga gagcgacaag gacacacagg cggaacggag cgtgaacacc cagaggaaaa 132 0 

acaccggaga cacaacacaa ccggggcaga gagatatcca cacccactag aacaacg 1377 

<210> 119 
<211> 579 
<212> DNA 
<213> Homo sapien 

<400> 119 

atcatcttgg cgtggtctct aatgcatgct cgagcggcgc agtgtgatgg atcgtggtcg 60 

cgggcgtggt ggaagcagga cacctggaac tgcggcaaag taggagaaga aatggggagg 12 0 

actcgggtgg gggaggacgt cccggctggg atgaagtctg gtggtgggtc gtaagtttag 180 

gaggtgactg catcctccag catctcaact ccgtctgtct actgtgtgag acttcggcgg 24 0 

accattagga atgagatccg tgagatcctt ccatcttctt gaagtcgcct ttagggtggc 300 

tgcgaggtag agggttgggg gttggtgggc tgtcacggag cgactgtcga gatcgcctag 360 

tatgttctgt gaacacaaat aaaattgatt tactgtctgg aaaaagaaar agaaaagaaa 420 

aaaaaacgct gtgcgggata actcagtggg tcattaggcg tgttcccgtg gggtggacac 480 

ttgtttttcc gggctcacaa tttccagcac aacatatgag caccaacggg gaaacgacga 54 0 

gggcagcggg gggccagtgg aagaagcgaa cacacggca 579 

<210> 120 

<211> 1018 

<212> DNA 

<213> Homo sapien 



<400> 120 

gcccttagcg tggtcgcggc cgaggtaccg tgtcccgttc ttagtgctcg aatgtcccaa 



cctgaagctg aagaagccgc cctggttgca catgccgtcg gccatgactg tgtatgctct 



60 
120 
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ggtggtggtg tcttacttcc tcatcaccgg aggaataatt tatgatgtta ttgttgaacc 180 

tccaagtgtc ggttctatga ctgatgaaca tgggcatcag aggecagtag ctttcttggc 240 

ctacagagta aatggacaat atattatgga aggacttgea tccagcttcc tatttacaat 300 

gggaggttta ggtttcataa tcctggaccg atcgaatgca w ccaaatatcc caaaactcaa 360 

tagattcctt cttctgttca ttggattcgt ctgtgtccta ttgagttttt tcatggctag 420 

agtattcatg agaatgaaac tgeegggcta tctgatgggt tagagtgect ttgagaagaa 480 

atcagtggat actggatttg ctcctgtcaa tgaagtttta aaggctgtac caatcctcta 540 

atatgaaatg tggaaaagaa tgaagagcag cagtaaaaga aatatctagt gaaaaaacag 600 

gaagegtatt gaagcttgga ctagaatttc ttcttggtat taaagagaca agtttatcac 660 

agaatttttt ttcctgctgg ectattgeta taccaatgat gttgagtggc attttctttt 720 

tagtttttca ttaaaatata ttccatatct acaactataa tatcaaataa agtgattatt 780 

ttttacaacc ctcttaacat tttttggaga tgacatttct gattttcaga aattaacata 840 

aaatccagaa gcaagattcc gtaagctgag aactctggac agttgatcag ctttacctat 900 

ggtgctttgc ctttaactag agtgtgtgat ggtagattat ttcagatatg tatgtaaaac 960 

tgtttcctga acaataagat gtatgaaegg agcagaaata aatacttttt ctaattaa 1018 

<210> 121 

<211> 1041 

<212> DNA 

<213> Homo sapien 

<400> 121 

acttgttagg gagggeggge ctgtttccgg gaggegegtg gggcttgagg ccgagaaegg 60 

cccttgctgc caccaacatg gagactttgt accgtgtccc gttcttagtg ctcgaatgtc 120 

ccaacctgaa gctgaagaag ccgccctggt tgcacatgcc gtcggccatg actgtgaata 180 

atttatgatg ttattgttga acctccaagt gtcggttcta tgactgatga acatgggcat 240 

cagaggecag tagctttctt ggectacaga gtaaatggac aatatattat ggaaggactt 300 

gcatccagct tcctatttac aatgggaggt ttaggtttca taatcctgga ccgatcgaat 360 

gcaccaaata tcccaaaact caatagattc cttcttctgt tcattggatt cgtctgtgtc 420 

ctattgagtt ttttcatggc tagagtattc atgagaatga aactgeeggg ctatctgatg 480 

ggttagagtg cctttgagaa gaaatcagtg gatactggat ttgctcctgt caatgaagtt 540 

ttaaaggctg taccaatcct ctaatatgaa atgtggaaaa gaatgaagag cagcagtaaa 600 

agaaatatct agtgaaaaaa caggaagegt attgaagctt ggactagaat ttcttcttgg 660 

tattaaagag acaagtttat cacagaattt tttttcctgc tggcctattg ctataccaat 720 
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gatgttgagt 


ggcattttct 


ttttagtttt 


taatatcaaa 


taaagtgatt 

• fir 


attttttaca 


tctgattttc 


agaaattaac 


ataaaatcca 


gacagttgat. 


cagctttacc 


tatggtgctt 


tatttcagat 


atgtatgtaa 


aactgtttcc 


ataaatactt 


tttctaatta 


a 

* 


<210> 122 
<211> 916 
<212> DNA 
<213> Homo sapien 




<400> 122 
acttgttagg 


gagggcgggc 


ctgtttccgg 


cccttgctgc 


caccaacatg 


gagactttgt 


ccaacctgaa 


gctgaagaag 


ccgccctggt 


ctctggtggt 


ggtgtcttac 


ttcctcatca 


aacctccaag 


tgtcggttct 


atgactgatg 


tggcctacag 


gggctatctg 


atgggttaga 


gatttgctcc 


tgtcaatgaa 


gttttaaagg 


aaagaatgaa 


gagcagcagt 


aaaagaaata 


cttggactag 


aatttcttct 


tggtattaaa 


tgctggccta 


ttgctatacc 


aatgatgttg 


aatatattcc 


atatctacaa 


ctataatatc 


taacattttt 


tggagatgac 


atttctgatt 


gattccgtaa 


gctgagaact 


ctggacagtt 


aactagagtg 


tgtgatggta 


gattatttca 


taagatgtat 


gaacggagca 


gaaataaata 


cgccaagata 


ccccag 





<210> 123 

<211> 1018 

<212> DNA 

<213> Homo sapien 



PCT/US2d04/0lil04 



- 149 








tcattaaaat 


atattccata 


tctacaacta 


780 


accctcttaa 

■a 


cattttttgg 


agatgacatt 


840 


gaagcaagat 


tccgtaagct 


gagaactctg 


900 


tgcctttaac 


tagagtgtgt 


gatggtagat 


960 


tgaacaataa gatgtatgaa 


cggagcagaa 


1020 








'1041 


- 








gaggcqcgtg 


gggcttgagg 


ccgagaacgg 


60 


accgtgtccc 


gttcttagtg 


ctcgaatgtc 


120 


tgcacatgcc 


gtcggccatg 


actgtgtatg 


180 


ccggaggaat 


aatttatgat 


gttattgttg 


240 


aacatgggca 


tcagaggcca 


gtagctttct 


300 


gtgcctttga 


gaagaaatca 


gtggatactg 


360 


ctgtaccaat 


cctctaatat 


gaaatgtgga 


420 


tctagtgaaa 


aaacaggaag 


cgtattgaag 


480 


gagacaagtt 


tatcacagaa 


ttttttttcc 


540 


agtggcattt 


tctttttagt 


ttttcattaa 


600 


aaataaagtg 


attatttttt 


acaaccctct 


660 


ttcagaaatt 


aacataaaat 


ccagaagcaa 


720 


gatcagcttt 


acctatggtg 


ctttgccttt 


780 


gatatgtatg 


taaaactgtt 


tcctgaacaa 


840 


ctttttctaa 


ttaaaaaaaa 


agaaggggcg 


900 



916 



<400> 123 

gcccttagcg tggtcgcggc cgaggtaccg tgtcccgttc ttagtgctcg aatgtcccaa 



60 



840 
900 
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'150* 

cctgaagctg aagaagccgc cctggttgca catgccgtcg gceatgactg tgtatgctct 120 

* • ggtggtggtg tcttacttcc tcatcaccgg aggaataatt tatgatgtta ttgttgaacc -* 180 

tccaagtgtc ggttctatga ctgatgaaca tgggcatcag aggccagtag ctttcttggc 240 

ctacagagta aatggacaat atattatgga aggacttgca tccagcttcc tatttacaat 3 00 

gggaggttta ggtttcataa tcctggaccg atcgaatgca ccaaatatcc caaaactcaa " 360 

tagattcctt' cttctgttca ttggattcgt ctgtgtccta ttgagttttt tcatggctag 420 

agtattcatg agaatgaaac tgccgggcta tctgatgggt tagagtgcct ttgagaagaa 480 

atcagtggat actggatttg ctcctgtcaa tgaagtttta aaggctgtac caatcctcta 540 

atatgaaatg tggaaaagaa tgaagagcag cagtaaaaga aatatctagt gaaaaaacag 600 

gaagcgtatt gaagcttgga ctagaatttc ttcttggtat taaagagaca agtttatcac 660 

agaatttttt ttcctgctgg cctattgcta taccaatgat gttgagtggc attttctttt 720 

tagtttttca ttaaaatata ttccatatct acaactataa tatcaaataa agtgattatt 780 
ttttacaacc ctcttaacat tttttggaga tgacatttct gattttcaga aattaacata 
aaatccagaa gcaagattcc gtaagctgag aactctggac agttgatcag ctttacctat 

ggtgctttgc ctttaactag agtgtgtgat ggtagattat ttcagatatg tatgtaaaac 960 

tgtttcctga acaataagat gtatgaacgg agcagaaata aatacttttt ctaattaa 1018 

<210> 124 
<211> 916 
<212> DNA 
<213> Homo sapien 

<400> 124 

acttgttagg gagggcgggc ctgtttccgg gaggcgcgtg gggcttgagg ccgagaacgg 60 

cccttgctgc caccaacatg gagactttgt accgtgtccc gttcttagtg ctcgaatgtc 120 

ccaacctgaa gctgaagaag ccgccctggt tgcacatgcc gtcggccatg actgtgtatg 180 

ctctggtggt ggtgtcttac ttcctcatca ccggaggaat aatttatgat gttattgttg 240 

aacctccaag tgtcggttct atgactgatg aacatgggca tcagaggcca gtagctttct 300 

tggcctacag gggctatctg atgggttaga gtgcctttga gaagaaatca gtggatactg 360 

gatttgctcc tgtcaatgaa gttttaaagg ctgtaccaat cctctaatat gaaatgtgga 420 

aaagaatgaa gagcagcagt aaaagaaata tctagtgaaa aaacaggaag cgtattgaag 480 

cttggactag aatttcttct tggtattaaa gagacaagtt tatcacagaa ttttttttcc 540 

tgctggccta ttgctatacc aatgatgttg agtggcattt tctttttagt ttttcattaa 600 

aatatattcc atatctacaa ctataatatc aaataaagtg attatttttt acaaccctct 660 



taacattttt tggagatgac atttctgatt 
gatjtccgtaa gctgagaact ctggacagtt 
aactagagtg tgtgatggtia gattatttca 
.taagatgtat gaacggagca gaaataaata 
cgccaagata ccccag 

<2i0> 125 

<211> 762 

<212> DNA 

<213> Homo sapien 

<4 00> 12 5 

ctgttttgag ttttgccctg gggcttgaat 
gctgcctagg aggcagtaaa tccagtcaca 
taaatccagt cgcggtgtga ccgagctggc 
acacgtggac attattctcc tgatcctcct 
aaaatcttca cctgaaccaa ttatgagcag 
cgctcgagtc gcggcgaggg aggaaggtgg 
gacagccatg ggcatgatca tagacgtctt 
gcagaccctg accaaggggg agctcaaggt 
gcagagtgga aaagacaagg atgccgtgga 
agatgcccag gtggacttca gtgagttcat 
tcacaagtac tttgagaagg caggactcaa 
gcagagccat ggtcccaggc ttcccaaaag 
gcctgctcat gtacctctga ttaataaatg 

<210> 126 

<211> 563 

<212> DNA 

<213> Homo sapien 

<400> 126 

tgccgaatcc gtcgtgcaag acatgagagt 

agatccaaca ctcaaaaggg ccggttcttc 

aaatggctga tggcccytta aaaacatcay 

agratyggtt aaaagctttg gttyctagwa 

ctgttttgct aaattatttt tacttggaat 

ttttataatc gtttgcttct ccaagtgaag 



ttcagaaatt aacataaaat ccagaagcaa 
gatcagcttt acctatggtg ctttgccttt 
ga'tatgtatg taaaactgtt tcctgaacaa 
ctttttctaa ttaaaaaaaa agaaggggcg 



gagtcccaaa gagtcgttcg gatggtggga 
gtgcctggga ggggcccatc cttccaaatg 
taacaggctt gtctgcctgg ttttcctcct 
acctggtcca ccccagggct accggaaggt 
tctccttact gaaggtacct gcccggcgac 
gtctgaatct agcaccatga cggaactaga 
ttcccgatat tcgggcagcg agggcagcac 
gctgatggag aaggagctac caggcttcct 
taaattgctc aaggacctgg acgccaatgg 
cgtgttcgtg gctgcaatca cgtctgcctg 
atgatgccct ggagatgtca cagattcctg 
tgtttgttgg caattattcc cctaggctga 
cttatgaaat ga 



cccgggttga ggaagggtac aagtctctta 
caagggtgcc gaattgtggg aagtggacca 
ytttwacaac gtcarggatt tagcwtaaaa 
aaggtwagtg tgtgtggttt ttttaagaag 
gtttcaaaca gatttcaggc tgcaaacttg 
ctcagaaata cctaaaaata gctgtaacgt 
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"152 

tcgcgttagg aaagatggtg tttattccag tttgcatttt tatggtgaaa taaaatcctt 420 
ttccaatgaa ctaaaaaaaa aaaaaaaggg cggccgctcg cgatctagaa ctagtttttt 480 



ttaatttaca aaaatataaa atatgaagac ataaacccag ttgccatctg cgtgacaata 54 0 

aaacattaat gctaacactt ttt * 563 

<210> 127 - * - ; . 

'<211> ;757 \ 
<212> DNA 
<213> Homo sapien 

<400> 127 

ccctgcggcc cccgcctgcc ctttaaaaga gcggggcctg cgccggccgc gccacaccgc 60 

ggggaccagg aggcacgctg gttttccggg gccgctccat cgcgccttcc tcctgcgcct 120 

cgcttctccg gtccagccgc catcttcctt tccgcacagg ggccgccgag cggggccatg 180 

cagccaacgc tgcttctcag cctcctggga gccgtggggc tggcggctgt caattccatg 24 0 

ccagtggata acaggaacca caatgaagga atggtgactc gctgcatcat tgaggtcctc 300 

tcaaatgcct tgtcgaagtc cagcgctcca cccatcaccc ctgagtgccg ccaagtcctg 360 

aagacgaaaa aaagaactcg aaaacttggc tgcaatggat ttggaactac agaagatagc 420 

tgagaaattc agccaaaggg gctgactgtc attggagcgg tgggcactgt taagaagcag 480 

ccatcacatg atctgttttt caccacttca ctgaaagaca ccatttatct acccaagggc 540 

agaaagtaga acttactatt cattaaatgt ttgacacaat tggaattgtc tttaatttct 600 

gtcagaatgc tattgaaaat gtgaattgca tgacttgtag catattcttt tctgcaaaat 660 

agacatatta acatgcttat gacaatgact gtgctactgt ctttggaaaa atgtttgtct 720 

cagttggaaa taataaaaga ttcacctgag accaaaa 757 

<210> 128 
<211> 805 
<212> DNA 
<213> Homo sapien 

<400> 128 

gagctcgcgc gcctgcaggt gagaaaattg agacggagct aagagatatc tgcaatcaat 60 

gtactgtctc tcttcggaaa gttctmgatc ccaatgcttc acaagcagag agcaaagtct 120 

tctatttgaa aatgaaagga gattactacc gttacttggc tgaggttgcc gctggtgatg 180 

aaccagaaag ggattggccg atccgttcaa cacaaagcat acccaaaggg aaagcttttg 240 

aaatcagcra aaaggaaatg caaccaacac atcctatcag actgggtctg gcccttaact 300 

tctctgtgtt ctattatgag attctgaact ccccagagaa agcctggtct scttgcaaag 360 



••«■- 
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aca^cttttg atgaagccat tgctgaactt gatacattaa gtgaagagtc atacaaagac 420 

agcacgctaa taatgcaatt actgagagac aacttgacat tgtggacatc ggatacccaa 480 

ggagacgaag ctgaagcagg agaaggaggg gmaaattmac cggcttccaa ssttttgtct 540 

gcctcattct aaaattJcaca cagtagacca tkttgtcatc catgctgtcc cacaaatagt **600 

wtttwgtwta cgatttatga caggtttatg tyacttctat tygaatttct ' atatttgccc 660 

atgtggktgt tatgtgttaa tattagggga gtagagccag - ttaacattta gggagttatc 720 

tgttttcatc ttgaggtggc catatgggga tgtggaattt ttatacaagt tataagtgtt 780 



tggcatagta cctgcccggg cggcc 



<210> 129 

<211> 607 

<212> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (15).. (15) 

<223> n=a, c, g or t 



gtttttctcg cgctggtttg gttatatctg tcggcgtccc ctttctcccg ccggcgctaa 
catttct 



<210> 130 

<211> 775 

<212> DNA 

<213> Homo sapien 



805 



<400> 129 

aggggcgagg aagantgagg gccacctgct tatctgggag gtgttgggcg cggacagtcg 60 

agatgtcaga gaaaaagcag ccggtagact taggtctgtt agaggaagac gacgagtttg 120 

aagagttccc tgccgaagac tgggctggct tagatgaaga tgaagatgca catgtctggg 180 

aggataattg ggatgatgac aatgtagagg atgacttctc taatcagtta cgagctgaac 240 

tagagaaaca tggttataag atggagactt catagcatcc agaagaagtg ttgaagtaac 300 

ctaaacttga cctgcttaat acattctagg gcagagaacc caggatggga cactaaaaaa 360 

atgtgtttat ttcattatct gcttggattt atttgtgttt ttgtaacaca aaaaataaat 420 

gttttgatat aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaata tttatttctt 480 

tttattattc tttgtcccct ctgtttgttt gtcggtattc tcaaactatg agtgttttat 540 



600 
607 



<400> 130 

tttagcgtgg tcgcggccga ggtgcggtag tgacggtggc gtttccttga ggaagagtga 



gggttccaac ttttctgctt atctgggagg tgttgggcgc ggacagtcga gatgtcagag 



60 
120 
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aaaaagcagc cggtagactt aggtctgtta gaggaagacg acgagtttga agagttccot 


180 


* 

gccgaagact gggctggctt agatgaagat gaagatgcac atgtctggga ggataattgg 


240 


gatgatgaca atgtagagga 


tgacttctct aatcagttac gagctgaact 


agagaaacat 


300 


ggttataaga tggagacttc 


atagcatcca gaagaagtgt tgaagtaacc 


taaacttgac 


360 


ctgcttaata cattctaggg 


cagagaaccc aggatgggac actaaaaaaa 


tgtgtttatt 


420 


tcattatctg cttggattta tttgtgtttt tgtaacacaa' aaaataaatg ttttgat:ata 


480 


aaaaaaaaaa aaaaaaaaac 


acccgaaact agttctctct ctctctcttt 


caccccgggt 


540 

*> 


tgaggcactg gcgggtatgg gggggcataa gcttggtcca caaccagctc aatcagcgca 


600 


ctctgacctg ggtggaaagc 


tcggggggac cccagggact cactaccacg 


caggagcggg 


660 


aagaagcaga tgtacccagg ggattcctcc aacagcagag ggctccagga 


acagcacgag 


720 


ccccaccatt ttacaccaaa 


cggtctgact gggggccacc gtgccgaaca 


gagac 


775 


<210> 131 

<211> 3018 

<212> DNA 

<213> Homo sapien 








<400> 131 

gtggcaacgg ccgcccgggc 


aggctccagg ctgtggaacc tttgttcttt 


CaCCCCCUyC 


60 


aataaatctt gctgctgctc 


actctttggg tccacactgc ctttatgagc 


ugCddCdCLC 


120 


actgggaatg tctgcagctt 


cactcctgaa gccagcgaga ccacgaaccc 


aCCayyagya 


180 


acaaacaact ccagacgcgc 


agccttaaga gctgtaacac tcaccgcgaa 


ggtctgcagc 


240 


ttcactcctg agccagccag 


accacgaacc caccagaagg aagaaactcc 


aaacacatcc 


300 


gaacatcaga aggagcaaac 


tcgtgacacg ccacctttaa gaaccgtgac 


actcaacgct 


360 


agggtccgcg gcttcattct 


tgaagtcagt gagaccaaga acccaccaat 


tccggacacg 


420 


ctaattgttg tagatcatca 


cttcaaggtg cccatatctt tctagtggaa 


aaattattct 


480 


ggcctccgct gcatacaaat 


caggcaacca gaattctaca tatataaggc 


aaagtaacat 


540 


cctagacatg gctttagaga 


tccacatgtc agaccccatg tgcctcatcg 


agaactttaa 


600 


tgagcagctg aaggttaatc 


aggaagcttt ggagatcctg tctgccatta 


cgcaacctgt 


660 


agttgtggta gcgattgtgg 


gcctctatcg cactggcaaa tcctacctga 


tgaacaagct 


720 


ggctgggaag aacaagggct 


tctctgttgc atctacggtg cagtctcaca 


ccaagggaat 


780 


ttggatatgg tgtgtgcctc 


atcccaactg gccaaatcac acattagttc 


tgcttgacac 


840 


cgagggcctg ggagatgtag 


agaaggctga caacaagaat gatatccaga 


tctttgcact 


900 


ggcactctta ctgagcagca 


cctttgtgta caatactgtg aacaaaattg 


atcagggtgc 


960 
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tatcgaccta ctgcacaatg tgacagaact 
cgaccttgac agggttga^j atcctgctga 
gactctgaga gat'ttctgct taggcctgga 
atacctggag aattccctaa ggccaaagca 
tttgccccgt c£gtgtatac agaa.gttc.tt 
acctgctcac caaaaaaagc tfcgcccaact 
tgaatttgtg caacaagtga cagaattctg 
gactcttcca ggtggcatca tggtcaatgg 
tgtcaatgcc atcagcagtg gggatctgcc 
tcagagagag aactcagctg cagtgcaaaa 
ccagaaagtg cagctgccca tggaaaccct 
tgagagggag gccattgaag tcttcatgaa 
ccagaaagaa ttggagactc tactagatgc 
ggaagcatcc tcggattatt gctcggcttt 
agcagtgaag cagggaattt attctaagcc 
agaagaactg aaggcaaagt actatcggga 
tctgcagaaa tatttaaagt ccaaggagtc 
ggctctcaca gagacggaaa aaaagaagaa 
tagaaagaaa tctataaatt ttaaataaat 
gagcaagaat ggcaaagatg cttcttagct 
cattgtggtt acctggaagg gaaaaacaac 
aatcacaaac aaaagtggga ggcagaagga 
tttttctcct cagaggcaca agtgaaagca 
gcggcgattc aaaggcagaa cgagcaaatg 
caagtgagac aaatggagat agccaaacaa 
gaacaacaga tgcaggaaca ggctgcacag 
agccttctca gtgagctcca gcacgcccag 
ttactctaaa gtgctaaata tgggagtttc 
acagaaaaga aactgtagac cttgggacaa 
tttcaaactt tcatatagag ttataagatt 
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^1*55 

gacagatctg ctcaaggcaa gaaactcacc 102 (J 

ctctgcgagc ttcttcccag acttagtgtg 1080 

aatagatggg caacttgtca caccagatga 1140, 

aggtagtgat caaagagttc aaaatttcaa- 12 00 

tccaaaaaag aaatgcttta tctttgactt 1260 

tgaaacactg cctgatgatg agctagagcc 1320 

ttcctacatc tttagccatt ctatgaccaa 1380 

atctcgtcta aagaacctgg tgctgaccta 144 0 

ttgcatagag aatgcagtcc tggccttggc 1500 

ggccattgcc cactatgacc agcaaatggg 1560 

ccaggagctg ctggacctgc acaggaccag 1620 

aaactctttc aaggatgtag accaaagttt 1680 

aaaacagaat gacatttgta aacggaacct 1740 

acttaaggat atttttggtc ctctagaaga 1800 

aggaggccat aatctcttca ttcagaaaac 1860 

gcctcggaaa ggaatacagg ctgaagaagt 192 0 

tgtgagtcat gcaatattac agactgacca 1980 

aggtgagaag aaagtggaaa ttatgcaaga 2 04 0 

ttggcctggc cctcatggga tgttaaacta 2100 

cctcaagcat atctgactgg catgatcctg 2160 

ccctgggaat tttatccagg aagttggaac 2220 

agaggcacat taatcctaga gaagattatc 2280 

gaagctgaaa aggctgaagc gcaaaggttg 234 0 

atgcaggaga gggagagact ccatcaggaa 24 00 

aattggctgg cagagcaaca gaaaatgcag 2460 

ctcagcacaa cattccaagc tcaaaataga 2520 

aggactgtta ataacgatga tccatgtgtt 2580 

ctttttttac tctttgtcac tgatgacaca 2640 

tcaacattta aataaacttt ataattattt 2700 

atgatgctgg tatctggtaa aatgtacatc 2760 
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ccagtagtcc aatagtttaa atgtttattg cttcctttaa gagattataa attgtataag 2820 

ggacattgta tcactgcctt catttatgcg. tgatattggg atggtttcat caggagatgc 2880 

tttcccttgc atctcaatgt: catctgtcta atttctcata aggggattat gttacctaga 2940 

gcagggcttc ccaaccctca ggccatagac tagctctgat ctgtggcctc ttaggaaccc 3000 

ggccacacag caggaggt 3018 

<210> 132 ' m ' 

<211> 1896 

<212> DNA 

<213> Homo sapien 

<400> 132 



ttatagtttg gcagtgctgc 


ctaatgctgc 


tcgagcggcg 


cagtgtgatg 


gatcggccgc 


60 


ccgggcaggg cgtggtcgcg gccgaggtac aatactgtga acaaaattga tcagggtgct 


120 


atcgacctac 


tgcacaatgt 


gacagaactg 


acagatctgc 


t caaqqcaaa 


aaactcaccc 


1 Q A 

loO 


gaccttgaca 


gggttgaaga 


tcctgctgac 


tctgcgagct 


tcttcccaga 


cttaatcrtQQ 


O A t\ 


actctgagag 


atttctgctt 


aggcctggaa 


atagatgggc 


aacttgtcac 


accagatgaa 


O f\ f\ 

3 00 


tacctggaga 


attccctaag 


gccaaagcaa 


ggtagtgatc 


aaagagttca 


aaatttcaat 


3 60 


ttgccccgtc 


tgtgtataca 


gaagttcttt 


ccaaaaaaga 


aatgctttat 


ct t tgac t ta 


420 


cctgctcacc 


aaaaaaagct 


tgcccaactt 


gaaacactgc 


ctgatgatga 


gctagagcct 


A Q A 


gaatttgtgc 


aacaagtgac 


agaattctgt 


tcctacatct 


ttagccattc 


tatgaccaag 


540 


actcttccag gtggcatcat 


ggtcaatgga 


tctcgtctaa 


agaacctggt 


gctgacctat 


600 


gtcaatgcca 


tcagcagtgg ggatctgcct 


tgcatagaga 


atgcagtcct 


ggccttggct 


660 


cagagagaga 


actcagctgc 


agtgcaaaag gccattgccc 


actatgacca 


gcaaatgggc 


720 


cagaaagtgc 


agctgcccat 


ggaaaccctc 


caggagctgc 


tggacctgca 


caggaccagt 


780 


gagagggagg 


ccattgaagt 


cttcatgaaa 


aactctttca 


aggatgtaga 


ccaaagtttc 


840 


cagaaagaat 


tggagactct 


actagatgca 


aaacagaatg 


acatttgtaa 


acggaacctg 


900 


gaagcatcct 


cggattattg 


ctcggcttta 


cttaaggata 


tttttggtcc 


tctagaagaa 


960 


gcagtgaagc agggaattta 


ttctaagcca ggaggccata 


atctcttcat 


tcagaaaaca 


1020 


gaagaactga 


aggcaaagta 


ctatcgggag 


cctcggaaag gaatacaggc 


tgaagaagtt 


1080 


ctgcagaaat 


atttaaagtc 


caaggagtct 


gtgagtcatg 


caatattaca 


gactgaccag 


1140 


gctctcacag 


agacggaaaa 


aaagaagaaa 


gaggcacaag 


tgaaagcaga 


agctgaaaag 


1200 


gctgaagcgc 


aaaggttggc 


ggcgattcaa 


aggcagaacg 


agcaaatgat 


gcaggagagg 


1260 


gagagactcc 


atcaggaaca 


agtgagacaa 


atggagatag 


ccaaacaaaa 


ttggctggca 


1320 
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gagcaacaga 


aaatgcagga 


acaacagatg 


.157 
caggaacagg 


ctgcacagct 


cagcacaaca 


1380 


ttccaaactc 


aaaatagaag 


ccttctcagt 


gagctccagc 


acgcccagag 


gacfcgttaat 


1440 


aacaataatc 


catgtgtttt 


actctaaagt gctaaatatg ggagtttcct ttttttactc 


1500 


tfc tatcacto 


atgacacaac 


agaaaagaaa ctgtagacct tgggacaatc 


aacatttaaa 


1560 


taaactttat 


aattattttt 


tcaaactttc 


atatagagtt ataagattat gatgctggta 


1620 


tctggtaaaa % 


tgtacatccc 


agtagtccaa'tagtttaaat gtttattgct tcctttaaga . 


1680 


gattataaat 


tgtataaggg 


apat-(- rrt- afr 
QLu L. L^UCltL 


artoccfetca 


tttataccrtcr 

V*- W W> V* W» W W 


atattgggat 


1740 


ggtttcatca 


ggagatgctt 




ctcaatatca 


tctgt ctaat 


ttctcataag 


1800 


gggattatgt 


tacctagagc 


a nnn ct" t" c 


aaccctcaoa 


ccataaacta 




1860 


gtggcctctt 


aggaacccgg 


l«l^GLl«Cll«ClVjl«CL 


ggaggt 






1896 


<210> 133 

<211> 2919 

<212> DNA 

<213> Homo sapien 












<400> 133 
tgggtgtggc 


tctttgtgtc 


agagaaagtt 


gtgacaactt 


tgagtgtaat 


atttgtgcct 


60 


gtgtgtggac 


ggtgtttggg 


tggctgtgtg 


tgccacggga 


tactgcctgc 


ttgctaagtg 


120 


ctggtgtgtg 


tcacaccatg 


tgtgtggtgt 


ctgggtgtgg 


ctgtgggttt 


cagagcttgc 


180 


tgggagttgt 


gagtcactct 


gtgtaggttg 


tgttgtgtgc 


cctggtgtgt 


tagtctccgt 


240 


cttgggctgt 


ggagtgtcct 


tcggtgtctg 


ggtgtggtga 


gtagaggtgt 


gtgtcacaaa 


300 


gtacagacca 


ttgtgtgtga 


caaagcccat 


cgtgtgtctg tgtgtgtctt 


tatccacgtg 


360 


gatggacgtc 


tctttcttgc 


tctgccccaa 


gacacaccct 


agcccctcct 


tattctcaaa 


420 


agggggagct 


ggggagcctc 


cccctaccct 


ggggcctccc 


ctgcccctcc 


ccgccctgcc 


480 


tggccgtcac 


cactccccag 


agggcacagg gctctgctgt 


gcctcagagc 


aaaagtccca 


540 


gagccagcag 


agcaggctga 


cgacctgcaa 


gccacagtgg 


ctgccctgtg 


cgtgctgcga 


600 


ggtgggggac 


cctgggcagg 


aagctggctg 


agccccaaga 


ccccgggggc 


catgggcggg 


660 


gatctggtgc 


ttggcctggg 


ggccttgaga 


cgccgaaagc 


gcttgctgga 


gcaggagaag 


720 


tctctggccg 


gctgggcact 


ggtgctggca 


ggaactggca 


ttggactcat 


ggtgctgcat 


780 


gcagagatgc 


tgtggttcgg 


ggggtgctcg 


tgggcgctct 


acctgttcct 


ggttaaatgc 


840 


acgatcagca 


tttccacctt 


cttactcctc 


tgcctcatcg 


tggcctttca 


tgccaaagag 


900 


gtccagctgt 


tcatgaccga 


caacgggctg 


cgggactggc 


gcgtggcgct 


gaccgggcgg 


960 


caggcggcgc 


agatcgtgct 


ggagctggtg gtgtgtgggc 


tgcacccggc 


gcccgtgcgg 


1020 
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ggcccgccgt gcgtgcagga tttaggggcg ccgctgacct ccccgcagcc ctggccggga 1080 

ttcctgggcc aaggggaagc gctgctgtcc ctggccatgc tgCt'gcgtct ctaoctggtg 1140 

ccccgcgccg tgctcct'gcg cagcggcgtc ctgctcaacg cttcctaccg cagcatcggc 1200 

gctctcaatc aagtccgctt ccgccactgg ttcgtggcca agctttacat gaacacgcac 1260 

cctggccgcc tgctgctcgg cctcacgctt ggcctctggc tgaccaccgc ctgggtgctg 1320 

r. £ccgt"ggccg agaggcaggc tgttaatgcc actgggcacc tttcagacac actttggStg 1380 

atccccatca cattcctgac catcggctat ggtgacgtgg tgccgggcac catgtggggc 144 0 

aagatcgtct gcctgtgcac tggagtcatg ggtgtctgct gcacagccct gctggtggcc 1500 

gtggtggccc ggaagctgga gtttaacaag gcagagaagc acgtgcacaa cttcatgatg 1560 

gatatccagt ataccaaaga gatgaaggag tccgctgccc gagtgctaca agaagcctgg 1620 

atgttctaca aacatactcg caggaaggag tctcatgctg cccgcaggca tcagcgcaag 1680 

ctgctggccg ccatcaacgc gagggccgct ttgtatgcac acgtgtccat gtgcacccat 174 0 

gtccaagtca cctctctgca cggctgtgtg tgtgcatgtc catgcctgtc caggtcagga 1800 

cacccaggtg tggtctcact caacatccag gtctcacctg gatctgaccg tgcatgactc 1860 

tatgtgtctg tgctggtttg tctccgcata tctcggtgtg tctgcggacc tgggtacctg 1920 

ggtttctact ggggatgggg gctcgtgggg aggcagggtg catcccctcc cactctttca 1980 

gctcttcgac aactttgttt ctttgttttg tttcttcatg tgcctctcct cccttcattc 2040 

ctcccctgag ctacagctac attcagggac caggcttgta aaactgactc cccacttctt 2100 

cccacaggtt ccgccaggtg cggctgaaac accggaagct ccgggaacaa gtgaactcca 2160 

tggtggacat ctccaagatg cacatgatcc tgtatgacct gcagcagaat ctgagcagct 222 0 

cacaccgggc cctggagaaa cagattgaca cgctggcggg gaagctggat gccctgactg 228 0 

agctgcttag cactgccctg gggccgaggc agcttccaga acccagccag cagtccaagt 234 0 

agctggaccc acgaggagga accaggctac tttccccagt actgaggtgg tggacatcgt 24 0 0 

ctctgccact cctgacccag ccctgaacaa agcacctcaa gtgcaaggac caaagggggc 2460 

cctggcttgg agtgggttgg cttgctgatg gctgctggag gggacgctgg ctaaagtggg 2520 

taggccttgg cccacctgag gccccaggtg ggaacatggt cacccccact ctgcataccc 2580 

tcatcaaaaa cactctcact atgctgctat ggacgacctc cagctctcag ttacaagtgc 264 0 

aggcgactgg aggcaggact cctgggtccc tgggaaagag ggtactaggg gcccggatcc 2700 

aggattctgg gaggcttcag ttaccgctgg ccgagctgaa gaactgggta tgaggctggg 2760 

gcggggctgg aggtggcgcc ccctggtggg acaacaaaga ggacaccatt tttccagagc 2820 

tgcagagagc acctggtggg gaggaagaag tgtaactcac cagcctctgc tcttatcttt 2880 



159 . 



<210> 134 

<211> 1451 

<212> DNA , 

<213>* HomcTsapien* 

u 

<400> 134 * 

tgcctgtttc ctcagctgta agacaggaac aggattccca ctccctgtgg cttttgggag 60 

gattttaaac catataggga aacacctggg caggtagctg ggaagtggta ggtggtcaat 120 

acatggtaac agttattgtc gagggtaatc ctcagaggac cataaggatg tggtcaatat 180 

tggttccatt gccttacgct atggagtagg tgggggtcga ccccagcccc gacacctctg 240 

atcctctcct cccacccaga tgcacatgat cctgtatgac ctgcagcaga atctgagcag 300 

ctcacaccgg gccctggaga aacagattga cacgctggcg gggaagctgg atgccctgac 360 

tgagctgctt agcactgccc tggggccgag gcagcttcca gaacccagcc agcagtccaa 420 

gtagctggtg agggggctgg gacttgggca ggaaggcatc ctggaggaag ggttcctgtg 480 

gccagcaccc tatgtggcta agggggcggg ggatggctgg gagacaaggc cgccttttct 540 

catcagctct ggcactgtct ggaggaaagg actcagttcg gggctggact ggcagtgaag 600 

gaagatggtg taccctctcc ccttcactga cccttgatgg ccttctccct ctttgcttgg 660 

tctctctctc tctctctgcc tgtcctgggc acattgtctg gctgtccatc caatgtctct 720 

gtctaaatgc cctcctgccc cctggcctcg gggcccggaa acacctgccc cctgtctccc 780 

acttctgccc accggtttct gtctgcacct cggtgtgtcc cactctcact ctccctcttc 840 

ctggcctgcc tctccatcag tctctctgtc tctccaggac ccacgaggag gaaccaggct 900 

actttcccca gtactgaggt ggtggacatc gtctctgcca ctcctgaccc agccctgaac 960 

aaagcacctc aagtgcaagg accaaagggg gccctggctt ggagtgggtt ggcttgctga 1020 

tggctgctgg aggggacgct ggctaaagtg ggtaggcctt ggcccacctg aggccccagg 1080 

tgggaacatg gtcaccccca ctctgcatac cctcatcaaa aacactctca ctatgctgct 1140 

atggacgacc tccagctctc agttacaagt gcaggcgact ggaggcagga ctcctgggtc 12 00 

cctgggaaag agggtactag gggcccggat ccaggattct gggaggcttc agttaccgct 12 60 

ggccgagctg aagaactggg tatgaggctg gggcggggct ggaggtggcg ccccctggtg 1320 

ggacaacaaa gaggacacca tttttccaga gctgcagaga gcacctggtg gggaggaaga 1380 

agtgtaactc accagcctct gctcttatct ttgtaataaa tgttaaagcc agaaaaaaaa 1440 

aattctctct a 1451 
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<210> 135 

<211> 2512 

<212> DNA 

<213> Homo sapien 



<400> 135 



tgggtgtggc tctttgtgtc agagaaagtt gtgacaactt 


tgagtgtaat 


atttgtgcct 


60 


gtgtgtggac 


ggtgtttggg 


tggctgtgtg 


tgccacggga 


tactgcctgc 


ttgctaagtg 


120 


* ctggtgtgtg tcacaccatg tgtgtggtgt ctgggtgtgg ctigtgggttt cagagcttgc 


180 


tgggagttgt 


gagtcactct 


gtgtaggttg 


tgttgtgtgc 


cctggtgtgt 


tagtctccgt 


24 0 


cttgggctgt 


ggagtgtcct 


tcggtgtctg 


ggtgtggtga 


gtagaggtgt 


gtgtcacaaa 


300 


gtacagacca 


ttgtgtgtga 


caaagcccat 


cgtgtgtctg 


tgtgtgtctt 


tatccacgtg 


360 


gatggacgtc 


tctttcttgc 


tctgccccaa 


gacacaccct 


agcccctcct 


tattctcaaa 


420 


agggggagct ggggagcctc 


cccctaccct 


ggggcctccc 


ctgcccctcc 


ccgccctgcc 


480 


tggccgtcac 


cactccccag agggcacagg gctctgctgt 


gcctcagagc 


aaaagtccca 


540 


gagccagcag 


agcaggctga 


cgacctgcaa 


gccacagtgg 


ctgccctgtg 


cgtgctgcga 


600 


ggtgggggac 


cctgggcagg 


aagctggctg 


agccccaaga 


ccccgggggc 


catgggcggg 


660 


gatctggtgc 


ttggcctggg ggccttgaga 


cgccgaaagc 


gcttgctgga 


gcaggagaag 


720 


tctctggccg 


gctgggcact 


ggtgctggca 


ggaactggca 


ttggactcat 


ggtgctgcat 


780 


gcagagatgc 


tgtggttcgg 


ggggtgctcg 


tgggcgctct 


acctgttcct 


ggttaaatgc 


840 


acgatcagca 


tttccacctt 


cttactcctc 


tgcctcatcg 


tggcctttca 


tgccaaagag 


900 


gtccagctgt 


tcatgaccga 


caacgggctg 


cgggactggc 


gcgtggcgct 


gaccgggcgg 


960 


caggcggcgc 


agatcgtgct 


ggagctggtg 


gtgtgtgggc 


tgcacccggc 


gcccgtgcgg 


1020 


ggcccgccgt 


gcgtgcagga 


tttaggggcg 


ccgctgacct 


ccccgcagcc 


ctggccggga 


1080 


ttcctgggcc 


aaggggaagc 


gctgctgtcc 


ctggccatgc 


tgctgcgtct 


ctacctggtg 


1140 


ccccgcgccg 


tgctcctgcg 


cagcggcgtc 


ctgctcaacg 


cttcctaccg 


cagcatcggc 


1200 


gctctcaatc 


aagtccgctt 


ccgccactgg 


ttcgtggcca 


agctttacat 


gaacacgcac 


1260 


cctggccgcc 


tgctgctcgg 


cctcacgctt 


ggcctctggc 


tgaccaccgc 


ctgggtgctg 


1320 


tccgtggccg 


agaggcaggc 


tgttaatgcc 


actgggcacc 


tttcagacac 


actttggctg 


1380 


atccccatca 


cattcctgac 


catcggctat 


ggtgacgtgg 


tgccgggcac 


catgtggggc 


1440 


aagatcgtct 


gcctgtgcac 


tggagtcatg 


ggtgtctgct 


gcacagccct 


gctggtggcc 


1500 


gtggtggccc 


ggaagctgga 


gtttaacaag gcagagaagc 


acgtgcacaa 


cttcatgatg 


1560 


gatatccagt 


ataccaaaga 


gatgaaggag 


tccgctgccc 


gagtgctaca 


agaagcctgg 


1620 


atgttctaca 


aacatactcg 


caggaaggag 


tctcatgctg 


cccgcaggca 


tcagcgcaag 


1680 
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ctgctggccg ccatcaacgc gttccgccag gtgcggctga aacaccggaa gctccgggaa 174 0 

caagtgaact ccatggtgga catctccaag atgcacatga tcctgtatga cctgcagcag 1800 

• _ ... - „ . 

aatctgagca gctcacaccg ggccctggag aaacagattg acacgctggc ggggaagct'g 1860 

gatgccctga ctgagctgct tagcactgcc ctggggccga ggcagcttcc agaacccagc 1920 

cagcagtcca agtagctgga cccacgagga ggaaccaggc tactttcccc agtactgagg 1980 

tggtggacat cgtctctgcc actcctgacc cagccctgaa caaagcacct caagtgcaag 2 04 0 

gaccaaaggg ggccctggct tggagtgggt tggcttgctg atggctgctg gaggggacgc 2100 

tggctaaagt gggtaggcct tggcccacct gaggccccag gtgggaacat ggtcaccccc 2160 

actctgcata ccctcatcaa aaacactctc actatgctgc tatggacgac ctccagctct 2220 

cagttacaag tgcaggcgac tggaggcagg actcctgggt ccctgggaaa gagggtacta 2280 

ggggcccgga tccaggattc tgggaggctt cagttaccgc tggccgagct gaagaactgg 2340 

gtatgaggct ggggcggggc tggaggtggc gccccctggt gggacaacaa agaggacacc 24 00 

atttttccag agctgcagag agcacctggt ggggaggaag aagtgtaact caccagcctc 24 60 

tgctcttatc tttgtaataa atgttaaagc cagaaaaaaa aaattctctc ta 2512 

<210> 136 
<211> 519 
<212> DNA 
<213> Homo sapien 



<400> 136 

tgagggaata ttactactat gggccaattg gttcatctag atgcatgctc gagcggcgca 



60 



gtgtgatgga tgtggtcgcg gcgaggtgaa agcaatgatc gagactaaga cgggtataat 120 

ccctgagacc cagattgtga cttgcaatgg aaagagactg gaagatggga agatgatggc 180 

agattacggc atcagaaagg gcaacttact cttcctggca tcttattgta ttggagggtg 240 

accaccctgg ggatggggtg ttggcagggg tcaaaaagct tatttctttt aatctcttac 300 

tcaacgaaca catcttctga tgatttccca aaattaatga gaatgagatg agtagagtaa 360 

gatttgggtg ggatgggtag gatgaagtat attgcccaac tctatgtttc tttgattcta 420 

acacaattaa ttaagtgaca tgatttttac taatgtatta ctgagactag taaataaatt 4 80 

tttaaggcaa aatagagcat tcaaagccag cttggaatt 519 

<210> 137 

<211> 3696 

<212> DNA 

<213> Homo sapien 



<400> 137 
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tacggggaaa 


ttttgccaag gttacccaag 


gttttttgtt 


tgttgtttgt 


tgtggaataa 


60 


i. 

argaagtttt' 


attctcaaaa tataaaaaaa 


acaaccccac 


acaccaaggg 


actaagatga 


120 


tgttatttca 


cagcacttgc ttgcctcagt 


ctttacgaag 


aacacaattc 


caaactaatg 


180* 


gacaagttcc 


tccc'tgtgct ctaggtcatt 


caaaggaggc 


aagctccttt 


gtcaaatcag 


240 


gagctccatc 


agctgatcag gagcccagat 


gccagggtgg 


attttctcag tgggatctag 

• • 


300 


tattigctaga 


agagccttcc ttacatggca 


gaaacaggca 


catgggcctc 


ttcccttaga 


360 


atgcatctgt 


ctcacatgct tggggactgc 


tgtgcaggaa 


cacctggtgt 


ggcctggcgg 


420 


ctgggaagga 


acaacctgta acatagcccg 


aaacagtagc 


tgcctgccca 


acccctgcca 


480 


taatgggggc 


acatgtgtgg tcaacggcga 


gtcctttacg 


tgcgtctgca 


aggaaggctg 


540 


ggaggggccc 


atctgtgctc agaataccaa 


tgactgcagc 


cctcatccct 


gttacaacag 


600 


cggcacctgt 


gtggatggag acaactggta 


ccggtgcgaa 


tgtgccccgg 


gttttgctgg 


660 


gcccgactgc 


agaataaaca tcaatgaatg 


ccagtcttca 


ccttgtgcct 


ttggagcgac 


720 


ctgtgtggat gagatcaatg gctaccggtg tgtctgccct 


ccagggcaca 


gtggtgccaa 


780 


gtgccaggaa 


gtttcaggga gaccttgcat 


caccatgggg agtgtgatac 


cagatggggc 


840 


caaatgggat 


gatgactgta atacctgcca 


gtgcctgaat 


ggacggatcg 


cctgctcaaa 


900 


ggtctggtgt 


ggccctcgac cttgcctgct 


ccacaaaggg 


cacagcgagt 


gccccagcgg 


960 


gcagagctgc 


atccccatcc tggacgacca 


gtgcttcgtc 


cacccctgca 


ctggtgtggg 


1020 


cgagtgtcgg 


tcttccagtc tccagccggt 


gaagacaaag 


tgcacctctg 


actcctatta 


1080 


ccaggataac 


tgtgcgaaca tcacatttac 


ctttaacaag 


gagatgatgt 


caccaggtct 


1140 


tactacggag cacatttgca gtgaattgag gaatttgaat attttgaaga 


atgtttccgc 


1200 


tgaatattca 


atctacatcg cttgcgagcc 


ttccccttca 


gcgaacaatg 


aaatacatgt 


1260 


ggccatttct 


gctgaagata tacgggatga 


tgggaacccg 


atcaaggaaa 


tcactgacaa 


1320 


aa'caatcgat 


cttgttagta aacgtgatgg aaacagctcg 


ctgattgctg 


ccgttgcaga 


1380 


agtaagagtt 


cagaggcggc ctctgaagaa 


cagaacagat 


ttccttgttc 


ccttgctgag 


1440 


ctctgtctta 


actgtggctt ggatctgttg 


cttggtgacg 


gccttctact 


ggtgcctgcg 


1500 


gaagcggcgg 


aagccgggca gccacacaca 


ctcagcctct 


gaggacaaca 


ccaccaacaa 


1560 


cgtgcgggag 


cagctgaacc agatcaaaaa 


ccccattgag 


aaacatgggg 


ccaacacggt 


1620 


ccccatcaag 


gattacgaga acaagaactc 


caaaatgtct 


aaaataagga 


cacacaattc 


1680 


tgaagtagaa 


gaggacgaca tggacaaaca 


ccagcagaaa 


gcccggtttg 


ccaagcagcc 


1740 


ggcgtacacg 


ctggtagaca gagaagagaa 


gccccccaac 


ggcacgccga 


caaaacaccc 


1800 


aaactggaca 


aacaaacagg acaacagaga 


cttggaaagt 


gcccagagct 


taaaccgaat 


1860 



* - , ■ 
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ggagtacatc gtatagcaga ccgcgggcac tgccgccgct aggtagagtc tgagggcttg 


17b Kit 


tagttcttta "aactgtcgtg tcatactcga gtctgaggcc gttgctgact tagaatccct 


1 QflO 


gtgttaattt 


aagttttgac aagctggctt acactggcaa tggtagtttc 


tgtggttggc 




tgggaaatcg agtgccgcat ctcacagcta tgcaaaaagc tagtcaacag taccctggtt 




gtgtgtcccc 


ttgcagccga cacggtctcg gatcaggctc ccaggagcct 


gcccagcccc 


zlbU 


ctggtctttg 


agctcccact tctgccagat gtcctaatgg tgatgcagtc 


ttagatcata 


z z z u 


gttttattta tatttattga ctcttgagtt gtttttgtat attggtttta 


tgatgacgta 


z z OU 


caagtagttc tgtatttgaa agtgcctttg cagctcagaa ccacagcaac gatcacaaat 


Z J ** U 


gactttatta 


tttatttttt ttaattgtat ttttgttgtt gggggagggg 


agact ttgat 


54QO 


gtcagcagtt 


gctggtaaaa tgaagaattt aaagaaaaaa atgtcaaaag 


tagaactttg 


Z *i D VJ 


tatagttatg 


taaataattc ttttttatta atcactgtgt atatttgatt 


tattaactta 


2520 

J ^ 


ataatcaaga 


gccttaaaac atcattcctt tttatttata tgtatgtgtt 


tagaattgaa 




ggtttttgat 


agcattgtaa gcgtatggct ttattttttt gaactcttct 


cattacttgt 




tgcctataag 


ccaaaattaa ggtgtttgaa aatagtttat tttaaaacaa 


t acrcia t qqq c 




ttctgtgccc 


agaatactga tggaattttt ttgtacgacg tcagatgttt 


aaaacacctt 


Z / Ov 


ctatagcatc 


acttaaaaca cgttttaagg actgactgag gcagtttgag 


gattagttta 


ZO Z\> 


gaacaggttt 


ttttgtttgt ttgttttttg tttttctgct ttagacttga 


aaagagacag 


"JOQrt 

zooU 


gcaggtgatc 


tgctgcagag cagtaaggga acaagttgag ctatgactta 


acatagccaa 


o Q a r\ 


aatgtgagtg gttgaatatg attaaaaata tcaaattaat tgtgtgaact 


tggaagcaca 




ccaatcttac 


tttgtaaatt ctgatttctt ttcaccattc gtacataata 


ctgaaccact 


■JACrt 
JUOU 


tgtagatttg 


attttttttt ttaatctact gcatttaggg agtattctaa 


taagctagtt 




gaatacttga 


accataaaat gtccagtaag atcactgttt agatttgcca 


tagagtacac 


JJ.OU 


tgcctgcctt 


aagtgaggaa atcaaagtgc tattacgaag ttcaagatca 


aaaaggctta 




taaaacagag 


taatcttgtt ggttcaccat tgagaccgtg aagatacttt 


gtattgtcct 


5-Jftrt 


attagtgtta 


tatgaacata caaatgcatc tttgatgtgt tgttcttggc 


aataaatttt 


3360 


gaaaagtaat 


atttattaaa tttttttgta tgaaaacatg gaacagtgtg 


gcctcttctg 


3420 


agcttacgta gttctaccgg ctttgccgtg tgcttctgcc accctgctga gtctgttctg 


3480 


gtaatcgggg 


tataataggc tctgcctgac agagggatgg aggaagaact 


gaaaggcttt 


3540 


tcaaccacaa 


aactcatctg gagttctcaa agacctgggg ctgctgtgaa 


gctggaactg 


3600 


cgggagcccc 


atctagggga gccttgattc ccttgttatt caacagcaag 


tgtgaatact 


3660 



WO 2004/092338 

gctt^aataa aqacoactgg attaatggcc 

<210> ' 138 

<2ll> 1257 

<212> DNA 

<213> Homo sapien 

<4 00> 138 ' 

ctattttatt tgtatgctat acaatggtgc 
gggagtattt caagctagtg aaatcagcaa 
tgaatgttat acatttacca gcacaccact 
gatatctgcc agagattacc agaaattaga 
agattctaca tgcgcacaaa tcccttctac 
ttctggccac aactgccaaa tgggcttgaa 
gtccggtttt tcaaagggaa taagtactgg 
taccccaagg acatctacag ctcctttggc 
gctctttctg aggaaaacac tggaaaaacc 
tatgatgaat ataaacgatc tatggatcca 
cctggaattg gccacaaagt tgatgcagtt 
catggaacaa gacaatacaa atttgatcct 
gctaatagct ggttcaactg caggaaaaat 
tggtgtgagt ccaaagaagg tgttttcctg 
acctctagag tcactgatac acagaatata 
tttactattt agaatgtagc cctttttgta 
tacaaaaagt caagtttgtg gcttatggat 
ccagagtatg caactctgac gttgatccca 
tcaagacaga aagagacagg agacatgagt 
catgtgcagt cactggtgtc accctggata 
agtgttttat gtttggaata aagtcaacct 

<210> 139 

<211> 2110 

<212> DNA 

<213> Homo sapien 

<400> 139 

caaggacccc ctggtgaacc tgggcaagct 
gctataggtc catctggtcc tgctggaaaa 
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agtagt 3696 



tccactgaga ctcttga'aat tcatcataat 60 

atgctataaa ccaacccttc tttggagagc 120 

agtgccagca acaagaagga gctggagctg 180* 

tggaaacttt tcttgcttat tttcctaatc 240 

ccggaagttg agctcaattt catttctgtt 300 

gctgcttacg aatttgccga cagagatgaa 360 

gctgttcagg gacagaatgt gctacacgga 420 

ttccctagaa ctgtgaagca tatcgatgct 480 

tacttctttg ttgctaacaa atactggagg 540 

ggttatccca aaatgatagc acatgacttt 600 

ttcatgaaag atggattttt ctatttcttt 660 

aaaacgaaga gaattttgac tctccagaaa 720 

tgaacattac taatttgaat ggaaaacaca 780 

aagaactgtc tattttctca gtcattttta 840 

atcttattta tacctcagtt tgcatatttt 900 

ctgatataat ttagttccac aaatggtggg 960 

tcatataggc cagagttgca aagatctttt 1020 

gagagcagct tcagtgacaa acatatcctt 1080 

ctttgccgga ggaaaagcag ctcaagaaca 114 0 

ggcaagggat aactcttcta acacaaaata 1200 

tgtttctact gttttataaa aaaaaaa 1257 



ggtccttcag gccctccagg acctcctggt 60 
gatggagaat caggtagacc cggacgacct 120 
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ggagagcgag 


gattgcctgg 


acctccaggt atcaaaggtc cagctgggat" acctggattc 


180 


cctggtatga 


aaggacacag 


aggcttcgat ggacgaaatg gagaaaaggg 


tga'aacaggt 


240 


gctcctggat 


taaagggtga 


aaatggtctt 


ecaggegaaa atggagctcc 


tggacccatg 


300 


ggtccaagag 


gggctcctgg 


tgagcgagga 


cggccaggac ttcctggggc* 


tgcaggtgct 


360 


cggggtaatg 


acggtgctcg* 


aggcagtgat 


ggtcaaccag gccctcctgg tcctcctgga 


420 


actgccggat 


tccctggatc 


ccctggtgct aagggtgaag ttggacctgc agggtctcct 


480 


ggttcaaatg 


gtgcccctgg 


acaaagagga 


ydaCCtyyaL. LH-ayyya^a 


ractaatact 


540 


caaggtcctc 


ctggccctcc 


4- rrooa h ^ aat" 
LyyyaC taaL 


y y bay u ll uy y L yy Laaa yy 




600 


cccgctggca 


ttcctggagc 


£.ccE.yyaCL,y 




a gga c cage c 


660 


ggtgctaatg 


gtgctcctgg 


Si r* t" nr^evsi rtrth 

accgcyayyi. 




oaatoatacc 


720 


aaaggagagc 


ccggaccacg 


uggugaacgc 


yyLydyyt-ty ytat.LLL.ayy 


t"at~ t~ c*c^si rrna 
Ly L. i— < — ^ y y 


780 


gctaaaggcg 


aagatggcaa 


gga c gga cca 


p/"»hrtnafiaar (-ihftrft*rtfAaa 
LCLyyayaaL LLyy LyLaaa 


yyy * 


840 


ggagctgcag 


gagaaagggg 


Lgcccctyyy 


L. LLLydyyaL LuyLLyyaLL 


aaataefcate 


900 


ccaggagaaa 


agggtcctgc 


4- «a /"If Oft* 

tggcigagcgt 


yy y y y»*'*'>'y*' a yy 




960 


gctgctggag 


aacctggcag 


diycicyy eg c<- 


LLiyyayyLL Layyaatyay 


orcraca tcrccc 


1020 


ggaagtccag 


gaggaccagg 


aagcgacggg 


aaar'pannnr 1 ft* rrr^aaA^a 
daaLLdyyyL LuLLLyyaay 


t" caaaaaaaa 

i~ uaay y ay aa 


*1 A O A 

1080 


agtggtcgac 


caggtcctcc 


tgggecatet 


ggtccccgag gtcagcctgg 


tgtcatgggc 


1140 


ttccccggtc 


ctaaaggaaa 


tgatggtgct 


cctggtaaga atggagaacg 


aggtggccct 


1200 


ggaggacctg 


gccctcaggg 


tcctcctgga 


aagaatggtg aaactggacc 


tcagggaccc 


1260 


ccagggccta 


ctgggcctgg 


tggtgacaaa 


ggagacacag gaccccctgg 


tccacaagga 


"I TJ *"1 A 

1320 


ttacaaggct 


tgcctggtac 


aggtggtcct 


ccaggagaaa atggaaaacc 


tggggaacca 


1 Tl O A 

13 80 


ggtccaaagg 


gtgatgccgg 


tgcacctgga 


gctccaggag gcaagggtga 


tgctggtgcc 


144 0 


cctggtgaac 


gtggacctcc 


tggattggca 


ggggccccag gacttagagg 


tggagctggt 


1500 


ccccctggtc 


ccgaaggagg 


aaagggtgct 


gctggtcctc ctgggccacc 


tggtgctgct 


1560 


ggtactcctg 


gtctgcaagg 


aatgcctgga 


gaaagaggag gtcttggaag 


tccctggtcc 


1620 


tcccagcgct 


ggtttcgact 


tcagcttcct 


gccccagcca cctcaagaga 


aggctcacga 


1680 


tggtggccgc 


tactaccggg 


ctgatgatgc 


caatgtggtt cgtgaccgtg acctcgaggt 


1740 


ggacaccacc 


ctcaagagcc 


tgagecagea 


gatcgagaac atccggagcc 


cagagggcag 


1800 


ccgcaagaac 


cccgcccgca 


cctgccgtga 


cctcaagatg tgccactctg 


actggaagag 


1860 


tggagagtac 


tggattgacc 


ccaaccaagg 


ctgcaacctg gatgecatea 


aagtcttctg 


1920 
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caacatggag actggtgaga cctgcgtgta ccccactcag cccagtgtgg cccagaagaa 1980 
ctggtacatc aacaagaacc ocaaggacaa gaggcatgt'c tggttcggcg agagcatgac 2040 
* cgaeggaatt .ccatttccag tttggcgggc- agggcttcga cccttccgat gtggccatcc r 2100 
agctgacctt 2110 



<210> 140 
<211> 829 
<212> DNA 
<213> Homo sapien 










<400> 140 
aaactacggt 


aggtagcgag gctgggtggt gtggtgtcta 


tcgaagatcc 


ctttgaccag 


60 


gatgactggg 


gagcttggca gaagttcaca gccagtgcag gaatccaggt agtgggggat 


120 


gatctcacag 


tgaccaaccc aaagaggatc gccaaggccg 


tgaacgagaa 


gtcctgcaac 


180 


tgcctcctgc . 


tcaaagtcaa 


ccagattggc tccgtgaccg agtctcttca ggcgtgcaag 


240 


ctggcccagg 


ccaatggttg gggcgtcatg gtgtctcatc gttcggggga gactgaagat 


300 


accttcatcg 


ctgacctggt 


tgtggggctg tgcactgggc 


agatcaagac 


tggtgcccct 


360 


tgccgatctg 


agcgcttggc 


caagtacaac cagctcctca 


gaattgaaga 


ggagctgggc 


420 


agcaaggcta 


agtttgccgg 


caggaacttc agaaacccct 


tggccaagta 


agctgtgggc 


480 


aggcaagccc 


ttcggtcacc 


tgttggctac acagacccct 


cccctcgtgt 


cagctcaggc 


540 


agctcgaggc 


ccccgaccaa 


cacttgcagg ggtccctgct 


agttagcgcc 


ccaccgccgt 


600 


ggagttcgta 


ccgcttcctt 


agaacttcta cagaagccaa 


gctccctgga 


gccctgttgg 


660 


cagctctagc 


tttgcagtcg 


tgtaattggc ccaagtcatt 


gtttttctcg 


cctcactttc 


720 


caccaagtgt 


ctagagtcat 


gtgagcctcg tgtcatctcc 


ggggtggcca 


caggctagat 


780 


ccccggtggt 


tttgtgctca 


aaataaaaag cctcagtgac 


ccatgagaa 




829 



<210> 141 

<211> 1313 

<212> DNA 

<213> Homo sapien 

<400> 141 

gggaatgagt gacggctctc ccgacgaatg gcgaggcgga ctgacggggg cgtgccccgg 60 

aggcgggaag tgggtggggc tcgccttagc taggcaggaa gtcggcgcgg gcggcgcgga 12 0 

cagtatctgt gggtacccgg agcacggaga tctcgccggc tttacgttca cctcggtgtc 180 
tgcagcaccc tccgcttcct ctcctaggcg acgagaccca gtggctagaa gttcaccatg 
tctattctca agatccatgc cagggagatc tttgactctc gcgggaatcc cactgttgag 

gttgatctct tcacctcaaa aggtctcttc agagctgctg tgcccagtgg tgcttcaact 360 



240 
300 
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» 


* 




ggtatctatg 


aggccctaga 


gctccgggac 


aatgataaga 


ctcgctatat 


ggggaagggt 


420 


aagccttaga 


acccacagcc 


catggcctcc 


ctgcttccag 


ccccattcct 

• 


ggccttgccc 


480 


agtcctgtcc tctctgggtg 


gcacttgcac 


ttgcaggttt atggcaggta 


aacctgctgt 


540 


gacccatgat 


gttgatggaa 


gcagtgcacc 


accttgtgga 


caggaaagtt 


ggtgtgtgga 


600 


t'tccggggtt cccgagcctg 


catgctctgg 


gtcgagagtt 


ccaatgcttg 


cttctattgc 


660 


aye ttgcccc 




aatactcctt 


cacgg'ttagg acaggaaccc 


aagcatgaga 


720 


acagggcctg 


ttaactaaag 


aaaagtttcc 


ccatctccca ggagggtfict 


gtgggccctc 


780 


cagagatcat 


cagcctcttc 


acgggctaga 


aaggatccag ggaaggtcta 


accaatgacc 


840 


tgccctgaat 


ggtgagctgc 


aggtgtgtca 


tttagtgtga 


ttttcctgtt 


gactgactca 


900 


taggggccct 


gctctgtggc 


agagctagcc 


tctggctgta 


ttcaaattga 


cttagtgtgt 


960 


gtgcaacatt 


gacctttcta 


gagatagaac 


atgtggccaa 


attacagaaa 


agcacatagg 


1020 


gctagatcac 


gcattctcag 


tggggcaccc 


ggaaaactcc 


aaaaaggctg 


cagggagggg 


1080 


acaatgatga 


aatcaggttg 


CyaaaCaCty 


ggctggtgtc 


gcagtggtgg 


tactaaatat 


1140 


tcagtcccgc 


tttaatgctg 


taagaagcac 


tctacacaca 


cgaacatgtt 


accatttgac 


1200 


cgttgtttaa 


tggcgtacat 


ggggacttag 


ccggagcagg 


atgatgctgt 


gccttgatgg 


1260 


taatgagtgc 


tcagtaagta 


agcatttgtg 


gaagattgaa 


cgcatggccc 


ctg 


1313 



<210> 142 

<211> 331 

<212> PRT 

<213> Homo sapien 

<400> 142 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
15 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 
20 25 30 



Ser lie Cys Ser Ala Arg Ala Pro Ala Lys Tyr Ser He Thr Phe Thr 
35 40 45 



Gly Lys Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 
50 55 60 



Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 
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Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 
85 90 95 



Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu Met Lys Glu He Glu Ala 
100 105 HO 



Ala Gly Glu Ala Leu Gin Ser Val 'His Ala Val Phe Ser Ala Pro Ala 
115 120*' 125 



Vai Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 
130 135 140 



Arg His Ser Leu Val Ser Phe Val Val Arg He Val Pro Ser Pro Asp 
145 150 155 160 



Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp 
165 170 175 



Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 
180 185 190 



Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr He Pro Gin Asp 
195 200 205 



Thr Val Thr Glu He Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 
210 215 220 



Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro He Ala Arg Val Thr 
225 230 235 240 



Leu Val Arg Leu Arg Gin Ser Pro Arg Ala Phe He Pro Pro Ala Pro 
245 250 255 



Val" Leu Pro Ser Arg Asp Asn Glu He Val Asp Ser Ala Ser Val Pro 
260 265 270 



Glu Thr Pro Leu Asp Cys Glu Val Ser Leu Trp Ser Ser Trp Gly Leu 
275 280 285 



Cys Gly Gly His Cys Gly Arg Leu Gly Thr Lys Ser Arg Thr Arg Tyr 

290 295 300 

Val Arg Val Gin Pro Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu 

3 05 310 315 320 



Glu Glu Ala Glu Cys Val Pro Asp Asn Cys Val 
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325 



169 
330 



<210> 143 
<211> 518 
<212> - PRT 
*<213> Homo sapien 

<400> 143 ' * 

' 3 ' ' 1 - . ' ■ ' * * 

Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser lie Leu Gin Gly 
l. - 5 ^ 10 "15 



His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser- Arg Gin Tyr Leu Arg 
20 25 30 



Asp Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin 
35 40 45 



Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 ~ 55 60 



Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His 
65 70 75 80 



Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Ala Gly Gin Val 
85 90 95 



Leu Met Ser lie Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin 
100 105 110 



Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly 
115 120 125 



Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg lie Ala 
130 135 140 



Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 
145 150 155 160 



He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 
165 170 175 



Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 



Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 
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Gly Pro Pro His Thr Cys Pro Pro Ser His Val Val <31y Thr Asp Val 

210 215 220 

Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr. Val Ser Arg Pro Trp 
225 230 235 240 

Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 
- 245 250 255 

Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 

Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 280 285 

Ser Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro lie 
290 295 300 

Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser 
305 " * 310 315 320 

Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330 335 

Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly 
340 345 350 

His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Val Cys His Asp 
355 360 365 

Val Gly Val Pro Pro Pro Gin Gly Leu Glu Arg Gin Leu Arg Leu Leu 
370 375 380 

Arg Arg Asn Ala Gin Leu Gin Ser Leu Gly Cys Val Arg Gly Cys Tyr 
385 " 390 395 400 

Gly Ala He Pro Ser Cys Arg Ser Leu Cys Asp Cys Ala Glu Lys Arg 
405 410 415 

Lys Cys Pro Arg Arg Val Gly Val Ala Ser Asp Glu Cys Thr Arg Trp 
420 425 430 



Trp Glu Val Ala Ser Val Cys Thr Lys Arg Leu Phe Thr Arg Ala Phe 
435 440 445 
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Thr Ser Val Ser Pro I/eu Leu Gly Pro Val Pro Glu Thr Pro Leu Asp 

450 455 ... 460 

Cys Glu Val Ser Leu Trp Ser Ser Trp Gly Leu Cys Gly Gly His Cys 
.465 470* . 475 480 

* * 
Gly Arg Leu Gly Thr Lys Ser Arg Thr Arg Tyr Val Arg Val Gin Pro 
485 490 . 495 

SI 

Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu Glu Glu Ala Glu Cys 
500 505 510 

Val Pro Asp Asn Cys Val 
515 

<210> 144 

<211> 298 

<212> PRT 

<213> Homo sapien 

<400> 144 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
15 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 
20 25 30 

Ser lie Cys Ser Ala Arg Ala Pro Ala Lys Tyr Ser lie Thr Phe Thr 
35 40 45 

Gly Lys Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 
50 55 60 

Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 

Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 
85 90 95 

Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu Met Lys Glu He Glu Ala 
100 105 HO 

Ala Gly Glu Ala Leu Gin Ser Val His Glu Val Phe Ser Ala Pro Ala 
115 120 125 



Val Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 
130 135 140 



WO 2004/092338 , PfcT/US2004/011104 

\ 172 



Arg His Ser Leu Val Ser Phe Val Val Airg He Val Pro Ser Pro Asp 
14 5 " * " 150 155 , 16.0 



Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp 
165 ' 170 f 175 

•Arg Glu Gin Ala. Ala Leu/Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 
1*80 185 190 



Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr He Pro Gin Asp 
195 200 205 



Thr Val Thr Glu He Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 
210 215 220 



Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro lie Ala Arg Val Thr 
225 * 230 235 240 



Leu Leu Arg Leu Arg Gin Ser Pro Arg Ala Phe He Pro Pro Ala Pro 
245 250 255 



Val Leu Pro Ser Arg Asp Asn Glu He Val Asp Ser Ala Ser Gly Asn 
260 265 270 



Gly His Thr Gly His Met Gly His Thr Ala Ala Pro Asn Pro Ala Thr 
275 280 285 



Gly Arg Pro Pro Asn Pro Asn Leu Arg Leu 
290 295 



<210> 145 

<211> 504 

<212> PRT 

<213> Homo sapien 

<400> 145 

Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser He Leu Gin Gly 
1 1 5 10 15 



His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg 
20 25 30 



Asp Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin 
35 40 45 



WO 2004/092338 PCTYUS2004/011104 
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173 

Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 55 60 

Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His 
65 70 75 . • - 80 

• * ' 

Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Aia Gly Gin Val 
85 90 95 

• * 

Leu Met Ser He Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin 
100 105 HO 

Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly 
115 120 125 

Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg He Ala 
130 135 140 

Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 
145 " 150 155 160 

He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 
165 170 175 

Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 

Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 

Gly Pro Pro His Thr Cys Pro Pro Ser His Val Val Gly Thr Asp Val 
210 215 220 

Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp 
225 230 235 240 

Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 
245 250 255 

Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 

Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 280 285 



Ser Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro He 



WO 2004/092338 PCT7US2004/0 11104 
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290 - 295 300 

Pro Ser Arg Cys Pro Arg Ala Thr Tyr* Pro Thr Gly Arg Arg Ala Ser* 
305 310 315 320 

Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330 335 

Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His* Leu Gly Ala Leu Gly 
-340 345 350 

His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly 
355 360 365 

lie Lys Ser Ala Val Ala Lys Gin Lys Gin Tyr Cys Arg Gly Arg Val 
370 375 380 

Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu 
385 ~ 390 395 400 

Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu 
405 410 415 

Trp Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro 
420 425 430 

Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg 
435 440 445 

Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu 
450 455 460 

Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro 
465 470 475 480 

Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys 
485 490 495 

Arg Thr Gly Thr Ala Ser Ala His 
500 

<210> 146 
<211> 829 
<212> PRT 
<213> Homo sapien 

<400> 146 



WO 2004/092338 



PCTYUS2004/011104 



1"75 

i. 

Met Glu Asn Pro 'Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
1 5 10 >5 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 

20 * .25 30 

> . - 

Ser He Cys Ser Ala Arg Ala Pro Ala Lys Tyr Ser He Thr Phe Thr 

3^ . 40 ' vV 45 . 

Gly Lys Trp Ser Gin Thr Ala~ ?he Pro Lys Gin Tyr Pro Leu Phe Arg 
50 55 60 

Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 

Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 
85 90 i 95 

Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu Met Lys Glu He Glu Ala 
100 105 HO 

Ala Gly Glu Ala Leu Gin Ser Val His Glu Val Phe Ser Ala Pro Ala 
115 120 125 

Val Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 
130 135 140 

Arg His Ser Leu Val Ser Phe Val Val Arg He Val Pro Ser Pro Asp 
145 150 155 160 

Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp 
165 170 175 

Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 
180 185 190 

Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr He Pro Gin Asp 
195 200 205 

Thr Val Thr Glu He Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 
210 215 220 



Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro He Ala Arg Val Thr 
225 * 230 235 240 



WO 2004/092338 PCT/US2004/011104 

176 

£eu Leu Arg Leu Arg Gin Ser Pro Arg Ala Phe He Pro Pro Ala Pro 
245 - 250 255 

Val Leu Pro Ser Arg Asp Asn Glu He Val Asp Ser Ala Ser Gly Asn 
260 265 ' 270 . 

Gly His Thr Gly His Met Gly His Thr Ala Ala Pro Asn Pro Ala Thr 
275 .■ 280 285 

• * « . * 

Gly Arg - Pro Pro Asn Pro Asn Gin Gly Ser Glu Lys Phe Gin Val Gly 
290 295 300 

He Arg Ser Ala Tyr Cys Lys Met Val Pro Arg Arg Phe Arg He Leu 
305 ^ 310 315 320 

Leu He His Thr Leu Lys Met Asp Ser Cys Thr Leu Phe Ala Val Glu 
325 330 335 

Ser He Leu Gin Gly His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser 
340 345 350 

Arg Gin Tyr Leu Arg Asp Ser Val Leu Ser Asp Thr His Pro Gin Val 
355 360 365 

Thr Cys Val Ser Gin Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys 
370 375 380 

Gly His Arg Val Thr Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly 
385 390 395 400 

Thr Gin Pro Pro His Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro 
405 410 415 

Gly Ala Gly Gin Val Leu Met Ser He Leu Leu Ala Leu Pro Gly Thr 
420 425 430 

Cys Trp Thr Gly Gin Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro 
435 440 445 

Pro Tyr Ser Ala Gly Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly 
450 455 460 

Leu Glu Arg He Ala Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val 
465 "* 470 475 480 



Ser Gly Ser His Leu He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin 
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485 490 49S 



Thr Thr. Ala Asp Phe Arg Leu Ser Arg Gly Gly Thr Gly 'Ala His Gin 
500 505 510 



♦Pro. Gly His Gly Pro 'Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly 
515 520 525 



VaV Glu Ala Gly Thr Gly Pro Pro His Thr Cys Pro Pro Ser His Val 
530 535 540 

Val Gly Thr Asp Val Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr 
545 * 550 555 560 

Val Ser Arg Pro Trp Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala 

565 570 575 



Ala Trp Leu Ala Gly Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro 
580 585 590 



Gly Ser Leu Leu lie Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser 
595 600 605 



Val Leu Pro Leu Pro Ser Ala Gly Leu Gly Ser Ser Leu lie Cys Pro 
610 615 620 



Arg Gly Cys Pro lie Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr 
625 " 630 635 640 

Gly Arg Arg Ala Ser Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu 

645 650 655 



Glu Pro Leu Val Gly Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His 
660 665 670 



Leu Gly Ala Leu Gly His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro 
675 680 685 



Trp Ala Arg Arg Gly He Lys Ser Ala Val Ala Lys Gin Lys Gin Tyr 
690 695 700 

Cys Arg Gly Arg Val Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu 

705 710 715 720 



Ala Gly His Gly Glu Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro 
725 730 735 



WO 2004/092338 PCTYUS2004/0 11104 

1-78 



Ala Glu Gly Pro Glu Trp Ala Vai Gly Thr Glu His Arg Pro Pro Pro 

; ^ '740* 745 - 750 

Thr Arg Val Ser Pro Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly 
755 76 c 0 ■ 7*55 

. ■• , X > 

Met Gly Met Trp Arg Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala 
770 775 780 

Lys Pro Ala Trp Leu Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro 
785 790 795 800 

Val Pro Arg Pro Pro Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp 
805 810 815 

Trp Gly Pro Arg Cys Arg Thr Gly Thr Ala Ser Ala His 
820 825 



<210> 147 

<211> 504 

<212> PRT 

<213> Homo sapien 

<400> 147 

Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser lie Leu Gin Gly 
x 5 10 15 

His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg 
20 25 30 

Asp Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin 
35 40 45 

Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 " 55 60 

Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His 
65 70 75 80 

Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Ala Gly Gin Val 
85 90 95 



Leu Met Ser lie Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin 
100 105 HO 
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Ala Gly'Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly 
115 • 120"' 125 

Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg lie Ala 
130 . 135 140 



Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 

145 * 150 • -155 160 

» * 

He Trp Val* Trp Asp. Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 

165 170 - 175 



Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 



Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 



Gly Pro Pro His Thr Cys Pro Pro Ser His Val Val Gly Thr Asp Val 
210 215 220 



Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp 

225 ^ 230 235 240 

Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 

245 250 255 



Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 



Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 280 285 

Ser Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro He 
290 295 300 

Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser 
305 " 310 315 320 

Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330 335 

Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly 
340 345 350 



His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly 
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180 

355 360 '365 

*-* 

He Lys Ser Ala Val Aia Lys Gin Lys Gin Tyr Cys Arg Gly Arg Val 
370 375 380 

Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu 

385 ^ 390 c . 395 400 - 

Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu 
405 410 415 

Trp Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro 
420 425 430 

Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg 
435 440 445 

Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu 
450 455 460 

Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro 
465 470 475 480 

Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys 
485 490 495 

Arg Thr Gly Thr Ala Ser Ala His 
500 

<210> 148 
<211> 935 
<212> PRT 
<213> Homo sapien 

<400> 148 

Gly Gly He Gly Arg Gly Asp Lys Glu Arg Gly Ala Ala Ala Leu Pro 
1 5 10 15 

Gly Glu Glu Gly Asp Pro Thr Arg Gly Arg Ser Leu Gly Arg Ala Ser 
20 25 30 

Trp Glu Ser Gly Ser Pro Arg Arg Pro Arg Ser Pro Phe Ser Ser Phe 
35 40 45 



Leu Pro Arg Pro He Cys Leu Ser Leu Glu Ala Arg Pro Cys Ser He 
50 55 60 
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Glu Asp Arg Arg Asn Trp Ser Leu lie Gly Arg Pro Gly Ala Pro Ala 
65 .70 75 80 



Ser Gly Leu Asn Arg Ser Ser Gly Leu Trp Leu Gly Pro. Asp Arg Cys 
85 90 95 



Arg Pro Arg Ser Arg Cys Ser Cys Arg Val Met Glu Asn Pro Ser Pro 
100 105 HO 



Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala Leu Leu Leu Ala Thr Leu^ 
115 120 125 



Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu Ser He Cys Ser Ala Arg 
130 135 • 140 



Ala Pro Ala Lys Tyr Ser He Thr Phe Thr Gly Lys Trp Ser Gin Thr 
145 150 155 160 



Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg Pro Pro Ala Gin Trp Ser 
165 170 175 



Ser Leu Leu Gly Ala Ala His Ser Ser Asp Tyr Ser Met Trp Arg Lys 
180 185 190 

Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp Phe Ala Glu Arg Gly Glu 
195 200 205 

Ala Trp Ala Leu Met Lys Glu He Glu Ala Ala Gly Glu Ala Leu Gin 
210 215 220 

Ser Val His Glu Val Phe Ser Ala Pro Ala Val Pro Ser Gly Thr Gly 
225 230 235 240 



Gin Thr Ser Ala Glu Leu Glu Val Gin Arg Arg His Ser Leu Val Ser 
245 250 255 



Phe Val Val Arg He Val Pro Ser Pro Asp Trp Phe Val Gly Val Asp 
260 265 270 



Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp Arg Glu Gin Ala Ala Leu 
275 * 280 285 



Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp Ser Gly Phe Thr Phe Ser 
290 295 300 
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' Ser Pro Asn Phe Ala Thr He Pro Gin Asp Thr Val Thr Glu He Thr ^ 

305 310 - ' * 3i5 320 

Ser Ser Ser Pro Ser His Pro Ala Asn Ser Phe Tyr Tyr Pro Arg Leu 

/ * 325 * 330 . * • ■ 335 

Lys Ala Leu Pro Pro He Ala Arg .Val Thr Leu Leu Arg Leu Arg Gin 
340 ' 345 350 

Ser Pro Arg Ala Phe He Pro Pro Ala Pro Val Leu Pro Ser Arg Asp 
355 360 365 6 

Asn Glu He Val Asp Ser Ala Ser Gly Asn Gly His Thr Gly His Met 
370 375 380 

Gly His Thr Ala Ala Pro Asn Pro Ala Thr Gly Arg Pro Pro Asn Pro 
385 390 395 400 

Asn Gin Gly Ser Glu Lys Phe Gin Val Gly He Arg Ser Ala Tyr Cys 
405 410 415 

Lys Met Val Pro Arg Arg Phe Arg He Leu Leu He His Thr Leu Lys 
420 425 430 

Met Asp Ser Cys Thr Leu Phe Ala Val Glu Ser He Leu Gin Gly His 
435 440 445 

Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg Asp 
450 " 455 460 

Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin Leu 
465 ~ 470 475 480 

Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr Ala 
485 490 495 

Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His Ser 
500 " 505 510 

Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Ala Gly Gin Val Leu 
515 520 525 

Met Ser He Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin Ala 
530 535 540 



Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly Trp 



WO 2004/092338 PCT/US2004/011104 

545 550- 555 560 

« £ - - 

Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg He* Ala Gly 
565, 570 . 575 

Ser Trp Val Arg Ala .Cys Trp Leu Trp Val Ser Gly Ser His Leu He 
580 585 590 

Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe Arg 
595 - 600 m 605 

V " * 

Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro Arg 
610 615 620 

Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr Gly 
625 630 635 640 

Pro Pro His Thr Cys Pro Pro Ser His Val Val Gly Thr Asp Val Val 
645 650 655 

Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp Lys 
660 665 670 

Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly Thr 
675 680 685 

Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He Trp 
690 695 700 

Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro Ser 
705 710 715 720 

Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro He Pro 
725 730 735 

Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser Thr 
740 745 750 

Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly Arg 
755 760 765 

Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly His 
770 " 775 780 



Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly He 
785 * 790 795 800 



' 4 
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Lys Ser Ala Val Ala Lys Gin Lys Gin tyr Cys Arg Gly Arg Val -Gly 
805 a . 810° 815 



Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu Lys 
• 820 825 830 



Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu Trp 
82*5 840 845 

Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro Val 
850 * 855 860 



Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg Leu 
865 870 875 880 



Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu Ser 
885 890 895 



Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro Asp 
900 905 910 



Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys Arg 
915 920 925 



Thr Gly Thr Ala Ser Ala His 
930 935 



<210> 149 

<211> 504 

<212> PRT 

<213> Homo sapien 

<400> 149 

Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser lie Leu Gin Gly 
15 10 15 



His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg 
20 25 30 



Asp Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin 
35 40 45 



Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 ~ 55 60 
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Ala Met Leu Glri Gly Thr Cy.s Gly Gly Leu Gly Thr Gin Pro Pro His 
65 '70 75 80 

, % ^ - 

Ser Ser Gly Leu Cys Ser* Gin Ala Pro Trp Pro Gly Ala Gly Gin Val 
85 * 90 95 

Leu Met Ser He Leu Leu Ala Leu Pro Gly^ Thr Cys Trp Thr Gly Gin 
100 105 HO 

* - • 

Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala. Gly 
115 120 125 

Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg He Ala 
130 135 140 

Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 
145 150 155 160 

He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 
165 170 175 

Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 

Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 

Gly Pro Pro His Thr Cys Pro Pro Ser His Val val Gly Thr Asp Val 
210 215 220 

Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp 
225 ~ 230 235 240 

Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 
245 250 255 

Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 

Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 280 285 

Ser Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro He 
290 295 300 



Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser 



WO 2004/092338 
305 



3.10* 



186 ' 

315 



PCT/US2004/011104 

320 



Thr Val Arg Gly Val* Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330" ■ ' . 335 . 



Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly 
340 345 * 350 

His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly 
355 360 365 

lie Lys Ser Ala Val Ala Lys Gin Lys Gin Tyr Cys Arg Gly Arg Val 
370 375 380 

Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu 
385 390 395 400 

Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu 
405 410 415 



Trp Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro 
420 425 430 



Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg 
435 440 445 

Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu 
450 455 460 



Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro 
465 * 470 475 480 



Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys 
485 490 495 



Arg Thr Gly Thr Ala Ser Ala His 
500 



<210> 150 

<211> 504 

<212> PRT 

<213> Homo sapien 

<400> 150 



Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser lie Leu Gin Gly 
15 10 15 
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. r- 



.187 



His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg 
20 25 30 

Asp Ser Val Leu Ser Asp Thr Hi's Pro Gin Val Thr Cys Val Ser Gin 
'35 .40 45 

Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 . 55 60 

Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His 
65 70 75 80 

Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Ala Gly Gin Val 
85 90 95 



Leu Met Ser He Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin 
100 105 HO 



Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly 
115 ' 120 125 

Trp Gin Pro Leu Ala Ser Arg Ser Ala Cys Gly Leu Glu Arg He Ala 
130 135 140 

Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 
145 " 150 155 160 

He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 
165 170 175 



Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 

Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 



Gly Pro Pro His Thr Cys Pro Pro Ser His Val Val Gly Thr Asp Val 
210 215 220 



Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp 
225 230 235 240 



Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 
245 250 255 



WO 2004/092338 



PCT/US2004/011104 



' . . 188 ' 

Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 



Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 • 280 285 



Ser Ala Gly Leu Gly Ser Ser ~Leu lie Cys Pro Arg Gly Cys Pro He 
290 295. 300 * 

Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser 

305 ~ 310 315 320 



Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330 335 



Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly 
340 345 350 



His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly 
355 360 365 

He Lys Ser Ala Val Ala Lys Gin Lys Gin Tyr Cys Arg Gly Arg Val 
370 375 380 

Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu 
385 ~ 390 395 400 

Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu 
405 410 415 



Trp Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro 
420 425 430 

Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg 
435 440 445 

Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu 
450 455 460 



Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro 
465 470 475 480 

Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys 
485 490 495 



Arg Thr Gly Thr Ala Ser Ala His 
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500 

<210> 151 * > 
<211> 290 
<212> PRT * 
<213> Homo sapien 

<400> 151 

Gly Gly lie Gly Arg Gly Asp Lys Glu Arg Gly Ala Ala Ala Leu Pro 
15 10 15 

Gly Glu Glu Gly Asp Pro Thr Arg Gly Arg Ser Leu Gly Arg Aia Ser 
20 25 30 

Trp Glu Ser Gly Ser Pro Arg Arg Pro Arg Ser Pro Phe Ser Ser Phe 
35 ^ 40 45 

Leu Pro Arg Pro He Cys Leu Ser Leu Glu Ala Arg Pro Cys Ser He 
50 55 60 

Glu Asp Arg Arg Asn Trp Ser Leu He Gly Arg Pro Gly Ala Pro Ala 
65 ■ - - ?0 ?5 80 

Ser Gly Leu Asn Arg Ser Ser Gly Leu Trp Leu Gly Pro Asp Arg Cys 
85 90 95 

Arg Pro Arg Ser Arg Cys Ser Cys Arg Val Met Glu Asn Pro Ser Pro 
100 105 HO 

Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala Leu Leu Leu Ala Thr Leu 
115 * 120 125 

Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu Ser He Cys Ser Ala Arg 
130 135 140 

Ala Pro Ala Lys Tyr Ser He Thr Phe Thr Gly Lys Trp Ser Gin Thr 
145 150 155 160 

Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg Pro Pro Ala Gin Trp Ser 
165 170 175 

Ser Leu Leu Gly Ala Ala His Ser Ser. Asp Tyr Ser Met Trp Arg Lys 
180 185 190 



Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp Phe Ala Glu Arg Gly Glu 
195 200 205 
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Ala Trp Ala Leu Met' Lys Glu lie Glu Ala Ala Gly Glu Ala Leu Gin 
210 215 220 

t> ' " * ' . 

Ser Val His Glu Val Phe Ser Ala Pro Ala Val Pro Ser Gly Thr Gly 

225 : . 230 235 , 2£0 

Ser Phe Leu Gin Gin Gly Cys Pro Pro Ser Pro Gly Val Pro Thr Gly 
245 *250 255 

Phe Pro Gly Ala Ser Tyr Ser Ala Thr Met Trp Glu Phe His His His 
260 265 ' 270 

Arg Asp Leu Ser Gly Ser Ser Gly Ser Tyr Val Glu Thr Arg Asn Ser 
275 280 285 



Ser Pro 
290 



<210> 152 

<211> 504 

<212> PRT 

<213> Homo sapien 

<400> 152 

Arg Cys Asp Ser Cys Thr Leu Phe Ala Val Glu Ser lie Leu Gin Gly 
15 10 15 



His Ser Pro Glu Glu Arg Met Lys Gly Gly Ser Arg Gin Tyr Leu Arg 
20 25 30 

Asp Ser Val Leu Ser Asp Thr His Pro Gin Val Thr Cys Val Ser Gin 
35 40 45 



Leu Thr Arg Lys Leu Ala Arg Met Ala Leu Cys Gly His Arg Val Thr 
50 55 60 

Ala Met Leu Gin Gly Thr Cys Gly Gly Leu Gly Thr Gin Pro Pro His 
65 70 75 80 

Ser Ser Gly Leu Cys Ser Gin Ala Pro Trp Pro Gly Ala Gly Gin Val 
85 90 95 



Leu Met Ser lie Leu Leu Ala Leu Pro Gly Thr Cys Trp Thr Gly Gin 
100 105 HO 



Ala Gly Asn Ala Gly Ala Glu Trp Gin Phe Pro Pro Tyr Ser Ala Gly 



WO 2004/092^38 
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115 



120 



125 



Trp Gin Pro Leu Ala Ser Arg 'Ser Ala Cys Gly Leu Q4u Arg lie Ala 

<30 • . • " . 135 • 140 

Gly Ser Trp Val Arg Ala Cys Trp Leu Trp Val Ser Gly Ser His Leu 

145 150 155 160 

a. 

He Trp Val Trp Asp Ser Gin Cys Arg Pro Gin Thr Thr Ala Asp Phe 

165 170 175 



Arg Leu Ser Arg Gly Gly Thr Gly Ala His Gin Pro Gly His Gly Pro 
180 185 190 



Arg Arg Pro Pro Pro Ser Met Leu Leu Ala Gly Val Glu Ala Gly Thr 
195 200 205 



Gly Pro Pro His Thr Cys Pro Pro Ser His Val Val Gly Thr Asp Val 
210 215 ' 220 



Val Leu Arg Ser Ser Ser Asn Tyr Lys Leu Thr Val Ser Arg Pro Trp 
225 230 235 240 



Lys Gin Gly Pro Gly Gin Val Arg Gin Glu Ala Ala Trp Leu Ala Gly 
245 250 255 



Thr Thr Pro Gin Thr Glu Thr Val Pro Ser Pro Gly Ser Leu Leu He 
260 265 270 



Trp Asp Glu Leu Gly Leu Pro Val Pro Ala Ser Val Leu Pro Leu Pro 
275 280 285 



Ser Ala Gly Leu Gly Ser Ser Leu He Cys Pro Arg Gly Cys Pro He 
*290 295 300 



Pro Ser Arg Cys Pro Arg Ala Thr Tyr Pro Thr Gly Arg Arg Ala Ser 

305 ~ 310 315 320 

Thr Val Arg Gly Val Gin Leu Val Trp Arg Glu Glu Pro Leu Val Gly 
325 330 335 



Arg Gly Ser Arg Glu Val Arg Phe Ala Pro His Leu Gly Ala Leu Gly 
340 345 350 



His Ser Gly Gin Gly Ser Thr Trp Pro Val Pro Trp Ala Arg Arg Gly 
355 360 365 
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lie Lys Ser Ala Val Ala Lys Gin Lys Gin Tyr Gys Arg Gly Arg Val 
370 375 380 

« o 

Gly Arg Asp Cys Ala Met Ser Ser Glu Gin Glu Ala Gly His Gly Glu 
98 5 390 395 4 00 

Lys Gly Gly Arg Arg Thr Glu Pro Ala Val Pro Ala Glu Gly Pro Glu 
.405 410 • 415 



Trp Ala Val Gly Thr Glu His Arg Pro Pro Pro Thr Arg Val Ser Pro 
420 425 430 



Val Thr Ser Gly Phe Pro Arg Ala Glu Ala Gly Met Gly Met Trp Arg 

435 440 445 

Leu Ala Pro Arg Arg Leu Arg Gin Val His Ala Lys Pro Ala Trp Leu 

450 455 460 



Ser Ser Gly Phe Leu Leu Thr Arg Trp Met Pro Val Pro Arg Pro Pro 
465 470 475 480 



Asp Arg Ala Leu Gin His Trp Arg Gly Leu Trp Trp Gly Pro Arg Cys 
485 490 495 



Arg Thr Gly Thr Ala Ser Ala His 
500 



<210> 153 

<211> 292 

<212> PRT 

<213> Homo sapien 

<400> 153 

Met Asn Pro lie Val Val Val His Gly Gly Gly Ala Gly Pro He Ser 
15 10 15 

Lys Asp Arg Lys Glu Arg Val His Gin Gly Met Val Arg Ala Ala Thr 
20 25 30 



Val Gly Tyr Gly He Leu Arg Glu Gly Gly Ser Ala Val Asp Ala Val 
35 40 45 



Glu Gly Ala Val Val Ala Leu Glu Asp Asp Pro Glu Phe Asn Ala Gly 
50 55 60 



WO 2004/092338 ~ PCT/US2004/011104 
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. Cys Gly^Ser Val^eu Asn Thr Asn Gly Glu Val Glu Met Asp Ala Ser 

65 70 75 80 

lie Met Asp Gly Lys Asp Leu Ser Ala Gly Ala Val Ser Ala Val Gin 
85 90 . 95 

Cys lie Ala Asn Pro lie l#s Leu Ala Arg Leu Val Met Glu Lys Thr 
100 * 105 110 

Pro His Cys Phe Leu thr Asp Gin Gly^ Ala Ala Gin Phe Ala Ala Ala 
115 120 125 

Met Gly Val Pro Glu lie Pro Gly Glu Lys Leu Val Thr Glu Arg Asn 
130 135 140 

Lys Lys Arg Leu Glu Lys Glu Lys His Glu Lys Gly Ala Gin Lys Thr 
145 150 155 160 

Asp Cys Gin Lys Asn Leu Gly Thr Val Gly Ala Val Ala Leu Asp Cys 
165 170 175 

Lys Gly Asn Val Ala Tyr Ala Thr Ser Thr Gly Gly He Val Asn Lys 
180 185 190 

Met Val Gly Arg Val Gly Asp Ser Pro Cys Leu Gly Ala Gly Gly Tyr 
195 200 205 

Ala Asp Asn Asp He Gly Ala Val Ser Thr Thr Gly His Gly Glu Ser 
210 * 215 220 

He Leu Lys Val Asn Leu Ala Arg Leu Thr Pro Val Gin Cys Phe Glu 
225 230 235 240 

He Leu Pro Thr Ser Pro Ser Ser Pro Ala Gly Ser Gly Ala Val Gin 
245 250 255 

Cys Gly Gin His Gly Glu Glu Ser His Phe Leu Gly Gly Gin Tyr Ser 
260 265 270 

Ser Leu Ser Leu He Thr Leu Glu Met Leu Phe Leu Leu Tyr His Pro 
275 280 285 

Cys Ser Thr Phe 
290 



<210> 154 
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<211> 106 
<212> PRT 
<213> Homo sapien 

<400> 154 

Met lie Thr Pro Leu His Ser Ser Leu* Gly Asn Arg Ala Arg Pro Cys 
i 5 «^ 10 15 

lie Lys Lys Lys Arg Lys Gly Lys Lys Glu Arg Lys Gin Gin His Asp 
20 25 3 0 

Pro Asp Met Thr Asp Val Gly Asp Pro Gin Pro Ala Asp Thr Val Gly 
35 40 45 

Trp Lys Val Gly Arg Glu Gly Pro Val Glu Val Glu Leu Phe Glu Ser 
50 55 60 

Asp Thr Ala Ala Val Glu Ala Val Val Gly Glu Ala Gin Val Thr Leu 
65 70 75 80 

Arg Thr Leu His Lys Ash lie Arg Glu Lys Asn Gin Asn Pro Leu Arg 
85 90 95 

Lys Met Phe Phe Met Tyr Glu Arg Leu Lys 
100 105 



<210> 155 

<211> 186 

<212> PRT 

<213> Homo sapien 

<400> 155 

Val Gin His Gly Arg Arg Gly Leu Val Val Val Leu Arg Leu Pro He 
1 5 10 15 

Ala Leu Pro Leu His Gly Asp Val Ala Gly He Glu Ala Phe Asp Gin 
20 25 30 



Ala Gly Gin Ala Asp Leu Val Leu Gly Gin Leu He Pro Gly Trp Gly 
35 40 45 



Gin Gly Val His Leu Trp Phe Ser Gly Leu Pro Phe Gly Phe Gly Asp 
50 55 60 



Gly Phe Leu Asp Gly Gly Trp Glu Gly Phe Val Gly Asp Leu Ala Leu 
65 70 75 80 



WO 2004/092338 PCT/US2004/011104 
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•Val Leu Leu'Xla He Gin Pro Val Leu Val Gin Asp Gly Glu Asp Ala 
85, 90 95 

Asp His Thr Val Arg Ala Val Val Leu Leu Leu Pro Arg lieu Cys Leu 
* 100 105 ' HO 

Gly He, .Met His Leu His Ala Val His Val Pro Val Glu Leu Asp Leu 
115 120 125 

Arg Val Phe Val Ala His Val His His His Ala His Val His Cys Thr 
130 135 140 

Leu Tyr Asp Asp Ala Pro Arg Pro Tyr Leu Ala Phe Leu Arg Tyr Asp 
. 145 150 155 160 

Tyr Arg Asp Leu Leu Pro Ser Leu Arg Ser Trp Pro Arg Arg Tyr Leu 
165 170 175 

Cys Thr Glu Val Ser His His Pro Cys Arg 
180 185 

<210> 156 
<211> 119 
<212> PRT 
<213> Homo sapien 

<400> 156 

Met Ala Phe Glu Val Leu Asn Leu Arg Ser Arg Asn His Ala Phe Leu 
15 10 15 

Leu He Cys Arg Ala Ser Leu Glu Leu Pro Pro Pro Ala Val Lys Gly 
20 25 30 

Ala Cys Arg Pro Gly Arg Leu Ser Pro Gly Ala Trp Leu Glu Val Ala 
35 " 40 45 

Gly Ala Gly Thr Gly Arg Ala Leu Ala Gly Val Val Val Gly Ser Ser 
50 55 60 

Ala Leu Leu Pro Trp Leu Pro Leu Leu Asn Pro Pro Leu Thr Phe Val 
65 ~ 70 75 80 

Gly Ser Cys Ser Val Arg Arg Glu Leu Gly Ala Leu Ala Pro Arg Leu 
85 90 95 



Leu Ser Ser Gin Glu Asp Leu Pro His Arg His Gin Trp Leu Leu Leu 
100 105 HO 



WO 2004/092338 
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Trp Pro Arg Glu Val Gly Leu 
115 ♦ 



<210> 157 

<211> 199 

<212> PRT 

<213> Homo sapien 

<400> 157 ' 

Gin Thr Ser Cys Val Ala Leu Lys Lys Gly Ser Ser Thr Phe Pro Asp 
1.5 10 -15 

His Lys Val Lys Val Thr Pro Leu Gly Asn Pro Asp Arg Pro Ala Ala 
20 25 30 



Gly Gin Thr Asp Arg Glu Arg Glu Ser Glu Gly Glu Gly Glu Val Ser 
35 40 45 



Asn Ala Pro Gly Thr Pro Gly Ser Leu Ala His He Ser Ser Pro Ala 
50 '55 60 



Gin Ala Pro Ser Gly Lys Met Asn Pro Cys He Phe Leu Phe Ser Asn 
65 70 75 80 



Met Ala Phe Glu Val Leu Asn Leu Arg Ser Arg Asn His Ala Phe Leu 
85 90 95 



Leu He Cys Arg Ala Ser Leu Glu Leu Pro Pro Pro Ala Val Lys Gly 
100 105 . 110 



Ala Cys Arg Pro Gly Arg Leu Ser Pro Gly Ala Trp Leu Glu Val Ala 
115 120 125 



Gly Ala Gly Thr Gly Arg Ala Leu Ala Gly Val Val Val Gly Ser Ser 
130 135 140 



Ala Leu Leu Pro Trp Leu Pro Leu Leu Asn Pro Pro Leu Thr Phe Val 
145 150 155 160 



Gly Ser Cys Ser Val Arg Arg Glu Leu Gly Ala Leu Ala Pro Arg Leu 
165 170 175 



Leu Ser Ser Gin Glu Asp Leu Pro His Arg His Gin Trp Leu Leu Leu 
180 185 190 
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J* 

Trp Pro Arg Glu Val Gly Leu 





195 


<210> 


158 


<211> 


*234 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


-158 



Met Gly Trp Tyr Trp Trp Leu Val Thr Asp Val Glu Gly Gly His Leu 
1 5 10 15 



Leu Leu Pro Gin Ser Thr Val Val Asp Val Gly Glu Ala Phe Phe Glu 
20 25 30 



Leu Thr Gin Ser Asp Lys lie Glu Lys Arg lie Leu Lys Asn Glu Gin 
35 40 45 



He Leu Leu Lys Lys Ser Cys Glu Phe Phe Leu Lys His Asn Ser Lys 
50 55 60 



Val Lys His Lys Lys Lys His Tyr Lys Pro Ser Ser His Lys Leu Lys 
65 70 75 80 



Val He Ser Lys Ser Met Gly Thr Ser Thr Gly Ala Thr Ala Asn His 
85 90 95 



Gly Thr Ser Ala Val Ala He Thr Ser His Asp Tyr Leu Gly Gin Glu 
100 105 110 



Thr Leu Thr Glu He Gin Thr Ser Pro Glu Thr Ser Met Arg Glu Val 
115 120 125 



Lys Ala Asp Gly Ala Ser Thr Pro Arg Leu Arg Glu Gin Asp Cys Gly 
'130 135 140 



Glu Pro Ala Ser Pro Ala Ala Ser He Ser Arg Leu Ser Gly Glu Gin 
145 150 155 160 



Val Asp Gly Lys Gly Gin Ala Gly Ser Val Ser Glu Ser Ala Arg Ser 
165 170 175 



Glu Gly Arg He Ser Pro Lys Ser Asp He Thr Asp Thr Gly Leu Ala 
180 185 190 



Gin Ser Asn Asn Leu Gin Val Pro Ser Ser Ser Glu Pro Ser Ser Leu 
195 200 205 



WO 1004/092338 PCT/US2004/011104 
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Lys Gly Ser Thr Ser Leu Leu Val His Pro Val Ser Gly Val Arg Lys 
2i0 - ' '215 .220 



Glu Gin Gly Gly. Gly Cys His Ser Asp Thr 
225 230 



<210> 159 

<211> 201 

<212> PRT 

<213> Homo sapien 

<400> 159 

Pro Ser Gin Thr Lys lie Glu Lys Arg lie Leu Lys Asn Glu Gin He 
1.5 10 15 

Leu Leu Lys Lys Ser Cys Glu Phe Phe Leu Lys His Asn Ser Lys Val 
20 25 30 

Lys His Lys Lys Lys His Tyr Lys Pro Ser Ser His Lys Leu Lys Val 
35 40 45 

He Ser Lys Ser Met Gly Thr Ser Thr Gly Ala Thr Ala Asn His Gly 
50 55 60 

Thr Ser Ala Val Ala He Thr Ser His Asp Tyr Leu Gly Gin Glu Thr 
65 70 75 80 

Leu Thr Glu He Gin Thr Ser Pro Glu Thr Ser Met Arg Glu Val Lys 
85 90 95 

Ala Asp Gly Ala Ser Thr Pro Arg Leu Arg Glu Gin Asp Cys Gly Glu 
100 105 HO 



Pro Ala Ser Pro Ala Ala Ser He Ser Arg Leu Ser Gly Glu Gin Val 
115 120 125 

Asp Gly Lys Gly Gin Ala Gly Ser Val Ser Glu Ser Ala Arg Ser Glu 
130 135 140 

Gly Arg He Ser Pro Lys Ser Asp He Thr Asp Thr Gly . Leu Ala Gin 
145 150 155 160 



Ser Asn Asn Leu Gin Val Pro Ser Ser Ser Glu Pro Ser Ser Leu Lys 
165 170 175 



WO 20&4/092338 
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Gly Ser Thr Ser Leu Leu Val His Pro Val Ser Gly Val Arg Lys Glu 
180 185 190 .; 



Gin Gly Gly Gly Gys His Ser Asp Thr 
195 200 



<210> 160 

<211> 159 

<212>. PRT 

<213> Homo sapien 

<400> 160 

* 

Met Asp Pro Asp Ala Leu Leu Trp Gly Met Ser Cys His Gly Leu Gly 
15 10 15 

Arg Thr Glu Ser Asn Arg Thr Leu Leu Leu Pro Trp Pro His Leu Val 
20 25 30 



Gin His Arg Arg Pro Lys Pro Gly Leu Ser Pro Leu Ser Pro Thr His 
35 40 45 



Leu Ser Leu Pro Arg Lys Lys Lys Cys Asp Tyr Trp lie Arg Thr Phe 
50 55 60 



Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu Gly Asn lie Lys Ser 
65 70 75 80 

Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser Thr Asn Tyr 
85 90 95 

Asn Gin His Ala Met Val Phe Phe Lys Lys Val Ser Gin Asn Arg Glu 
100 105 110 

Tyr Phe Lys He Thr Leu Tyr Gly Arg Thr Lys Glu Leu Thr Ser Glu 
115 120 125 

Leu Lys Glu Asn Phe He Arg Phe Ser Lys Ser Leu Gly Leu Pro Glu 
130 135 140 

Asn His He Val Phe Pro Val Pro He Asp Gin Cys He Asp Gly 
145 150 155 



<210> 161 

<211> 158 

<212> PRT 

<213> Homo sapien 



<400> 161 
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/ ' - . 200 

Gly Ser Arg Arg Ser Leu Trp Gly Met Ser Cys His Gly Leu Giy Arg 
1 * 5 10 15 

Thr Glu Ser Asn Arg Thr Leu Leu Leu Pro Trp Pro His Leu Val Gin 

20 *■ 25 . 30 

*• . - 

His Arg Arg Pro Lys Pro Gly Leu Ser Pro Leu Ser Pro Thr His Leu 
35 .40 45 

Ser Leu Pro Arg Lys Lys Lys Cys Asp Tyr Trp lie Arg Thr Phe Val 
50 55 60 

Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu Gly Asn lie Lys Ser Tyr 
65 70 75 80 

Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser Thr Asn Tyr Asn 
85 90 95 

Gin His Ala Met Val Phe Phe Lys Lys Val Ser Gin Asn Arg Glu Tyr 
100 105 110 

Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys Glu Leu Thr Ser Glu Leu 
115 120 125 

Lys Glu Asn Phe lie Arg Phe Ser Lys Ser Leu Gly Leu Pro Glu Asn 
130 135 140 

His He Val Phe Pro Val Pro He Asp Gin Cys He Asp Gly 



14 5 




150 


155 


<210> 
<211> 
<212> 
<213> 


162 
229 
PRT 
Homo 


sapien 




<400> 


162 






Met Trp Pro 
1 


Pro Gly Arg Ser 
5 


He Thr Val Lys Leu Arg Glu Lys Thr 
10 15 



Val Ser Arg Lys Leu Glu Met Asn Gly Pro Ser Ala Phe Gin Gly Leu 
20 25 30 



He Cys Gly Lys Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala Gly Val 
35 40 45 



Pro Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly Thr Pro 



WO 2004/092338 PCT/US2004/011104 

201 

50 55 60 

. \ ■."•«".*' ... . - 

Gly He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu Cys Leu 
65 70 75 80 

Arg Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin, Cys Ser 
85 90 95 

Trp Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys lie Ala Glu Cys 
100 105 HO 

Thr Phe Thr Lys Met Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser 
115 120 125 

Gly Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr 
130 135 140 

Phe Thr Phe Asn Gly Ala Glu Cys Ser Gly Pro Leu Pro lie Glu Ala 
145 150 155 160 

He He Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn 
165 170 175 

He His Arg Thr Ser Ser Val Glu Gly Leu Cys Glu Gly He Gly Ala 
180 185 190 

Gly Leu Val Asp Val Ala He Trp Val Gly Thr Cys Ser Asp Tyr Pro 
195 200 205 

Lys Gly Asp Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He 
210 215 220 

Glu Glu Leu Pro Lys 
225 

<210> 163 
<211> 214 
<212> PRT 
<213> Homo sapien 

<400> 163 

Met Val Gly Arg Arg Ala Leu He Val Leu Ala His Ser Glu Arg Thr 
15 10 .15 



Ser Phe Asn Tyr Ala Met Lys Glu Ala Ala Ala Ala Ala Leu Lys Lys 
20 25 30 
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Lys Gly Trp Glu Val Val Glu Ser Asp Leu Tyr Ala Met Asn Phe Asri 
35 .40 45 

■ » » „ 

* - - 

Pro lie lie Ser Arg Lys Asp lie Thr Gly Lys Leu J A vs Asp Pro Ala 

.50 55 60 ^ 

Asn Phe Gin Tyr Pro Ala Glu Ser Val Leu Ala Tyr Lys Glu Gly His 
65 70 75 80 

Leu Ser Pro Asp He Val Ala Glu Leu Gly Val Pro Ala He Leu Lys 
85 90 95 

Gly Trp Phe Glu Arg Val Phe He Gly Glu Phe Ala Tyr Thr Tyr Ala 
100 105 no 

Ala Met Tyr Asp Lys Gly Pro Phe Arg Ser Lys Lys Ala Val Leu Ser 
115 120 125 

He Thr Thr Gly Gly Ser Gly Ser Met Tyr Ser Leu Gin Gly He His 
130 135 140 

Arg Asp Met Asn Val He Leu Trp Pro He Gin Ser Gly He Leu His 
145 150 155 160 

Phe Trp Gly Phe Gin Val Leu Glu Pro Ser Leu Thr Tyr Ser He Gly 
165 170 ~ 175 

Thr Leu Gin Gin Thr Pro Glu Leu Asn Pro Val Arg Met Gly Glu Thr 
180 185 " 190 

Pro Asp Asp He Cys Met Arg His His Asp Phe Ala Pro Arg Ala Leu 
195 200 205 

Cys Leu Asn Phe Ser Lys 
210 

<210> 164 

<211> 172 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MIS COFEATURE 

<222> (112) . . (112) 

<223> x=any amino acid 



<220> 
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<221> MI SC_ FEATURE 

<222> (144) (144) . .. 

<223> x=any amino acid* 

<400> 164 ' 

, <. 

Leu Pro Pro Val' Ala Pro Ala Gly Glu Ser Gly Glu Ala Pro Pro Ser 
1 5 10 15 

Ser Pro Arg Leu Pro Pro Phe Leu Glu Leu Gin Pro Gin His Pro Pro 
20 25 30 

Pro Arg His Pro Tyr Ala Tyr Ser Gly Arg Cys Gly Pro Ala Leu Val 
35 40 45 

Arg Leu Ser Thr Ser Tyr He Gly Ala Trp Thr Gly Tyr He Ser Arg 
50 55 60 

Glu Cys His Pro Trp His Tyr Thr Arg Asp Ser His Lys Val Ala Ala 
65 70 75 80 

Gly Ala Ala Gin Leu Thr Glu Ser Leu Val Pro Ala Arg Asp Arg Pro 
85 90 95 

Gly Asn His Glu Pro Ser Gin Leu Ser Ala Pro Arg Leu Leu Pro Xaa 
100 105 HO 

Thr Met Val Gly Arg Arg Ala Leu He Val Leu Ala His Ser Glu Arg 
115 120 125 

Thr Ser Phe Asn Tyr Ala Met Lys Glu Ala Ala Ala Ala Ala Leu Xaa 
130 " 135 140 

Lys Lys Gly Trp Glu Val Val Glu Ser Asp Leu Tyr Ala Met Asn Phe 
145' 150 155 160 

Asn Pro He He Ser Arg Lys Asp He Thr Gly Asn 
165 170 

<210> 165 
<211> 440 
<212> PRT 
<213> Homo sapien 

<400> 165 



Met Ala Leu Leu Val Leu Gly Leu Val Ser Cys Thr Phe Phe Leu Ala 
15 10 15 
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Val Asn Gly .Leu Tyr Ser Ser Ser Asp Asp Val lie Glu Leu Thr Pro 
20 25 30- 

Ser Asn Phe Asn Arg Glu Vai He Gin Ser Asp Ser Leu Trp Leu Val 
35 40 45 . 0 

■ o - * 

Glu Phe Tyr Ala Pro Trp, Cys Gly His Cys Gin Arg Leu Thr Pro Glu 

50 - 55/ -■ 60 ' 

. . • ■ . v 

Trp Lys Lys Ala Ala Thr Ala Leu Lys Asp Val Val Lys Val Gly Ala 
65 70 75 80 

Val Asp Ala Asp Lys His His Ser Leu Gly Gly Gin Tyr Gly Val Gin 
85 90 95 

Gly Phe Pro Thr He Lys He Phe Gly Ser Asn Lys Asn Arg Pro Glu 
100 105 HO 

Asp Tyr Gin Gly Gly Arg Thr Gly Glu Ala He Val Asp Ala Ala Leu 
115 120 125 

Ser Ala Leu Arg Gin Leu Val Lys Asp Arg Leu Gly Gly Arg Ser Gly 
130 135 140 

Gly Tyr Ser Ser Gly Lys Gin Gly Arg Ser Asp Ser Ser Ser Lys Lys 
145 150 155 160 

Asp Val He Glu Leu Thr Asp Asp Ser Phe Asp Lys Asn Val Leu Asp 
165 170 175 

Ser Glu Asp Val Trp Met Val Glu Phe Tyr Ala Pro Trp Cys Gly His 
180 185 190 

Cys Lys Asn Leu Glu Pro Glu Trp Ala Ala Ala Ala Ser Glu Val Lys 
195 200 205 

Glu Gin Thr Lys Gly Lys Val Lys Leu Ala Ala Val Asp Ala Thr Val 
210 215 220 

Asn Gin Val Leu Ala Ser Arg Tyr Gly He Arg Gly Phe Pro Thr He 
225 230 235 240 



Lys He Phe Gin Lys Gly Glu Ser Pro Val Asp Tyr Asp Gly Gly Arg 
245 250 255 



WO 2004/092338 



PCT/US2004/011104 



205 

Thr Arg Ser Asp Ile.Val Ser Arg Ala Leu" Asp Leu Phe Ser Asp Asn 
260 . . 265 270 ^ 



Ala Pro Pro Pro Glu Leu Leu Glu lie lie Asn Glu Asp lie Ala Lys 
' 275 280 285 



Arg Thr Cys Glu Glu His Gin Leu Cys Val Val Ala Val Leu Pro His 

290 295 300 

* 

« ««. 

lie Leu Asp. Thr Gly Ala Ala Gly Arg Asn Ser Tyr Leu Glu Val Leu 
o /> f- "* -sin * -sic ion 



Leu Lys Leu Ala Asp Lys Tyr Lys Lys Lys Met Trp Gly Trp Leu Trp 
325 330 335 



Thr Glu Ala Gly Ala Gin Ser Glu Leu Glu Thr Ala Leu Gly lie Gly 
340 345 350 



Gly Phe Gly Tyr Pro Ala Met Ala Ala lie Asn Ala Arg Lys Met Lys 
355 360 365 



Phe Ala Leu Leu Lys Gly Ser Phe Ser Glu Gin Gly lie Asn Glu Phe 
370 375 380 



Leu Arg Glu Leu Ser Phe Gly Arg Gly Ser Thr Ala Pro Val Gly Gly 
385 390 395 400 



Gly Ala Phe Pro Thr lie Val Glu Arg Glu Pro Trp Asp Gly Arg Asp 
405 410 415 



Gly Glu Leu Pro Val Glu Asp Asp He Asp Leu Ser Asp Val Glu Leu 
420 425 430 



Asp Asp Leu Gly Lys Asp Glu Leu 

440 





435 


<210> 


166 


<211> 


461 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


166 



Leu Ala Pro Gly Phe Tyr Cys Ala Ser Arg Phe Tyr Thr Gly Cys Ser 
15 10 15 



Thr Pro Gly Ser Ala Trp Leu Ser Trp Val Leu Gly Leu Val Ser Cys 
20 25 30 
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Thr Phe Phe Leu Ala Val Asn Gly Leu Tyr Ser Ser Ser Asp Asp Val 
35 40 45 



He Glu Leu Thr Pro Ser Asn Phe Asn Arg Glu Val He Gin Ser Asp 
50 " 55 60 

* - 

Ser Leu Trp Leii Val Glu Phe Tyr Ala Pro Trp Cys Gly His Cys Gin 
65 70 ' . 75 * 80 



Arg Leu Thr Pro Glu Trp Lys Lys Ala Ala Thr Ala Leu Lys Asp Val 
85 90 95 



Val Lys Val Gly Ala Val Asp Ala Asp Lys His His Ser Leu Gly Gly 
100 105 HO 



Gin Tyr Gly Val Gin Gly Phe Pro Thr lie Lys He Phe Gly Ser Asn 
115 120 125 



Lys Asn Arg Pro Glu Asp Tyr Gin Gly Gly Arg Thr Gly Glu Ala He 
130 135 140 



Val Asp Ala Ala Leu Ser Ala Leu Arg Gin Leu Val Lys Asp Arg Leu 
145 * 150 155 160 



Gly Gly Arg Ser Gly Gly Tyr Ser Ser Gly Lys Gin Gly Arg Ser Asp 
165 170 175 



Ser Ser Ser Lys Lys Asp Val He Glu Leu Thr Asp Asp Ser Phe Asp 
180 185 190 



Lys Asn Val Leu Asp Ser Glu Asp Val Trp Met Val Glu Phe Tyr Ala 
195 200 205 



Pro Trp Cys Gly His Cys Lys Asn Leu Glu Pro Glu Trp Ala Ala Ala 
210 215 220 

Ala Ser Glu Val Lys Glu Gin Thr Lys Gly Lys Val Lys Leu Ala Ala 

225 230 235 240 



Val Asp Ala Thr Val Asn Gin Val Leu Ala Ser Arg Tyr Gly He Arg 
245 250 255 



Gly Phe Pro Thr He Lys lie Phe Gin Lys Gly Glu Ser Pro Val Asp 
260 265 270 
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Tyr Asp Gly Gly Arg Thr Arg Ser Asp He Val Ser Arg Ala Leu Asp 
275 I 280 28S 

Leu Phe Ser Asp Asn Ala Pro Pro Pro Glu Leu Leu Glu lie He Asn 
290 295* 300 

*■ ~ *> * " • 

Glu Asp He Ala Lys Arg Thr Cys Glu Glu His Gin Leu Cys Val Val 
305 * 310 315 320 

Ala Val Leu Pro His He Leu Asp Thr Gly Ala Ala Gly Arg Asn Ser 
325 330 335 

Tyr Leu Glu Val Leu Leu Lys Leu Ala Asp Lys Tyr Lys Lys Lys Met 
34 0 345 350 

Trp Gly Trp Leu Trp Thr Glu Ala Gly Ala Gin Ser Glu Leu Glu Thr 
355 360 365 

Ala Leu Gly He Gly Gly Phe Gly Tyr Pro Ala Met Ala Ala He Asn 
370 375 380 

Ala Arg Lys Met Lys Phe Ala Leu Leu Lys Gly Ser Phe Ser Glu Gin 
385 390 395 400 

Gly He Asn Glu Phe Leu Arg Glu Leu Ser Phe Gly Arg Gly Ser Thr 
405 410 415 

Ala Pro Val Gly Gly Gly Ala Phe Pro Thr He Val Glu Arg Glu Pro 
420 425 430 

Trp Asp Gly Arg Asp Gly Glu Leu Pro Val Glu Asp Asp He Asp Leu 
435 440 445 

Ser Asp Val Glu Leu Asp Asp Leu Gly Lys Asp Glu Leu 
450 455 460 

<210> 167 

<211> 97 

<212> PRT 

<213> Homo sapien 

<400> 167 

Glu Gly Cys He Lys He Leu Ser Phe His He Gly Val Ser Phe Glu 
1 5 10 15 



Asp Val Ala Val Pro Leu Ser Gin Glu Glu Trp Asp Cys Leu He Pro 
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20 25 30 



Ala Glh Arg Gly Leu Tyr Lys Asp Val Met Met Gly Thr Tyr Gly Asn 

35 40 .45 

- - * • 

Leu Leu Ser Leu Val Gly Glu Trp Leu Ser Lys Leu Trp Tyr He His 
* 50 55 60 

Thr Met Gly Tyr Asp 'Ser Thr He Lys Arg Asn" Cys Pro Asp Phe *Thr 
65 70 75 80 

Thr Met Gin Tyr Met His Val Arg Asn Leu His Leu Tyr Pro Leu Asn 
85 90 95 



He 



<210> 168 

<211> 81 

<212> PRT 

<213> Homo sapien 

<400> 168 

Ala Ala Ala Pro Thr Ser Glu Trp Cys Ser Thr Tyr Glu Val Arg Leu 
15 10 15 

Thr Gin Thr Val Ala His Leu Lys Gin Gin Val Ser Gly Leu Glu Gly 
20 25 30 

Val Gin Asp Asp Leu Phe Trp Leu Thr Phe Glu Gly Lys Pro Leu Glu 
35 40 45 

Asp Gin Leu Pro Leu Gly Glu Tyr Gly Leu Lys Pro Leu Ser Thr Val 
50 * 55 60 



Phe Met Asn Leu Arg Leu Arg Gly Gly Gly Thr Glu Pro Gly Gly Arg 
65 70 75 80 



Ser 



<210> 169 

<211> 102 

<212> PRT 

<213> Homo sapien 



<400> 169 
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Gly Arg Ser Asn He Arg Met Val Gin His Leu Arg Gly Ala Ala Asp 

1 5 . \ 10 ~ . 15 

Ala Asp Arg Gly Pro Pro Glu Ala Ala Ser Glu Arg Ala Gly Gly Cys 
20. '25 % 30 

Ala Gly Arg Pro Val Leu Ala Asp Leu Arg Gly Glu Ala Pro Gly Gly 

35 . 40 .45 

Pro Ala Pro Ala Gly Gly Val Arg Pro Gin Ala Pro Glu His Arg Val 
50 55 60 

His Glu Ser Ala Pro Ala Gly Arg Arg His Arg Ala Trp Arg Ala Glu 
65 70 75 80 

Leu Arg Ala Ser Thr Ser He Arg Ala Gly Ser Arg Ala Gly Asn Lys 
85 90 95 

Gly Cys Cys Lys Glu Lys 
100 

<210> 170 
<211> 709 
<212> PRT 
<213> Homo sapien 

<400> 170 

Met Glu Lys Lys Lys He Val Leu Glu Gin Glu Val Lys Thr Leu Asn 
15 10 15 

Asp Ser Leu Lys Lys Val Glu Asn Lys Val Ser Ala He Val Asp Glu 
20 25 30 

Lys Glu Asn Val He Lys Glu Val Glu Gly Lys Arg Ala Leu Leu Glu 
35 40 ' 45 

He Lys Glu Arg Glu His Asn Gin Leu Val Lys Leu Leu Glu Leu Ala 
50 55 * 60 

Arg Glu Asn Glu Ala Thr Ser Leu Thr Glu Arg Gly He Leu Asp Leu 
65 70 75 80 

Asn Leu Arg Asn Ser Leu He Asp Lys Gin Asn Tyr His Asp Glu Leu 
85 90 95 



Ser Arg Lys Gin Arg Glu Lys Glu Arg Asp Phe Arg Asn Leu Arg Lys 
100 105 110 



WO 2004/092338 * PCT/US2004/011104 
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Met. Glu Leu Leu Leu Lys Val Ser Trp Asp Ala Leu Arg Glri Thr Gin 
115 120 125 



Ala Leu His Gin Arg Leu Leu Leu Glu Met Glu Ala He Pro Lys Asp, 
• 130 135 ' 140 

Asp Ser Thr Leu Ser Glu Arg Arg Arg Glu Leu His Lys Glu Val Glu 
145 150 155 l'Stf 

Val Ala Lys Arg Asn Leu Ala Gin Gin Lys He He Ser Glu Met Glu 
165 170 175 



Ser Lys Leu Val Glu Gin Gin Leu Ala Glu Glu Asn Lys Leu Leu Lys 
180 185 190 



Glu Gin Glu Asn Met Lys Glu Leu Val Val Asn Leu Leu Arg Met Thr 
195 200 205 



Gin He Lys He Asp Glu Lys Glu Gin Lys Ser Lys Asp Phe Leu Lys 
210 215 220 



Ala Gin Gin Lys Tyr Thr Asn He Val Lys Glu Met Lys Ala Lys Asp 
225 * 230 235 240 



Leu Glu He Arg He His Lys Lys Lys Lys Cys Glu He Tyr Arg Arg 
245 250 255 



Leu Arg Glu Phe Ala Lys Leu Tyr Asp Thr He Arg Asn Glu Arg Asn 
260 265 270 



Lys Phe Val Asn Leu Leu His Lys Ala His Gin Lys Val Asn Glu He 
275 280 285 



Lys Glu Arg His Lys Met Ser Leu Asn Glu Leu Glu He Leu Arg Asn 
290 295 300 



Ser Ala Val Ser Gin Glu Arg Lys Leu Gin Asn Ser Met Leu Lys His 
305 310 ' 315 320 



Ala Asn Asn Val Thr He Arg Glu Ser Met Gin Asn Asp Val Arg Lys 
325 330 335 



He Val Ser Lys Leu Gin Glu Met Lys Glu Lys Lys Glu Ala Gin Leu 
340 345 350 



WO 2004/092338 PCTYUS2004/011104 
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Asn Asn lie Asp Arg Leu Ala Asn Thr lie Thr Met lie Glu Glu Glu " 

- 355 360 ^ * 365 

Met Val Gin Leu Arg Lys" Arg Tyr Glu Lys Ala Val Gin His Glu Met 
370 375 380 ^ 

Lys Ala Ser Ala Ser Glu Phe Asp His Ser Gly Val Gin Leu lie Glu 
385 - * '390 395 ' 400 

* ** 

Arg Glu Glu Glu lie Cys lie Phe Tyr Glu Lys lie Asn lie Gin Glu 
405 410 415 

Lys Met Lys Leu Asn Gly Glu lie Glu lie His Leu Leu Glu Glu Lys 
420 425 430 

lie Gin Phe Leu Lys Met Lys lie Ala Glu Lys Gin Arg Gin lie Cys 
435 440 445 

Val Thr Gin Lys Leu Leu Pro Ala Lys Arg Ser Leu Asp Ala Asp Leu 
450 455 460 

Ala Val Leu Gin lie Gin Phe Ser Gin Cys Thr Asp Arg lie Lys Asp 
465 470 475 " 480 

Leu Glu Lys Gin Phe Val Lys Pro Asp Gly Glu Asn Arg Ala Arg Phe 
485 490 495 

Leu Pro Gly Lys Asp Leu Thr Glu Lys Glu Met lie Gin Lys Leu Asp 
500 505 510 

Lys Leu Glu Leu Gin Leu Ala Lys Lys Glu Glu Lys Leu Leu Glu Lys 
515 520 525 

Asp Phe lie Tyr Glu Gin Val Ser Arg Leu Thr Asp Arg Leu Cys Ser 
530 535 540 

Lys Thr Gin Gly Cys Lys Gin Asp Thr Leu Leu Leu Ala Lys Lys Met 
545 550 555 560 

Asn Gly Tyr Gin Arg Arg lie Lys Asn Ala Thr Glu Lys Met Met Ala 
565 570 575 



Leu Val Ala Glu Leu Ser Met Lys Gin Ala Leu Thr lie Glu Leu Gin 
580 585 590 
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Lys Glu Val Arg Glu Lys Glu Asp Phe He Phe Thr Cys. Asn Ser Arg 
595 600 4 605 



lie Glu Lys Gly Leu Pro Leu Asn Lys Glu He Glu Lys Glu Trp Leu 
610 615 620 

Lys Val Leu Arg Asp Glu Glu Met His Ala Leu Ala lie Ala Glu Lys 
^25 630 §35 640 

Ser Gin Glu Phe Leu Glu Ala Asp Asn Arg Gin Leu Pro Asn Gly Val 
645 650" ■"■ 655 



Tyr Thr Thr Ala Glu Gin Arg Pro Asn Ala Tyr He Pro Glu Ala Asp 
660 665 670 



Ala Thr Leu Pro Leu Pro Lys Pro Tyr Gly Ala Leu Ala Pro Phe Lys 
675 680 685 



Pro Ser Glu Pro Gly Ala Asn Met Arg His He Arg Lys Pro Val He 
690 695 700 



Lys Pro Val Glu He 
705 



<210> 171 

<211> 413 

<212> PRT 

<213> Homo sapien 

<400> 171 

Ser Gin His Gly Leu Lys He Arg Gin Val Cys Val Cys Val Cys Val 
1 5 10 15 



Cys Val Cys He Pro Tyr Arg Glu Met Glu Lys Lys Lys He Val Leu 
20 25 30 



Glu Gin Glu Val Lys Thr Leu Asn Asp Ser Leu Lys Lys Val Glu Asn 
35 40 45 

Lys Val Ser Ala He Val Asp Glu Lys Glu Asn Val He Lys Glu Val 
50 55 60 

Glu Gly Lys Arg Ala Leu Leu Glu He Lys Glu Arg Glu His Asn Gin 
65 70 75 80 



Leu Val Lys Leu Leu Glu Leu Ala Arg Glu Asn Glu Ala Thr Ser Leu 
85 90 95 
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Thr Glu Arg Gly lie Leu Asp Leu Asn Leu Arg Asn Ser Leu lie Asp 
• 100" - ' 105 " HO 



Lys Gin Asn Tyr His Asp Glu Leu Ser Arg Lys Gin Arg Glu Lys Glu 

115 . 120 125 

Arg Asp Phe Arg Asn Leu Arg Lys Met Glu Leu Leu Leu Lys Val Ser 
130 * 135 140 " 



Trp Asp Ala Leu Arg Gin Thr Gin Ala Leu His Gin Arg Leu Leu Leu 
145 150 155 . 160 



Glu Met Glu Ala lie Pro Lys Asp Asp Ser Thr Leu Ser Glu Arg Arg 
165 170 175 



Arg Glu Leu His Lys Glu Val Glu Val Ala Lys Arg Asn Leu Ala Gin 
180 185 190 



Gin Lys He He Ser Glu Met Glu Ser Lys Leu Val Glu Gin Gin Leu 
195 200 205 



Ala Glu Glu Asn Lys Leu Leu Lys Glu Gin Glu Asn Met Lys Glu Leu 
210 215 220 



Val Val Asn Leu Leu Arg Met Thr Gin He Lys He Asp Glu Lys Glu 
225 230 235 240 



Gin Lys Ser Lys Asp Phe Leu Lys Ala Gin Gin Lys Tyr Thr Asn He 
245 250 255 



Val Lys Glu Met Lys Ala Lys Asp Leu Glu He Arg He His Lys Lys 
260 265 270 



Lys Lys Cys Glu He Tyr Arg Arg Leu Arg Glu Phe Ala Lys Leu Tyr 
275 280 285 



Asp Thr He Arg Asn Glu Arg Asn Lys Phe Val Asn Leu Leu His Lys 
290 295 300 



Ala His Gin Lys Val Asn Glu He Lys Glu Arg His Lys Met Ser Leu 
305 310 315 320 



Asn Glu Leu Glu He Leu Arg Asn Ser Ala Val Ser Gin Glu Arg Lys 
325 330 335 
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f 



Leu Gin Asn Ser Met Leu Lys His Ala Asn Asn Val Thr He Arg Glu 
340 . • 345 350 



Ser- Met Gin Asn Asp Val Arg Lys He Val Ser Lys Leu Gin Glu Met 
355 . 360 365 



Lys .Glu Lys Lys Glu Ala" Gin Leu Asn Asn He Asp Arg Leu Ala Asn 
370 375 380 



Thr He Thr Met He Glu Glu Glu Met Val Gin Leu Arg Lys Arg Tyr 
385 390 395 400 



Glu Lys Ala Val Gin His Arg Asn Glu Ser Leu Cys Leu 
405 410 



<210> 172 

<211> 128 

<212> PRT 

<213> Homo sapien 

<400> 172 

Met Ala Met Gly Leu Met His Ala Arg Ala Ala Gin Cys Asp Gly Cys 
15 10 15 



Arg Gly Glu Ala Ala Pro Gly Arg Ser Asp Val Met Val Ser Ser Ser 
20 25 30 



Leu Asn Pro Gly Val Ala Arg Gly His Arg Asp Arg Gly Gin Ala Ser 
35 40 45 



Arg Arg Trp Leu Gin Glu Gly Gly Gin Glu Cys Glu Cys Lys Asp Trp 
50 55 60 



Phe Leu Arg Ala Pro Arg Arg Lys Phe Met Thr Val Ser Gly Leu Pro 
65 70 75 80 



Lys Lys Gin Cys Pro Cys Asp His Phe Lys Gly Asn Val Lys Lys Thr 
85 90 95 



Arg His Gin Arg His His Arg Lys Pro Asn Lys His Ser Arg Ala Cys 
100 105 110 



Gin Gin Phe Leu Lys Gin Cys Gin Leu Arg Ser Phe Ala Leu Pro Leu 
115 120 125 



<210> 173 
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<211> 94 
. <212> PRT 

<213> Homo sapien 

<400> 173 . 

lie Arg Val Ala Arg Gly His Arg Asp Arg Gly Gin Ala Ser Arg Arg 
! * 5 ' 10 15 

Trp Leu Gin Glu. Gly Gly Gin Glu Cys Glu Cys Lys Asp Trp Phe Leu 
20 * 25 30 

Arg Ala Pro Arg Arg Lys Phe Met Thr Val Ser Gly Leu Pro Lys Lys 
35 40 45 

Gin Cys Pro Cys Asp His Phe Lys Gly Asn Val Lys Lys Thr Arg His 
50 55 60 

Gin Arg His His Arg Lys Pro Asn Lys His Ser Arg Ala Cys Gin Gin 
65 70 75 80 

Phe Leu Lys Gin Cys Gin Leu Arg Ser Phe Ala Leu Pro Leu 
85 90 



<210> 174 

<211> 118 

<212> PRT 

<213> Homo sapien 

<400> 174 

Met Ala Met Gly Leu Met His Ala Arg Ala Ala Gin Cys Asp Gly Cys 
15 10 15 

Arg Gly Glu Ala Ala Pro Gly Arg Ser Gly Val Ala Arg Gly His Arg 
20 25 30 

» 

Asp Arg Gly Gin Ala Ser Arg Arg Trp Leu Gin Glu Gly Gly Gin Glu 
35 40 45 

Cys Glu Cys Lys Asp Trp Phe Leu Arg Ala Pro Arg Arg Lys Phe Met 
50 ~ 55 60 

Thr Val Ser Gly Leu Pro Lys Lys Gin Cys Pro Cys Asp His Phe Lys 
65 " 70 75 80 



Gly Asn Val Lys Lys Thr Arg His Gin Arg His His Arg Lys Pro Asn 
85 90 95 
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Lys His Ser Arg Ala Cys, Gin Gin Phe Leu Lys Gin Cys Gln Leu Arg 
100 105 ■ HO 

Ser Phe Ala Leu Pro Leu 

'll5 ^ 

. * " 

<210> 175 

<211> 100 .\ 
<212> PRT ' ** * 

<213> Homo sapien 

v <400> 175 

Trp Met Arg Arg Arg Ala Gly Arg Val Ala Arg Gly His Arg Asp Arg 
15 10 15 

Gly Gin Ala Ser Arg Arg Trp Leu Gin Glu Gly Gly Gin Glu Cys Glu 
20 25 30 

Cys Lys Asp Trp Phe Leu Arg Ala Pro Arg Arg Lys Phe Met Thr Val 
35 4 0 45 

Ser Gly Leu Pro Lys Lys Gin Cys Pro Cys Asp His Phe Lys Gly Asn 
50 55 60 

Val Lys Lys Thr Arg His Gin Arg His His Arg Lys Pro Asn Lys His 
65 * " 70 75 80 

Ser Arg Ala Cys Gin Gin Phe Leu Lys Gin Cys Gin Leu Arg Ser Phe 
85 90 95 

Ala Leu Pro Leu 
100 

<210> 176 

<211> 30 

<212> PRT 

<213> Homo sapien 

<400> 176 

Asn Ala Cys Arg Ala Ala Gin Cys Asp Gly Ser Ala Ala Arg Ala Gly 
15 10 15 

Leu Gin Glu Gly Gly Lys Asn Val Ser Ala Lys lie Gly Ser 
20 25 30 



<210> 177 
<211> 84 
<212> PRT 
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„ <213> Homo sapien 
<400> 177 

• Trp lie Gly Arg Pro Gly Arg Ser Pro Gly Arg Arg Gin Glu Cys Glu 

Cys Lys Asp Trp Phe Leu Arg Ala Prp Arg Arg Lys Phe Met Thr Val 

20 25 " * 30 " * 

Ser Gly Leu Pro Lys Lys Gin Cys Pro Cys Asp His Phe Lys Gly Asn 
35 40 45 

Val Lys Lys Thr Arg His Gin Arg His His Arg Lys Pro Asn Lys His 
50 55 60 

Ser Arg Ala Cys Gin Gin Phe Leu Lys Gin Cys Gin Leu Arg Ser Phe 
65 70 75 80 

Ala Leu Pro Leu 



<210> 178 

<211> 145 

<212> PRT 

<213> Homo sapien 

<400> 178 

Met Gin Glu Arg Thr Gly Ala Ala Thr Ala Arg Arg Glu Ser Leu Pro 
1 5 10 15 

Gin Ala Asn Asn Pro Glu Gin Leu Cys Lys Gin Arg Cys He Asn Glu 
20 25 30 

Ala Ser Trp Thr Met Lys Arg Val Leu Ser Cys Val Pro Glu Pro Thr 
35 40 45 

Val Val Met Ala Ala Arg Ala Leu Cys Met Leu Gly Leu Val Leu Ala 
50 55 go 

Leu Leu Ser Ser Ser Ser Ala Glu Glu Tyr Val Gly Leu Ser Gin Gin 
65 70 75 80 

Gly Leu Trp Gin Leu Thr Gly Leu Cys Leu Gly Gin Pro Ala Asn Gin 
85 90 95 



Cys Ala Val Pro Ala Lys Asp Arg Val Asp Cys Gly Tyr Pro His Val 
100 105 no 
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Thr Pro Lys Glu Cys Asn Asn Arg Gly Cys Cys Phe Asp Ser Arg lie 
115 .120 ; 125 . 



Pro Gly Val Pro Trp Cys Phe Lys Pro Leu Gin Glu Ala Glu Cys Thr 
130 135 . 140 



Phe 
145 



<210> 179 

<211> 91 

<212> PRT 

<213> Homo sapien 

<400> 179 

Met Gin Glu Arg Thr Gly Ala Ala Thr Ala Arg Arg Glu Ser Leu Pro 
1 5 10 15 

Gin Ala Asn Asn Pro Glu Gin Leu Cys Lys Gin Arg Cys lie Asn Glu 
20 25 30 



Ala Ser Trp Thr Met Lys Arg Val Leu Ser Cys Val Pro Glu Pro Thr 
35 40 45 

Val Val Met Ala Ala Arg Ala Leu Cys Met Leu Gly Leu Val Leu Ala 
50 55 60 

Leu Leu Ser Ser Ser Ser Ala Glu Glu Tyr Val Gly Leu Trp Lys Val 
65 70 75 80 



His Leu Pro Lys Gly Glu Gly Phe Ser Ser Gly 
85 90 



<210> 180 

<211> 1217 

<212> PRT 

<213> Homo sapien 

<400> 180 

Met Gly Leu Ser Phe Arg Leu His Ser Leu Leu Thr Thr Lys Gin His 
15 10 15 

Ala Gin Ser Arg Gly Glu Lys Glu Gly Glu Ser Cys Gly Pro His Glu 
20 25 30 



His Leu Asp Leu Ala Trp Thr Thr His Ser Ser Leu Ala Leu Ala Leu 
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35 • 40 45 



% Phe Leu Leu Arg Val Trp Trp Trp Trp Asp Ser Lys Thr Val Lys lie 

50 # .55 '60 

■* * ■* * 

Ala Phe Ser Pro Pro Trp Gly lie Trp Gly Leu Phe Lys Arg Pro Ala 
65 70 75 80* 



Pro Leu Leu Glu Gly Arg Arg Ala Pro Arg Glu Ala Glu Gly Asp Arg 
85 90 95 



Arg Gly Lys Gly Pro Leu lie lie Ala His Pro Thr Glu lie Leu Lys 
100 105 110 



Gly Gly Val Leu lie Gin Arg Asn Pro Gin Leu Cys Tyr Gin Asp Thr 
115 120 125 

lie Leu Trp Lys Asp lie Phe His Lys Asn Asn Gin Leu Ala Leu Thr 
130 135 140 



Leu He Asp Thr Asn Arg Ser Arg Ala Cys His Pro Cys Ser Pro Met 
145 150 155 160 



Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser Ser Glu Asp Cys Gin Ser 
165 170 175 



Leu Thr Arg Thr Val Cys Ala Gly Gly Cys Ala Arg Cys Lys Gly Pro 
180 185 190 



Leu Pro Thr Asp Cys Cys His Glu Gin Cys Ala Ala Gly Cys Thr Gly 
195 " * 200 205 



Pro Lys His Ser Asp Cys Leu Ala Cys Leu His Phe Asn His Ser Gly 

210 215 220 

He Cys Glu Leu His Cys Pro Ala Leu Val Thr Tyr Asn Thr Asp Thr 

225 230 235 240 



Phe Glu Ser Met Pro Asn Pro Glu Gly Arg Tyr Thr Phe Gly Ala Ser 
245 250 255 



Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu Ser Thr Asp Val Gly Ser 
260 265 270 



Cys Thr Leu Val Cys Pro Leu His Asn Gin Glu Val Thr Ala Glu Asp 
275 280 285 
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Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys Pro Cys Ala Arg Val Cys 
29 °. 295 300 

Tyr Gly Leu Gly Met Glu His Leu Arg Glu Val Arg Ala Val Thr Ser 
ZGS 310 315 320 

Ala Asn He Gin Glu Phe Ala Gly Cys Lys Lys He Phe Gly Ser Leu 
325 ,v 330 " 335 

<;» ... 

Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp Pro Ala Ser Asn Thr Ala 
340 345 350 



Pro Leu Gin Pro Glu Gin Leu Gin Val Phe Glu Thr Leu Glu Glu He 
355 360 365 



Thr Gly Tyr Leu Tyr He Ser Ala Trp Pro Asp Ser Leu Pro Asp Leu 
370 375 380 



Ser Val Phe Gin Asn Leu Gin Val He Arg Gly Arg He Leu His Asn 
385 390 395 400 



Gly Ala Tyr Ser Leu Thr Leu Gin Gly Leu Gly He Ser Trp Leu Gly 
405 410 * 415 



Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly Leu Ala Leu He His His 
420 425 430 



Asn Thr His Leu Cys Phe Val His Thr Val Pro Trp Asp Gin Leu Phe 
435 440 445 



Arg Asn Pro His Gin Ala Leu Leu His Thr Ala Asn Arg Pro Glu Asp 
450 455 460 



Glu Cys Val Gly Glu Gly Leu Ala Cys His Gin Leu Cys Ala Arg Gly 
465 470 475 480 



His Cys Trp Gly Pro Gly Pro Thr Gin Cys Val Asn Cys Ser Gin Phe 
485 490 495 



Leu Arg Gly Gin Glu Cys Val Glu Glu Cys Arg Val Leu Gin Gly Leu 
500 505 " 510 



Pro Arg Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu 
515 520 525 
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Cys Gin Pro Gin AsnGly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp 
^530 535 540 



Gin Cys Val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys Val Ala 
545 " 550 555 560 



Arg Cys Pro Ser Gly Val Lys Pro Asp Leu Ser Tyr Met Pro lie Trp 
. 565 570 " 575 



Lys Phe Pro Asp Glu Glu Gly Ala Cys Gin Pro Cys Pro lie Asn Cys 
580 585 590 



Thr His Ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gin 
595 600 605 



Arg Ala Ser Pro Leu Thr Ser He He Ser Ala Val Val Gly He Leu 
610 615 620 



Leu Val Val Val Leu Gly Val Val Phe Gly He Leu He Lys Arg Arg 
625 630 635 640 



Gin Gin Lys He Arg Lys Tyr Thr Met Arg Arg Leu Leu Gin Glu Thr 
. ' 645 650 655 



Glu Leu Val Glu Pro Leu Thr Pro Ser Gly Ala Met Pro Asn Gin Ala 
660 665 670 



Gin Met Arg He Leu Lys Glu Thr Glu Leu Arg Lys Val Lys Val Leu 
675 680 685 



Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys Gly He Trp He Pro Asp 
690 695 700 



Gly Glu Asn Val Lys He Pro Val Ala He Lys Val Leu Arg Glu Asn 
705 710 715 720 



Thr Ser Pro Lys Ala Asn Lys Glu He Leu Asp Glu Ala Tyr Val Met 
725 730 735 



Ala Gly Val Gly Ser Pro Tyr Val Ser Arg Leu Leu Gly He Cys Leu 
740 745 750 



Thr Ser Thr Val Gin Leu Val Thr Gin Leu Met Pro Tyr Gly Cys Leu 
755 760 765 
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Leu Asp His Val Arg Glu Asn Arg Gly Arg Leu Gly Ser Gin Asp Leu 
770 . 775 780 

- : & 

Leu Asn Trp Cys Met Gin He Ala Lys Gly Met Ser Tyr Leu Glu Asp 

785 790 795 800 

» m * 

Val Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys 
805 810 815 

Ser Pro Asn His* Val- Lys He Thr Asp Phe Gly Leu Ala Arg Leu Leu 
820 825 830 

Asp He Asp Glu Thr Glu Tyr His Ala Asp Gly Gly Lys Val Pro He 
835 .840 845 

Lys Trp Met Ala Leu Glu Ser He Leu Arg Arg Arg Phe Thr His Gin 
850 855 860 

Ser Asp Val Trp Ser Tyr Gly Val Thr Val Trp Glu Leu Met Thr Phe 
865 870 875 880 

Gly Ala Lys Pro Tyr Asp Gly He Pro Ala Arg Glu He Pro Asp Leu 
885 ~ 890 895 

Leu Glu Lys Gly Glu Arg Leu Pro Gin Pro Pro He Cys Thr He Asp 
900 905 910 

Val Tyr Met He Met Val Lys Cys Trp Met He Asp Ser Glu Cys Arg 
915 920 925 

Pro Arg Phe Arg Glu Leu Val Ser Glu Phe Ser Arg Met Ala Arg Asp 
930 935 940 

Pro Gin Arg Phe Val Val He Gin Asn Glu Asp Leu Gly Pro Ala Ser 
945 " 950 955 960 

Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu Leu Glu Asp Asp Asp Met 
965 970 975 

Gly Asp Leu Val Asp Ala Glu Glu Tyr Leu Val Pro Gin Gin Gly Phe 
980 985 990 

Phe Cys Pro Asp Pro Ala Pro Gly Ala Gly Gly Met Val His His Arg 
995 1000 1005 



His Arg Ser Ser Ser Thr Arg Ser Gly Gly Gly Asp Leu Thr Leu 
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. Gly Leu Glu Pro Ser Glu Glu Glu Ala Pro Arg Ser. Pro Leu° Ala 
1025 1030 1035 

Pro Ser Glu Gly Ala Gly Ser Asp Val Phe Asp Gly Asp Leu Gly 
iokO 1045 1050 

* . - . . ■* 

Met Gly Ala Ala Lys Gly Leu Gin Ser Leu Pro Thr His Asp Pro 
1055 1060 1065 

" Ser Pro Leu Gin Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu Pro 
1070 1075 1080 

Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gin 
1085 1090 1095 

Pro Glu Tyr Val Asn Gin Pro Asp Val Arg Pro Gin Pro Pro Ser 
1100 1105 1110 

Pro Arg Glu Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr 
1115 1120 1125 

Leu Glu Arg Ala Lys Thr Leu Ser Pro Gly Lys Asn Gly Val Val 
1130 1135 1140 

Lys Asp Val Phe Ala Phe Gly Gly Ala Val Glu Asn Pro Glu Tyr 
1145 1150 1155 

Leu Thr Pro Gin Gly Gly Ala Ala Pro Gin Pro His Pro Pro Pro 
1160 1165 1170 

Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Tyr Trp Asp Gin Asp 
1175 H80 1185 

Pro Pro Glu Arg Gly Ala Pro Pro Ser Thr Phe Lys Gly Thr Pro 
1190 1195 1200 

Thr Ala Glu Asn Pro Glu Tyr Leu Gly Leu Asp Val Pro Val 
1205 1210 1215 

<210> 181 

<211> 1375 

<212> PRT 

<213> Homo sapien 



<400> 181 
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Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu 

1 5 ' 10 .15 

Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
20 - 25 .30 

Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His 
35 ~40 45 

Leu Tyr Gin Gly Cys Gin Val Val Gin Gly Asn Leu Glu Leu Thr Tyr 
50 55 60 

Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gin Asp lie Gin Glu Val 
65 70 75 80 

Gin Gly Tyr Val Leu He Ala His Asn Gin Val Arg Gin Val Pro Leu 
85 90 95 

Gin Arg Leu Arg He Val Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr 
100 105 110 

Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro 
115 120 125 

Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gin Leu Arg Ser 
130 135 140 

Leu Thr Glu He Leu Lys Gly Gly Val Leu He Gin Arg Asn Pro Gin 
145 150 155 160 

Leu Cys Tyr Gin Asp Thr He Leu Trp Lys Asp He Phe His Lys Asn 
165 170 175 

Asn Gin Leu Ala Leu Thr Leu He Asp Thr Asn Arg Ser Arg Ala Cys 
180 185 190 

His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser 
195 200 205 

Ser Glu Asp Cys Gin Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys 
210 215 220 



Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gin Cys 
225 230 235 240 
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s Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala » Cys Leu 
245 250 ' ■ 255 



His Phe Asn His Ser Gly lie Cys Glu Leu His Cys Pro Ala Leu Val 
260 * 265 270 



Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg 
275 280 * 285 



Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu 
290 295 300 



Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gin 
305 310 315 320 



Glu Val Thr Ala Glu Asp Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys 
325 330 335 



Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu 
340 345 350 



Val Arg Ala Val Thr Ser Ala Asn lie Gin Glu Phe Ala Gly Cys Lys 
355 360 365 



Lys lie Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp 
370 375 380 



Pro Ala Ser Asn Thr Ala Pro Leu Gin Pro Glu Gin Leu Gin Val Phe 
385 390 395 400 



Glu Thr Leu Glu Glu lie Thr Gly Tyr Leu Tyr lie Ser Ala Trp Pro 
405 410 415 



Asp Ser Leu Pro Asp Leu Ser Val Phe Gin Asn Leu Gin Val lie Arg 
420 425 430 



Gly Arg lie Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gin Gly Leu 
435 440 445 



Gly lie Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly 
450 455 460 



Leu Ala Leu lie His His Asn Thr His Leu Cys Phe Val His Thr Val 
465 470 475 480 



Pro Trp Asp Gin Leu Phe Arg Asn Pro His Gin Ala Leu Leu His Thr 
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485 490 ■ 495 



Ala Asn Arg Pro Glu-Asp Glu Cys Gly Lys Thr Gly Ser Pro 'Val Cys 
5*00 505 510 



Ala Leu Pro He Cys Gin His c Thr Ala Val Pro Arg Gly Pro Trp Gin 
515 L 520 525 



Gin Arg Ser Trp Thr Cys Ala Asp Cys Pro Ser Leu Cys Thr Leu Leu 
530 535 540 

Asp Ser Ala Gin Leu Trp Leu Ala Trp Pro Leu Gly Met Ala Ser Leu 

545 550 555 560 



Ala Gly Ser Tyr Leu Pro Trp His Pro Ser Leu Pro Leu Phe Ser Glu 
565 570 575 



He Ser Glu Leu Phe Leu Ser Leu His Arg Pro His Leu Ser Pro Pro 
580 585 590 

Leu Gin Pro Thr Ala Met Pro Thr Ala Ser Ser Leu Val His Leu Asp 
595 600 605 

Leu Gly Pro Pro Leu Lys Val Pro Cys Gly Pro Phe Leu Leu Thr Ala 
610 615 620 

Val Gly Glu Gly Leu Ala Cys His Gin Leu Cys Ala Arg Gly His Cys 
625 630 635 640 

Trp Gly Pro Gly Pro Thr Gin Cys Val Asn Cys Ser Gin Phe Leu Arg 
645 650 655 



Gly Gin Glu Cys Val Glu Glu Cys Arg Val Leu Gin Gly Leu Pro Arg 

660 665 670 

Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu Cys Gin 
675 680 685 

Pro Gin Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp Gin Cys 
690 695 700 



Val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys Val Ala Arg Cys 

705 710 715 720 

Pro Ser Gly Val Lys Pro Asp Leu Ser Tyr Met Pro He Trp Lys Phe 

725 730 735 
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Pro *Asp <Uu Glu Gly Ala Cys Gin Pro Cys Pro He Asn Cys Thr His 
740 745 750 



Ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gin Arg Ala 
755 760 * 765 



Ser Pro Leu Thr Ser He He Ser Ala Val Val Gly He Leu Leu Val 
770 775 780 



Val Val Leu Gly Val Val Phe Gly He Leu He Lys Arg Arg Gin Gin 
785 790 795 800 



Lys He Arg Lys Tyr Thr Met Arg Arg Leu Leu Gin Glu Thr Glu Leu 
805 810 815 



Val Glu Pro Leu Thr Pro Ser Gly Ala Met Pro Asn Gin Ala Gin Met 
820 825 830 



Arg He Leu Lys Glu Thr Glu Leu Arg Lys Val Lys Val Leu Gly Ser 
835 840 845 



Gly Ala Phe Gly Thr Val Tyr Lys Gly He Trp lie Pro Asp Gly Glu 
850 855 860 



Asn Val Lys He Pro Val Ala He Lys Val Leu Arg Glu Asn Thr Ser 
865 870 875 880 



Pro Lys Ala Asn Lys Glu He Leu Asp Glu Ala Tyr Val Met Ala Gly 
885 890 895 



Val Gly Ser Pro Tyr Val Ser Arg Leu Leu Gly He Cys Leu Thr Ser 
900 905 910 



Thr Val Gin Leu Val Thr Gin Leu Met Pro Tyr Gly Cys Leu Leu Asp 
915 920 925 



His Val Arg Glu Asn Arg Gly Arg Leu Gly Ser Gin Asp Leu Leu Asn 
930 935 940 



Trp Cys Met Gin He Ala Lys Gly Met Ser Tyr Leu Glu Asp Val Arg 
945 950 955 960 



Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys Ser Pro 
965 970 975 
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Asn His Val Lys He Thr Asp Phe Gly Leu Ala Arg Leu Leu Asp lie 
980 985* 990 

Asp Glu Thr Glu Tyr His Ala Asp Gly Gly Lys Val Pro He Lys Trp 
995 1000 . . 1005 

Met Ala Leu Glu Ser He Leu Arg Arg Arg Phe Thr His Gin Ser 
1010 1015 1020 

Asp Val Trp Ser Tyr Gly Val Thr Val Trp Glu Leu Met Thr Phe 
1025 1030 1035 

Gly Ala Lys Pro Tyr Asp Gly He Pro Ala Arg Glu He Pro Asp 
1040 1045 1050 

Leu Leu Glu Lys Gly Glu Arg Leu Pro Gin Pro Pro He Cys Thr 
1055 1060 1065 

He Asp Val Tyr Met He Met Val Lys Cys Trp Met He Asp Ser 
1070 1075 1080 

Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe Ser Arg 
1085 1090 1095 

Met Ala Arg Asp Pro Gin Arg Phe Val Val He Gin Asn Glu Asp 
1100 1105 1110 

Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu 
1115 1120 1125 

Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr 
1130 1135 1140 

Leu Val Pro Gin Gin Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly 
1145 1150 1155 

Ala Gly Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg 
1160 1165 1170 

Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu 
1175 1180 1185 



Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser 
1190 1195 1200 
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Asp Val Phe Asp Gly Asp Leu Gly Met Gly Ala Ala Lys Gly Leu 
1205* 1210 1215 



Gin Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gin Arg Tyr Ser 
1220 1225 1230 



Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val 
1235 1240 1245 



Ala Pro Leu Thr Cys Ser Pro Gin Pro Glu Tyr Val Asn Gin Pro 
1250 1255 1260 



Asp Val Arg Pro Gin Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro 
1265 1270 1275 



Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala Lys Thr Leu 
1280 1285 1290 



Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly 
1295 1300 1305 



Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gin Gly Gly Ala 
1310 1315 1320 



Ala Pro Gin Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp 
1325 1330 1335 



Asn Leu Tyr Tyr Trp Asp Gin Asp Pro Pro Glu Arg Gly Ala Pro 
1340 1345 1350 



Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr 
1355 1360 1365 



Leu Gly Leu Asp Val Pro Val 
1370 1375 



<210> 182 

<211> 575 

<212> PRT 

<213> Homo sapien 

<400> 182 

Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu 
15 10 15 



Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
20 25 30 
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Leu Arg Leu Pro Ala" Ser Pro Glu Thr His Leu Asp* Met Leu Arg His 
• 35 40 45 • 

Leu Tyr Gin Gly Cys Gin Val Val Gin Gly Asn Leu Glu Leu Thr Tyr 
50 55 60 

Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gin. Asp He Gin Glu Val 
65 70 75 80 

Gin Gly Tyr Val Leu He Ala His Asn Gin Val Arg Gin Val Pro Leu 
85 90 95 



Gin Arg Leu Arg He Val Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr 
100 105 HO 



Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro 

115 120 125 

Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gin Leu Arg Ser 

130 135 140 

Leu Thr Glu He Leu Lys Gly Gly Val Leu He Gin Arg Asn Pro Gin 

145 150 155 160 



Leu Cys Tyr Gin Asp Thr He Leu Trp Lys Asp He Phe His Lys Asn 
165 170 175 



Asn Gin Leu Ala Leu Thr Leu He Asp Thr Asn Arg Ser Arg Ala Cys 
180 185 190 



His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser 
195 200 205 



Ser Glu Asp Cys Gin Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys 
210 215 220 

Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gin Cys 

225 230 235 240 



Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu 
245 250 255 



His Phe Asn His Ser Gly He Cys Glu Leu His Cys Pro Ala Leu Val 
260 265 270 



WO 2004/092338 PCTYUS2004/011104 

231 

Thr Tyr Asn Thr' Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg 
275 280 285 

Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu 
290 295 300 

• \ • ' ' *& t 

Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gin 
305 * 310 315 320 

Glu Val Thr Ala Glu Asp Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys 
325 330 335 

Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu 
340 345 350 

Val Arg Ala Val Thr Ser Ala Asn lie Gin Glu Phe Ala Gly Cys Lys 
355 360 365 

Lys lie Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp 
370 375 380 

Pro Ala Ser Asn Thr Ala Pro Leu Gin Pro Glu Gin Leu Gin Val Phe 
385 390 395 400 

Glu Thr Leu Glu Glu He Thr Gly Tyr Leu Tyr He Ser Ala Trp Pro 
405 410 415 

Asp Ser Leu Pro Asp Leu Ser Val Phe Gin Asn Leu Gin Val He Arg 
420 425 430 

Gly Arg He Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gin Gly Leu 
435 440 445 

Gly He Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly 
450 455 460 

Leu Ala Leu He His His Asn Thr His Leu Cys Phe Val His Thr Val 
465 470 475 480 

Pro Trp Asp Gin Leu Phe Arg Asn Pro His Gin Ala Leu Leu His Thr 
485 490 495 



Ala Asn Arg Pro Glu Asp Glu Cys Gly Lys Thr Gly Ser Pro Val Cys 
500 505 510 
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Ala Leu Pro lie Cys' Gin' His Thr Ala Val Prp Arg Gly Pro Trp Gin 
515 • 520 525 

c 

Gin Arg Ser Trp Thr Cys Ala Asp Cys Pro Ser Leu Cys Thr Leu Leu 
530 535 P 540 

- * * 

Asp Ser Ala Gin Leu Trp Leu Ala Trp Pro Leu Gly Met Ala Ser Leu 
545 550 555 560 

Ala Gly Ser Tyr Leu Pro Trp His Pro Ser Leu Pro Leu Cys Phe 
565 ' 570 575 



<210> 183 

<211> 815 

<212> PRT 

<213> Homo sapien 

<400> 183 

Leu Gly Pro Thr Cys Leu Gly He Leu Pro Ser Pro Ser Val Ser Glu 
1 5 10 15 



He Ser Glu Leu Phe Leu Ser Leu His Arg Pro His Leu Ser Pro Pro 
20 25 30 



Leu Gin Pro Thr Ala Met Pro Thr Ala Ser Ser Leu Val His Leu Asp 
35 40 45 

Leu Gly Pro Pro Leu Lys Val Pro Cys Gly Pro Phe Leu Leu Thr Ala 
50 55 60 

Val Gly Glu Gly Leu Ala Cys His Gin Leu Cys Ala Arg Gly His Cys 
65 ' 70 75 80 



Trp Gly Pro Gly Pro Thr Gin Cys Val Asn Cys Ser Gin Phe Leu Arg 
85 90 95 



Gly Gin Glu Cys Val Glu Glu Cys Arg Val Leu Gin Gly Leu Pro Arg 
100 105 HO 



Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu Cys Gin 
115 120 125 



Pro Gin Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp Gin Cys 
130 135 140 



Val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys Val Ala Arg Cys 
145 150 155 160 
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Pro Ser Gly Val Lys Pro Asp Leu Ser Tyr Met Pro lie Trp Lys Phe 
16S ' 170* 175 

* 

Pro Asp Glu Glu Gly Ala Cys Gin Pro Cys Pro He Asn Cys Thr His 
180 185 190 

Ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gin Arg Ala 
195 200 205 

Ser Pro Leu Thr Ser He He Ser Ala Val Val Gly He Leu Leu Val 
210 215 220 

Val Val Leu Gly Val Val Phe Gly He Leu He Lys Arg Arg Gin Gin 
225 230 235 240 

Lys He Arg Lys Tyr Thr Met Arg Arg Leu Leu Gin Glu Thr Glu Leu 
245 250 255 

Val Glu Pro Leu Thr Pro Ser Gly Ala Met Pro Asn Gin Ala Gin Met 
260 265 270 

Arg He Leu Lys Glu Thr Glu Leu Arg Lys Val Lys Val Leu Gly Ser 
275 280 285 

Gly Ala Phe Gly Thr Val Tyr Lys Gly He Trp He Pro Asp Gly Glu 
290 295 300 

Asn Val Lys He Pro Val Ala He Lys Val Leu Arg Glu Asn Thr Ser 
305 310 315 320 

Pro Lys Ala Asn Lys Glu He Leu Asp Glu Ala Tyr Val Met Ala Gly 
325 330 335 

Val Gly Ser Pro Tyr Val Ser Arg Leu Leu Gly He Cys Leu Thr Ser 
340 345 350 

Thr Val Gin Leu Val Thr Gin Leu Met Pro Tyr Gly Cys Leu Leu Asp 
355 360 365 

His Val Arg Glu Asn Arg Gly Arg Leu Gly Ser Gin Asp Leu Leu Asn 
370 375 380 



Trp Cys Met Gin He Ala Lys Gly Met Ser Tyr Leu Glu Asp Val Arg 
385 390 395 400 
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• Leu Val His Arg Asp Leu Ala Ala Arg *Asn Val Leu Val Lys Ser .Pro 
405 410 . 415 

Asri His Val Lys lie Thr Asp Phe Gly Leu Ala Arg Leu Leu Asp He 
420 ' 425 430 

Asp Glu Thr Glu Tyr His Ala Asp Gly Gly Lys Val Pro He Lys Trp 
435 440 445 

Met Ala Leu Glu Ser He Leu Arg Arg Arg Phe Thr His Gin Ser Asp 
450 455 460 

Val Trp Ser Tyr Gly Val Thr Val Trp Glu Leu Met Thr Phe Gly Ala 
465 470 475 480 

Lys Pro Tyr Asp Gly He Pro Ala Arg Glu He Pro Asp Leu Leu Glu 
485 490 495 

Lys Gly Glu Arg Leu Pro Gin Pro Pro He Cys Thr He Asp Val Tyr 
500 505 510 

Met He Met Val Lys Cys Trp Met He Asp Ser Glu Cys Arg Pro Arg 
515 520 525 

Phe Arg Glu Leu Val Ser Glu Phe Ser Arg Met Ala Arg Asp Pro Gin 
53 0 535 54 0 

Arg Phe Val Val He Gin Asn Glu Asp Leu Gly Pro Ala Ser Pro Leu 
545 550 555 560 

Asp Ser Thr Phe Tyr Arg Ser Leu Leu Glu Asp Asp Asp Met Gly Asp 
565 570 575 

Leu Val Asp Ala Glu Glu Tyr Leu Val Pro Gin Gin Gly Phe Phe Cys 
580 585 " 590 

Pro Asp Pro Ala Pro Gly Ala Gly Gly Met Val His His Arg His Arg 
595 600 605 

Ser Ser Ser Thr Arg Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu 
610 615 620 



Pro Ser Glu Glu Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly 
625 630 635 640 
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Ala Gly Ser Asp Val Phe Asp Gly Asp lieu Gly Met Gly Ala Ala Lys 
645 ' 650 '655 

Gly Leu Gin Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gin Arg Tyr 
660 665 670 

r 

Ser Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val 
675 680 685 

Ala Pro Leu Thr Cys Ser Pro Gin Pro Glu Tyr Val Asn Gin Pro Asp 
690 695 700 

Val Arg Pro Gin Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro Ala Ala 
705 710 715 720 

Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala Lys Thr Leu Ser Pro Gly 
725 730 735 

Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly Gly Ala Val Glu 
740 745 750 

Asn Pro Glu Tyr Leu Thr Pro Gin Gly Gly Ala Ala Pro Gin Pro His 
755 760 765 

Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Tyr Trp Asp 
770 775 780 

Gin Asp Pro Pro Glu Arg Gly Ala Pro Pro Ser Thr Phe Lys Gly Thr 
785 790 795 800 

Pro Thr Ala Glu Asn Pro Glu Tyr Leu Gly Leu Asp Val Pro Val 
805 810 815 



<210> 184 

<211> 164 

<212> PRT 

<213> Homo sapien 

<400> 184 

Ser Arg Gly Ser Leu Ser Thr Phe Cys Ser Ala Leu Thr Asp Pro Ser 
1 5 10 15 

Pro Leu Gin Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu Pro Ser Glu 
20 25 30 



Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gin Pro Glu Tyr 
35 40 45 
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Val Asn Gin Pro Asp Val Arg. Pro Gin Pro Pro Ser. Pro Arg Glu Gly 
50 55 60 



Pro Leu Pro Ala Ala" Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala Lys 
65 70 75 80 

Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe 
85 90 95 



Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gin Gly Gly Ala 
100 105 HO 



Ala Pro Gin Pro His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp Asn 
115 120 125 



Leu Tyr Tyr Trp Asp Gin Asp Pro Pro Glu Arg Gly Ala Pro Pro Ser 
130 ~ 135 140 

Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr Leu Gly Leu 

145 150 155 160 



Asp Val Pro Val 



<210> 185 

<211> 162 

<212> PRT 

<213> Homo sapien 

<400> 185 

Arg lie Leu Val Asp Phe Cys Ser Ala Leu Thr Asp Pro Ser Pro Leu 
15 10 15 



Gin Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp 
20 25 30 



Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gin Pro Glu Tyr Val Asn 
35 40 45 



Gin Pro Asp Val Arg Pro Gin Pro Pro Ser Pro Arg Glu Gly Pro Leu 
50 55 60 



Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala Lys Thr Leu 
65 70 75 80 
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Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly Gly 
.85 90 *~95 

Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gin Gly Gly Ala Ala Pro 
100 105 HO 

Gin P*ro t His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp Asn Le* Tyr 
' 115 120 125 

Tyr Trp Asp Gin Asp Pro Pro Glu Arg Gly Ala Pro Pro Ser Thr Phe 
130 * 135 140 

Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr Leu Gly Leu Asp Val 
145 150 155 160 

Pro Val 



<210> 186 

<211> 75 

<212> PRT 

<213> Homo sapien 

<400> 186 

Leu Tyr Gly Pro Lys Val Ala Thr Pro Ser Ser Cys Leu Gin Pro Ser 
1 5 10 15 



Leu Arg Gin Pro Leu Leu Leu Gly Pro Gly Pro Thr Arg Ala Gly Gly 
20 25 30 



Ser Thr Gin His Leu Gin Arg Asp Thr Tyr Gly Arg Glu Pro Arg Val 
35 40 45 



Pro Gly Ser Gly Arg Ala Ser Val Asn Gin Lys Ala Lys Ser Ala Glu 
50 55 60 



Ala Leu Met Cys Pro Gin Gly Ala Gly Lys Ala 
65 70 75 



<210> 187 

<211> 100 

<212> PRT 

<213> Homo sapien 

<400> 187 



Cys Val Leu Arg Glu Gin Gly Arg Pro Asp Phe Cys Trp His Gin Glu 
15 10 15 



WO 2004/092338 PCT/US2004/011104 

238 ^ 

*Val Gly Gly Pro Ser Asp His Phe Gin Gly Asn Leu Pro Cys Glh'Glu 
20 25 30 

Pro Val Leu Arg Asn Leu Pro Ser # Cys Leu Ser Ser Gin Met Ala Gly 
35 40 45 

Arg Gly Pro Ala Ser Leu Glu Glu Glu Gin His Trp Gly Val Phe Val 
50 55 60 

Asp Ser Glu Ala Leu Pro Asn Glu Thr Leu Gly Ser Ser Gly Cys His 
65 70 75 80 

Ser Pro Ala Trp Pro Phe Pro Ser Arg Ser Trp Val Leu Lys Ala Leu 
85 90 95 

Gly Lys Leu Ala 
100 

<210> 188 
<211> 678 
<212> PRT 
<213> Homo sapien 

<400> 188 

Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu 
1 5 10 15 

Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
20 25 30 

Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His 
35 40 45 

Leu Tyr Gin Gly Cys Gin Val Val Gin Gly Asn Leu Glu Leu Thr Tyr 
50 55 60 

Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gin Asp lie Gin Glu Val 
65 70 75 80 

Gin Gly Tyr Val Leu lie Ala His Asn Gin Val Arg Gin Val Pro Leu 
85 90 95 

Gin Arg Leu Arg lie Val Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr 
100 105 110 



Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro 



WO 2004/092338 .PCT/US2004/011104 

• » • 

. 239 

115 120 125 * 

Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gin Leu Arg Ser 
130 - 135 140 

t 

Leu Thr Glu lie Leu Lys Gly Gly Val Leu v Ile Gin Arg Asn Pro Gin 
145 150 155 160 

Leu Cys Tyr Gin Asp Thr He Leu Trp Lys Asp He Phe His Lys Asn 
165 170 175 

Asn Gin Leu Ala Leu Thr Leu He Asp Thr Asn Arg Ser Arg Ala Cys 
180 185 190 

His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser 
195 200 205 

Ser Glu Asp Cys Gin Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys 
210 215 220 

Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gin Cys 
225 230 235 240 

Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu 
245 250 255 

His Phe Asn His Ser Gly He Cys Glu Leu His Cys Pro Ala Leu Val 
260 265 270 

Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg 
275 280 285 

Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu 
*290 295 300 

Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gin 
305 310 315 320 

Glu Val Thr Ala Glu Asp Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys 
325 330 335 

Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu 
340 345 350 



Val Arg Ala Val Thr Ser Ala Asn He Gin Glu Phe Ala Gly Cys Lys 
355 360 365 
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Lys lie Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp 
370 375 380 



Pro Ala Ser Asn Thr Ala Pro Leu Gin Pro Glu Gin Leu Gin Val Phe 
385 390 395 400 



Glu Thr Leu Glu Glu He Thr Gly Tyr Leu Tyr He Ser Ala Trp Pro 
405 '410 415 



Asp Ser Leu Pro Asp Leu Ser Val Phe Gin Asn Leu Gin Val He Arg 
420 425 430 



Gly Arg He Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gin Gly Leu 
435 440 445 

Gly He Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly 
450 455 460 



Leu Ala Leu He His His Asn Thr His Leu Cys Phe Val His Thr Val 
465 470 475 480 

Pro Trp Asp Gin Leu Phe Arg Asn Pro His Gin Ala Leu Leu His Thr 
485 490 495 



Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His 
500 505 510 



Gin Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gin Cys 
515 520 525 



Val Asn Cys Ser Gin Phe Leu Arg Gly Gin Glu Cys Val Glu Glu Cys 
530 535 540 

Arg Val Leu Gin Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys 
545 550 555 560 

Leu Pro Cys His Pro Glu Cys Gin Pro Gin Asn Gly Ser Val Thr Cys 
565 570 575 



Phe Gly Pro Glu Ala Asp Gin Cys Val Ala Cys Ala His Tyr Lys Asp 
580 585 590 



Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu 
595 600 605 
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Ser Tyr Met Pro He Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gin 
610 615 620 

— • 

Pro Cys Pro He Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys 
625 630 635 640 

Gly Cys Pro Ala Glu Gin Arg Ala Arg Leu Ala Trp Thr Pro Gly Cys 
645 650 655 

Thr Leu His Cys Pro Ser Leu Pro His Trp Met Leu Gly Gly His Cys 
660 665 670 

Cys Arg Glu Gly Thr Pro 
675 

<210> 189 

<211> 195 

<212> PRT 

<213> Homo sapien 

<400> 189 

Met Ala Ala Gly Gin Arg Arg Ser Ser Leu Ser Arg Leu Gly Ser Gin 
15 10 15 

Ala Glu Gly Leu Leu He Ser Gin Thr Met Gly Gly Gin Ala Glu Thr 
20 25 30 

Leu Leu Thr Ser Gin Thr Gly Trp Arg Pro Gly Arg Gly Cys Asn Leu 
35 40 45 

Gly Ser Leu Gly Gly Gin Gly Arg Arg Leu Gly Gly Gly Cys Ser Glu 
50 55 60 

Pro Arg Ser Arg His Cys Thr Pro Ala Leu Ala Pro He Glu His Trp 
65 ~ *~ 70 75 80 

Val Asn Glu Thr Pro Ser Ala He Pro Ala Pro Arg Glu Ala Glu Val 
85 90 95 

Val Asp His Ser Arg Leu Gly Ala Gly Val Glu Ala Lys Asn Tyr Glu 
100 105 HO 

Glu He Ala Lys Val Glu Lys Leu Lys Pro Leu Glu Val Glu Leu Arg 
115 120 125 



Arg Leu Glu Asp Leu Ser Glu Ser He Val Asn Asp Phe Ala Tyr Met 
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430 3.35 .140 

Lys Lys Arg Glu Glu Glu Met Arg Asp Thr Asn Glu Ser Thr Asn Thr 
145 * " 150 155 & ^ 160 

* 

Arg Val Leu Tyr Phe Ser lie Phe Ser Met Phe Cys Leu lie Gly Leu 
165 170 175 

Ala Thr.Trp Gin Val Phe Tyr Leu Arg Arg. Phe Phe Lys Ala Lys Lys 
180 185 190 

Leu lie Glu 
195 



<210> 190 

<211> 114 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MI S COFEATURE 

<222> (15) . . (16) 

<223> x=any amino acid 



<400> 190 

Thr Arg Leu Arg Leu Gin Ser Arg His Leu Gly Arg Pro Arg Xaa Xaa 
15 10 15 

Asp His Ser Arg Leu Gly Ala Gly Val Glu Ala Lys Asn Tyr Glu Glu 
20 25 30 



lie Ala Lys Val Glu Lys Leu Lys Pro Leu Glu Val Glu Leu Arg Arg 
35 40 45 



Leu Glu Asp Leu Ser Glu Ser lie Val Asn Asp Phe Ala Tyr Met Lys 
50 55 60 

Lys Arg Glu Glu Glu Met Arg Asp Thr Asn Glu Ser Thr Asn Thr Arg 
65 70 75 80 

Val Leu Tyr Phe Ser He Phe Ser Met Phe Cys Leu lie Gly Leu Ala 
85 90 95 



Thr Trp Gin Val Phe Tyr Leu Arg Arg Phe Phe Lys Ala Lys Lys Leu 
100 105 HO 



He Glu 
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<2iq> 191 

<211> 64 

<212> PRT 

<213> Homo sapien 



<400> 191 



Met Ser Ala Leu Trp Arg Phe Gly Leu Phe Asn Thr Gly Leu Gly Gin 
1 5 10 15 



Asp Ser Glu Gly His Cys Gly Pro Ser Thr lie Arg Ser Phe Pro Phe 
20 25 30 



Pro Leu Met Thr Ser Pro Val Ala Leu Phe Ser Leu Phe Gin Met Ala 
35 40 45 



Gin Thr Thr Pro Pro Phe Pro Pro His Thr Pro lie Thr Val Gin Gly 
50 55 60 



<210> 192 

<211> 325 

<212> PRT 

<213> Homo sapien 

<400> 192 

His Arg He Gly Thr Gly Phe Arg Gly Thr Leu Trp Pro Phe Tyr Asn 
15 10 15 



Gin Glu Leu Pro Leu Ser Ser Asp Asp He Thr Cys Gly Phe Val Leu 
20 25 30 



Phe Val Pro Asp Gly Pro Asp Asp Pro Thr He Ser Pro Ser Tyr Thr 
35 40 45 



Tyr Tyr Arg Pro Gly Val Asn Leu Ser Leu Ser Cys His Ala Ala Ser 
50 ^ 55 60 



Asn Pro Pro Ala Gin Tyr Ser Trp Leu He Asp Gly Asn He Gin Gin 
65 70 75 80 



His Thr Gin Glu Leu Phe He Ser Asn He Thr Glu Lys Asn Ser Gly 
85 90 95 



Leu Tyr Thr Cys Gin Ala Asn Asn Ser Ala Ser Gly His Ser Arg Thr 
100 105 110 
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Thr Val Lys Thr lie Thr Val Ser Ala" Glu Leu Pro iys Pro Ser He 
115 * 120 125 

Ser Ser Asn Asn Ser Lys Pro Val Glu Asp Lys Asp Ala Val Ala Phe 
• 130 . 135 14b 

* * * * * * . ' * 

" Thr' Cys Glu Pro Glu Ala Gin Asn Thr Thr Tyr Leu Trp Trp Val Asn 
145 150 155 160 

Gly Gin Ser Leu Pro Val Ser Pro Arg Leu Gin Leu Ser Asn Gly Asn 
165 170 175 

Arg Thr Leu Thr Leu Phe Asn Val Thr Arg Asn Asp Ala Arg Ala Tyr 
180 185 190 

Val Cys Gly He Gin Asn Ser Val Ser Ala Asn Arg Ser Asp Pro Val 
195 200 205 

Thr Leu Asp Val Leu Tyr Gly Pro Asp Thr Pro He He Ser Pro Pro 
210 215 220 

Asp Ser Ser Tyr Leu Ser Gly Ala Asn Leu Asn Leu Ser Cys His Ser 
225 ^ 230 235 240 

Ala Ser Asn Pro Ser Pro Gin Tyr Ser Trp Arg He Asn Gly He Pro 
245 250 255 

Gin Gin His Thr Gin Val Leu Phe He Ala Lys He Thr Pro Asn Asn 
260 265 270 

Asn Gly Thr Tyr Ala Cys Phe Val Ser Asn Leu Ala Thr Gly Arg Asn 
275 280 285 

Asn Ser He Val Lys Ser He Thr Val Ser Ala Ser Gly Thr Ser Pro 
290 295 300 

Gly Leu Ser Ala Gly Ala Thr Val Gly He Met He Gly Val Leu Val 
305 310 315 320 

Gly Val Ala Leu He 
325 

<210> 193 
<211> 702 
<212> PRT 
<213> Homo sapien 
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<400> 193 

Met Glu Ser Pro Ser Ala Pro Pro His Arg Trp Cys lie Pro Trp" Gin 

• 1 5 10 15 

# • 

Arg Leu Leu Leu Thr Ala Ser Leu Leu Thr Phe Trp Asm Pro Pro Thr 

20 c 25 „ "30 

Thr Ala Lys Leu Thr He Glu Ser Thr Pro Phe Asn Val Ala Glu Gly 
35' 40 45 

Lys Glu Val Leu Leu Leu Val His Asn Leu Pro Gin His Leu Phe Gly 
50 55 60 

Tyr Ser Trp Tyr Lys Gly Glu Arg Val Asp Gly Asn Arg Gin lie He 
65 10 75 80 

Gly Tyr Val He Gly Thr Gin Gin Ala Thr Pro Gly Pro Ala Tyr Ser 
85 90 95 

Gly Arg Glu He He Tyr Pro Asn Ala Ser Leu Leu He Gin Asn He 
100 105 HO 

He Gin Asn Asp Thr Gly Phe Tyr Thr Leu His Val He Lys Ser Asp 
115 120 125 

Leu Val Asn Glu Glu Ala Thr Gly Gin Phe Arg Val Tyr Pro Glu Leu 
130 135 140 

Pro Lys Pro Ser He Ser Ser Asn Asn Ser Lys Pro Val Glu Asp Lys 
145 150 155 160 

Asp Ala Val Ala Phe Thr Cys Glu Pro Glu Thr Gin Asp Ala Thr Tyr 
165 170 175 

Leu Trp Trp Val Asn Asn Gin Ser Leu Pro Val Ser Pro Arg Leu Gin 
180 185 190 

Leu Ser Asn Gly Asn Arg Thr Leu Thr Leu Phe Asn Val Thr Arg Asn 
195 200 205 

Asp Thr Ala Ser Tyr Lys Cys Glu Thr Gin Asn Pro Val Ser Ala Arg 
210 215 220 



Arg Ser Asp Ser Val He Leu Asn Val Leu Tyr Gly Pro Asp Ala Pro 
225 230 235 240 
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Thr lie Ser Pro. Leu Asn Thr Ser Tyr Arg Ser Gly Glu' Asn Leu Asn 
245 250 " * 255 



Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala' Gin Tyr Ser Tip Phe 
260 265 . 270 



Val Asn Gly Thr Phe Gin Gin Ser Thr Gin Glu Leu Phe He Pro Asn 
275 280 285 



He Thr Val Asn Asn Ser Gly Ser Tyr Thr Cys Gin Ala His Asn Ser 
290 295 300 



Asp Thr Gly Leu Asn Arg Thr Thr Val Thr Thr He Thr Val Tyr Ala 
305 310 315 320 



Glu Pro Pro Lys Pro Phe He Thr Ser Asn Asn Ser Asn Pro Val Glu 
325 330 335 



Asp Glu Asp Ala Val Ala Leu Thr Cys Glu Pro Glu He Gin Asn Thr 
340 345 350 



Thr Tyr Leu Trp Trp Val Asn Asn Gin Ser Leu Pro Val Ser Pro Arg 
355 ' 360 365 



Leu Gin Leu Ser Asn Asp Asn Arg Thr Leu Thr Leu Leu Ser Val Thr 
370 375 380 



Arg Asn Asp Val Gly Pro Tyr Glu Cys Gly He Gin Asn Glu Leu Ser 
385 390 395 400 



Val Asp His Ser Asp Pro Val He Leu Asn Val Leu Tyr Gly Pro Asp 
405 410 415 



Asp Pro Thr He Ser Pro Ser Tyr Thr Tyr Tyr Arg Pro Gly Val Asn 
420 425 430 



Leu Ser Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser 
435 440 445 



Trp Leu He Asp Gly Asn He Gin Gin His Thr Gin Glu Leu Phe He 
450 455 460 



Ser Asn He Thr Glu Lys Asn Ser Gly Leu Tyr Thr Cys Gin Ala Asn 
465 470 475 480 
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Asn Ser Ala Ser Gly His Ser Arg Thr Thr Val Lys Thr lie Thr Val 
485 490 r 495 

. t 

Ser Ala Glu Leu Pro Lys Pro Ser lie Ser Ser Asn Asn Ser Lys Pro 
500 505 510 

Val Glu Asp Lys Asp Ala Val Ala Phe Thr Cys Glu Pro Glu Ala Gin 
515 . 520 ' 525 

Asn Thr Thr Tyr Leu Trp Trp Val Asn Gly Gin Ser Leu Pro Val Ser 
530 535 540 

Pro Arg Leu Gin Leu Ser Asn Gly Asn Arg Thr Leu Thr Leu Phe Asn 
545 550 555 560 

Val Thr Arg Asn Asp Ala Arg Ala Tyr Val Cys Gly lie Gin Asn Ser 
565 570 575 

Val Ser Ala Asn Arg Ser Asp Pro Val Thr Leu Asp Val Leu Tyr Gly 
580 585 590 

Pro Asp Thr Pro lie lie Ser Pro Pro Asp Ser Ser Tyr Leu Ser Gly 
595 600 605 

Ala Asn Leu Asn Leu Ser Cys His Ser Ala Ser Asn Pro Ser Pro Gin 
610 615 620 

Tyr Ser Trp Arg He Asn Gly He Pro Gin Gin His Thr Gin Val Leu 
625 630 635 640 

Phe He Ala Lys He Thr Pro Asn Asn Asn Gly Thr Tyr Ala Cys Phe 
645 650 655 

Val Ser Asn Leu Ala Thr Gly Arg Asn Asn Ser He Val Lys Ser He 
660 665 670 

Thr Val Ser Ala Ser Gly Thr Ser Pro Gly Leu Ser Ala Gly Ala Thr 
675 680 685 

Val Gly lie Met He Gly Val Leu Val Gly Val Ala Leu He 
690 695 700 

<210> 194 

<211> 726 

<212> PRT 

<213> Homo sapien 
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<400> 194 

Met Glu Ser Pro Ser Ala Pro Pro His Arg Trp Cys lie Pro Trp Gin 
15- 10 '15 



Arg Leu Leu Leu Thr Ala Ser Leu Leu Thr Phe Trp Asn Pro Pro Thr 
20 25 " 30 



Thr Ala Lys Leu Thr lie Glu Ser Thr Pro Phe Asn Val Ala Glu Gly 
35 40 45 



Lys Glu Val Leu Leu Leu Val His Asn Leu Pro Gin His Leu Phe Gly 
50 55 60 



Tyr Ser Trp Tyr Lys Gly Glu Arg Val Asp Gly Asn Arg Gin lie lie 
65 70 75 80 



Gly Tyr Val lie Gly Thr Gin Gin Ala Thr Pro Gly Pro Ala Tyr Ser 
85 90 95 



Gly Arg Glu He He Tyr Pro Asn Ala Ser Leu Leu He Gin Asn He 
100 105 HO 



He Gin Asn Asp Thr Gly Phe Tyr Thr Leu His Val He Lys Ser Asp 
115 120 125 



Leu Val Asn Glu Glu Ala Thr Gly Gin Phe Arg Val Tyr Pro Glu Leu 
130 135 140 



Pro Lys Pro Ser He Ser Ser Asn Asn Ser Lys Pro Val Glu Asp Lys 
145 150 155 160 



Asp Ala Val Ala Phe Thr Cys Glu Pro Glu Thr Gin Asp Ala Thr Tyr 
165 170 175 



Leu Trp Trp Val Asn Asn Gin Ser Leu Pro Val Ser Pro Arg Leu Gin 
180 185 190 



Leu Ser Asn Gly Asn Arg Thr Leu Thr Leu Phe Asn Val Thr Arg Asn 
195 200 205 



Asp Thr Ala Ser Tyr Lys Cys Glu Thr Gin Asn Pro Val Ser Ala Arg 
210 215 220 



Arg Ser Asp Ser Val He Leu Asn Val Leu Tyr Gly Pro Asp Ala Pro 
225 230 235 240 
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Thr" He Ser Pro Leu Asn Thr Ser Tyr Arg Ser Gly Glu Asn Leu Asn 
245 f • 250 ^ 255 

Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser Trp Phe 
260 265 270 . 

*» * 

Val Asn Gly Thr Phe^Gln Gin Ser Thr Gin Glu Leu Phe lie Pro Asn 
275 280 285 

He Thr Val Asn Asn Ser Gly Ser Tyr Thr Cys Gin Ala His Asn Ser 
290 295 300 

Asp Thr Gly Leu Asn Arg Thr Thr Val Thr Thr He Thr Val Tyr Ala 
305 310 315 320 

Glu Pro Pro Lys Pro Phe He Thr Ser Asn Asn Ser Asn Pro Val Glu 
325 330 335 

Asp Glu Asp Ala Val Ala Leu Thr Cys Glu Pro Glu He Gin Asn Thr 
340 345 350 

Thr Tyr Leu Trp Trp Val Asn Asn Gin Ser Leu Pro Val Ser Pro Arg 
355 3 60 365 

Leu Gin Leu Ser Asn Asp Asn Arg Thr Leu Thr Leu Leu Ser Val Thr 
370 375 380 

Arg Asn Asp Val Gly Pro Tyr Glu Cys Gly He Gin Asn Glu Leu Ser 
385 390 395 400 

Val Asp His Ser Asp Pro Val He Leu Asn Val Leu Tyr Gly Pro Asp 
405 410 415 

Asp Pro Thr He Ser Pro Ser Tyr Thr Tyr Tyr Arg Pro Gly Val Asn 
420 425 430 



Leu Ser Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser 
435 440 445 

Trp Leu He Asp Gly Asn He Gin Gin His Thr Gin Glu Leu Phe He 
450 455 460 



Ser Asn He Thr Glu Lys Asn Ser Gly Leu Tyr Thr Cys Gin Ala Asn 
465 470 475 480 
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Asn Ser Ala S % er Gly His Ser Arg Thr Thr Val Lys Thr lie Thr Val . 

485 490 , 495 

Ser Ala Glu Leu Pro Lys Pro Ser lie Ser Ser Asn Asn Ser Lys Pro 
500 # 505 510 

Val Glu Asp Lys Asp Ala Val Ala Phe Thr Cys Glu Pro Glu Ala Gin 
Yl5 . 520 525 

Asn Thr Thr Tyr Leu Trp Trp Val Asn Gly Gin Ser Leu Pro Val Ser 
530 535 540 

Pro Arg Leu Gin Leu Ser Asn Gly Asn Arg Thr Leu Thr Leu Phe Asn 
545 550 555 560 

Val Thr Arg Asn Asp Ala Arg Ala Tyr Val Cys Gly lie Gin Asn Ser 
565 570 575 

Val Ser Ala Asn Arg Ser Asp Pro Val Thr Leu Asp Val Leu Tyr Gly 
580 585 590 

Pro Asp Thr Pro lie lie Ser Pro Pro Asp Ser Ser Tyr Leu Ser Gly 
595 600 605 

Ala Asn Leu Asn Leu Ser Cys His Ser Ala Ser Asn Pro Ser Pro Gin 
610 615 620 

Tyr Ser Trp Arg lie Asn Gly lie Pro Gin Gin His Thr Gin Val Leu 
625 630 635 640 

Phe lie Ala Lys lie Thr Pro Asn Asn Asn Gly Thr Tyr Ala Cys Phe 
645 650 655 

Val Ser Asn Leu Ala Thr Gly Arg Asn Asn Ser lie Val Lys Ser lie 
660 665 670 

Thr Val Ser Asp Ser Cys Phe Ala Ser Ser Leu Lys His Leu Gin Gin 
675 680 685 

Leu Gin Ser Lys lie Ala Ser Leu Pro Arg lie Phe Thr Glu Lys Thr 
690 695 700 

Leu Thr Arg Asp Arg Asp His Pro Ser Gin His Arg Glu Thr Pro Ser 
705 710 715 720 



Leu Leu Lys lie Gin Lys 
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<210> 195 

<211> 193 

<212> PRT • 

<213> Homo sapien , r 

<400> 195 

Met Asp Ala Trp Ser Arg Arg Gly Pro Pro Thr His Thr Arg Gin Ser 
1 5 10 15 



Cys His Gly Glu Asn Ser Ser Val Ser lie Leu Ala Pro Leu Val Ala 
20 25 30 



Leu Ser Tyr Thr Leu Ala Arg Asp Thr Thr Val Lys Pro Gly Ala Lys 
35 40 45 



Lys Asp Thr Lys Asp Ser Arg Pro Lys Leu Pro Gin Thr Leu Ser Arg 
50 55 60 



Gly Trp Gly Asp Gin Leu lie Trp Thr Gin Thr Tyr Glu Glu Ala Leu 
65 " 70 75 80 



Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu Met lie lie His His Leu 
85 90 95 



Asp Glu Cys Pro His Ser Gin Ala Leu Lys Lys Val Phe Ala Glu Asn 
100 105 110 



Lys Glu lie Gin Lys Leu Ala Glu Gin Phe Val Leu Leu Asn Leu Val 
115 120 125 



Tyr Glu Thr Thr Asp Lys His Leu Ser Pro Asp Gly Gin Tyr Val Pro 
130 135 140 



Arg lie Met Phe Val Asp Pro Ser Leu Thr Val Arg Ala Asp lie Thr 
145 150 155 160 



Gly Arg Tyr Ser Asn Arg Leu Tyr Ala Tyr Glu Pro Ala Asp Thr Ala 
165 170 175 



Leu Leu Leu Asp Asn Met Lys Lys Ala Leu Lys Leu Leu Lys Thr Glu 
180 185 190 



Leu 
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^ c <210> 196 * * 
<211> m 199 
<212> PRT 

<213> Homo sapien K 
<400> 196 

Cys Arg Ala Ala Gin Cys Asp Gly Cys Val Val Ala Ala Arg C ys Arg 
1 5 10 - 15 * 

Arg Leu Thr Gin Gly Ar 9 Val Ala Met Glu Lys lie Pro Val Ser Ala 
20 25 30 

Phe Leu Leu Leu Val Ala Leu Ser Tyr Thr Leu Ala Ar 9 Asp Thr Thr 
35 40 45 

Val Lys Pro Gly Ala Lys Lys Asp Thr Lys Asp Ser Arg Pro Lys Leu 
50 55 60 

Pro Gin Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu He Trp Thr Gin 
65 7 ° 75 80 

Thr Tyr Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu 
85 9 o 95 

Met He He His His Leu Asp Glu Cys Pro His Ser Gin Ala Leu Lys 
100 105 110 

Lys Val Phe Ala Glu Asn Lys Glu He Gin Lys Leu Ala Glu Gin Phe 
115 120 125 

Val Leu Leu Asn Leu Val Tyr Glu Thr Thr Asp Lys His Leu Ser Pro 
130 135 140 

Asp Gly Gin Tyr Val Pro Arg He Met Phe Val Asp Pro Ser Leu Thr 
145 150 155 " i 6 o 

Val Arg Ala Asp He Thr Gly Arg Tyr Ser Asn Arg Leu Tyr Ala Tyr 
165 170 175 

Glu Pro Ala Asp Thr Ala Leu Leu Leu Asp Asn Met Lys Lys Ala Leu 
180 185 190 

Lys Leu Leu Lys Thr Glu Leu 
195 



<210> 197 
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<211> 187 
<212> PRT 
<213> Homo sapien 

<400> 197 

Met Asp Arg Gly Arg Gly Arg Gly Gin Ser Cys His Gly Glu Asn Ser 
' 1 5 * 10 15 

* • •^c.'i 

Ser Val Ser lie Leu Ala Pro Leu Val Ala Leu Ser Tyr Thr Leu Ala 
20 25 30 

Arg Asp Thr Thr Val Lys Pro Gly Ala Lys Lys Asp Thr Lys Asp Ser 
35 40 45 

Arg Pro Lys Leu Pro Gin Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu 
50 55 60 

He Trp Thr Gin Thr Tyr Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser 
65 70 75 80 

Asn Lys Pro Leu Met He He His His Leu Asp Glu Cys Pro His Ser 
85 90 95 

Gin Ala Leu Lys Lys Val Phe Ala Glu Asn Lys Glu He Gin Lys Leu 
100 105 HO 

Ala Glu Gin Phe Val Leu Leu Asn Leu Val Tyr Glu Thr Thr Asp Lys 
115 120 125 

His Leu Ser Pro Asp Gly Gin Tyr Val Pro Arg He Met Phe Val Asp 
130 135 140 

Pro Ser Leu Thr Val Arg Ala Asp He Thr Gly Arg Tyr Ser Asn Arg 
145 150 155 160 

Leu Tyr Ala Tyr Glu Pro Ala Asp Thr Ala Leu Leu Leu Asp Asn Met 
165 170 175 

Lys Lys Ala Leu Lys Leu Leu Lys Thr Glu Leu 
18 0 * 185 

<210> 198 
<211> 186 
<212> PRT 
<213> Homo sapien 



<400> 198 
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Trp lie Val Val Ala Ala Glu Val Arg Val Ala Met Glu Lys He Pro 
1 5 10 ' 15 

Val Ser Ala Phe Leu Leu Leu Val Ala Leu *Ser Tyr Thr Leu Ala Arg 
qfr 20 25 30 

Asp Thr Thr Val Lys Pro Gly Ala Lys Lys Asp Thr Lys Asp Ser Arg 
35 40 45 

Pro Lys Leu Pro Gin Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu He 
50 55 60 

Trp Thr Gin Thr Tyr Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser Asn 
65 70 75 80 

Lys Pro Leu Met He He His His Leu Asp Glu Cys Pro His Ser Gin 
85 90 95 

Ala Leu Lys Lys Val Phe Ala Glu Asn Lys Glu He Gin Lys Leu Ala 
100 105 110 

Glu Gin Phe Val Leu Leu Asn Leu Val Tyr Glu Thr Thr Asp Lys His 
115 120 125 

Leu Ser Pro Asp Gly Gin Tyr Val Pro Arg He Met Phe Val Asp Pro 
130 * 135 140 

Ser Leu Thr Val Arg Ala Asp He Thr Gly Arg Tyr Ser Asn Arg Leu 
145 150 155 160 

Tyr Ala Tyr Glu Pro Ala Asp Thr Ala Leu Leu Leu Asp Asn Met Lys 
165 170 175 

Lys Ala Leu Lys Leu Leu Lys Thr Glu Leu 
180 185 

<210> 199 
<211> 136 
<212> PRT 
<213> Homo sapien 

<220> 

<2 21> MI SC — FEATURE 

<222> (110) . . (110) 

<223> x=any amino acid 



<220> 
<221> 



MISC FEATURE 



^ - - 
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. <222> (121) (122) 

• <223> x=any amino acid 

<22.0>.. 

<221> MIS COFEATURE 

<222> (128). .(128) 

<223> x=any amino acid, * % 

<220> 

<221> MISC_FEATURE 

<222> (136) . . (136) 

<223> x=any amino acid 



<400> 199 

Ala Arg Thr Arg Glu Val Glu He Ala Val Ser Ala Asp Gly Asn Thr 
15 10 15 



Ala Arg Gin Ser Gly Asn Arg Ala Arg Leu His Leu Lys Lys Lys Arg 
20 25 30 

Lys Glu Asp Ser Asp Leu Tyr Ser Gly He Gin Val Ser Asp Thr Thr 
35 40 45 

Ala Leu Ser Glu Asn Phe Gin Asn Phe Asn Glu Leu Thr Asp Ser Phe 
50 55 60 

Met Lys Ser Val His Gin Asp Gin Ala Glu Lys He Asn Asn Phe Thr 
65 * 70 75 80 

Gly Ser Ser Asn Gly Leu Tyr Glu Lys Val Leu Phe Ser Ser He Phe 
85 90 95 



Tyr Leu Glu He Leu Leu Asp Ser Leu He Cys Leu Val Xaa Pro Asp 
100 105 110 



Phe Ser Glu Thr Phe Phe Leu Phe Xaa Xaa Tyr Pro Gin Leu Thr Xaa 
115 120 125 



Asn Leu Asp Lys He Tyr Phe Xaa 
130 135 



<210> 200 

<211> 92 

<212> PRT 

<213> Homo sapien 



<220> 

<221> MISC FEATURE 



WO 2004/092338 
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<222> (4) . . (4) , 

<223> x=any amino acid 



<220> 

<221> MI S COFEATURE 

<222> (14) . . (14) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (16) . . (16) 

<223> x=any amino acid 



<220> 

<221> M I SC_FEATURE 

<222> (22) . . (22) 

<223> x=any amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (30).. (30) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (33) . . (33) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (40) . . (40) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (46) . . (46) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (51).. (51) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (56) . . (56) 

<223> x=any amino acid 



<400> 200 



Tyr Val Leu Xaa Ser Gin lie Ser Ala Lys Leu Phe Phe Xaa Leu Xaa 
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1 5 10 15 

.•*'.• - • 

Ala lie His "Ser Leu Xaa Ala lie Tip He Lys Tyr Thr Xaa Cys Glu 

20 25 . 30 ' w . 

Xaa Lys lie Gly Asp lie Tyr Xaa Phe Leu Leu Tyr Val Xaa Arg Ser 

35 4 0 .45 

Lys Thr Xaa Gly Lys Leu Phe Xaa Glu Tyr Leu Tyr Ser Tyr Gly Asn 
50 55 60 

He Ala Tyr Cys Thr Ser Ser He Lys He Cys Ser Leu Tyr Asp Arg 
65 70 75 80 

He His Leu Lys Thr Leu Val He Leu Pro Arg Leu 
85 90 

<210> 201 

<211> 82 

<212> PRT 

<213> Homo sapien 

<400> 201 

Met Cys Phe Leu Lys Thr Val Val Val Cys Asn He Lys Thr Met Asn 
1 5 10 15 

Leu He Ser Val Ser Thr Tyr Gly Phe His Glu Leu Ala Ser Leu Ser 
20 25 30 

His Asp Leu Leu His Gly Phe Glu Val He Lys Gly Leu Asp Arg Gin 
35 40 A 45 

Lys Gly Leu Glu He Phe Val Arg Leu Gin Leu Gin Ser Val Ser Asn 
50 55 60 

»■ 

Leu Lys Ser Phe Leu His Val Val Lys Gin Gin Glu Leu Tyr Leu Gin 
S5 70 75 80 

Val Ser 



<210> 202 

<211> 79 

<212> PRT 

<213> Homo sapien 



<220> 

<221> MISC FEATURE 



WO 2004/092338 PCT/US2004/011104 
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<222> (1> . . (1) 

<223> x=ariy amino acid 

<220> 9 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> x=any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (8).. (9) 

<223> x=any amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (12) . . (12) 

<223> x=any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (18) . - (18) 

<223> x=any amino acid 



<220> 

<221> MISC_ FEATURE 

<222> (26).. (26) 

<223> x=any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (32) . . (32) 

<2 23> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (57) . . (57) 

<223> x=any amino acid 



<400> 202 

Xaa Thr Glu Gly Xaa Gly Asp Xaa Xaa Ser Leu Xaa Phe Ser Leu Gin 
15 10 15 

Gin Xaa Glu Ser Phe Leu His Val Val Xaa Gin Gin Ser Cys lie Xaa 
20 25 30 



Arg Phe Val Ser He Glu Thr He Arg He Ser Ser Ser Asp He Gly 
35 40 45 



Ser Asn Cys Gin Arg Trp Val Asn Xaa Asp He He Leu Gly Thr Tyr 



WO 2004/092338 PCT7US2004/011104 

25'9 

50 - 55 - . 60 

Trp Pro Ser Gly Glu Arg Cys Cys Gin Leu Phe His Lys Pro Asp 

70 75 * 



65 




<210> 


203 


<211> 


49 


<212> 


•* PRT 


<213> 
•> 


Homo 


<400> 


203 



Met Glu Lys He Pro Val Ser Ala Phe Leu Leu Leu Val Ala Leu Ser 
15 10 15 



Tyr Thr Leu Ala Arg Asp Thr Thr Val Lys Pro Gly Ala Lys Lys Asp 
20 25 30 



Thr Lys Asp Ser Arg Pro Lys Thr Ala Pro Asp Pro Leu Gin Arg Leu 
35 40 45 



Gly 



<210> 204 

<211> 140 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MI SC_FEATURE 

<222> (102) . . (102) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (104) . . (105) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (110) . . (110) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MI SC — FEATURE 

<222> (119) . . (119) 

<223> x=any amino acid 



<220> 
<221> 



MISC FEATURE 



WO 2004/092338 PCTYUS2004/01 1 104 
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<222> (122) . . (122) 
<223> x=any amino acid 



<220> - 

<221> MI SC_FEATURE 
<222> (129) . . (129) 

<223> x=any amino acid 



<220> 

<221> MI S COFEATURE 

<222> (136) . . (137) 

<223> x=any amino acid 



<400> 204 

Gly Asn Pro Glu Leu Pro Trp Arg Lys Phe Gin Cys Gin His Ser Cys 
15 10 15 

Ser Leu Trp Pro Ser Pro Thr Leu Trp Pro Glu lie Pro Gin Ser Asn 
20 25 30 

Leu Glu Pro Lys Arg Thr Gin Arg Thr Leu Asp Pro Lys Leu Pro Gin 
35 40 45 



Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu lie Trp Thr Gin Thr Tyr 
50 ~ 55 60 

Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu Met He 
65 70 75 80 

He His His Leu Asp Glu Cys Pro His Ser Gin Ala Leu Glu Lys Val 
85 90 95 



Phe Ala Glu Asn Lys Xaa He Xaa Xaa Leu Ala Glu Gin Xaa Val Leu 
100 105 HO 



Leu Asn Leu Val Tyr Glu Xaa Thr Asp Xaa Pro Phe Leu Leu Met Ala 
115 120 125 



Xaa Met Ser Pro Gly Leu Cys Xaa Xaa Thr His Leu 
130 135 140 



<210> 205 

<211> 74 

<212> PRT 

<213> Homo sapien 



<400> 205 
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Met Asp Arg Ala Ala Pro Gly. Arg Ser Ser Arg Arg Leu Thr .Gin Gly 
1 5 10 15 

Arg' frp Val Arg Lys Ser Arg Val Ala Met Glu Lys He Pro Val Ser 
20 25 30 

Ala Phe Leu Leu Leu Val Aia Leu Ser Tyr Thr Leu Ala Arg Asp Thr 
35 40 45 

Thr Val Lys Pro Gly Ala Lys Lys Asp Thr Lys Asp Ser Arg Pro Lys 
50 55 60 

Thr Ala Pro Asp Pro Leu Gin Arg Leu Gly 
65 70 

<210> 206 

<211> 140 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MI SC — FEATURE 

<222> (102) . . (102) 

<223> x«any amino acid 

<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (104) . . (105) 

<2 23> x=any amino acid 

<220> 

<221> MIS COFEATURE 

<222> (110).. (110) 

<223> x=any amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (119) : . (119) 

<223> x=any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (122).. (122) 

<223> x=any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (129) . . (129) 

<223> x=any amino acid 



WO 2004/092338 
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«220> 

<221> **ISC_FEATURE 
' <222> (136) . . (137) * 

<223> ' x=any amino acid 



<400> * 206 



Gly Asn Pro Glu Leu Pro Trp Arg Lys Phe Gin Cys Gin His Ser Cys 
1 5 10 15 



Ser Leu Trp Pro Ser Pro Thr Leu Trp Pro Glu lie Pro Gin Ser Asn 
20 25 30 



Leu Glu Pro Lys Arg Thr Gin Arg Thr Leu Asp Pro Lys Leu Pro Gin 
35 40 45 



Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu He Trp Thr Gin Thr Tyr 
50 55 60 



Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu Met He 
65 70 75 80 



He His His Leu Asp Glu Cys Pro His Ser Gin Ala Leu Glu Lys Val 
85 90 95 



Phe Ala Glu Asn Lys Xaa He Xaa Xaa Leu Ala Glu Gin Xaa Val Leu 
100 ' 105 HO 



Leu Asn Leu Val Tyr Glu Xaa Thr Asp Xaa Pro Phe Leu Leu Met Ala 
115 120 125 



Xaa Met Ser Pro Gly Leu Cys Xaa Xaa Thr His Leu 
130 135 140 



<210> 207 

<211> 74 

<212> PRT 

<213> Homo sapien 

<400> 207 

Met Asp Ser Val Val Ala Ala Glu Ala Ser Arg Arg Leu Thr Gin Gly 
15 10 15 



Arg Trp Val Arg Lys Ser Arg Val Ala Met Glu Lys He Pro Val Ser 
20 25 30 



Ala Phe Leu Leu Leu Val Ala Leu Ser Tyr Thr Leu Ala Arg Asp Thr 
35 40 45 
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thr Val Lys Pro Gly Ala Lys Lys Asp Thr Lys Asp Ser Arg Pro Lys 
50 55 60 



• 



Thr Ala Pro Asp Pro Leu Gin Arg Leu Gly 
65 70 



<210> 208 

<211> 140 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MIS COFEATURE 

<222> (102) . . (102) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (104) . . (105) 

<223> x=any amino acid 



<220> 

<2 21> MISC_FEATURE 

<222> (110) . . (110) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (119) . . (119) 

<2 23> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (122) . . (122) 

<223> x=any amino acid 



<220> 

<221> M I SC__FE ATURE 

<222> (129) . . (129) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (136) . . (137) 

<223> x=any amino acid 



<400> 208 



Gly Asn Pro Glu Leu Pro Trp Arg Lys Phe Gin Cys Gin His Ser Cys 
15 10 15 
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Ser Leu Trp Pro Ser Pro Thr Leu Trp Pro Glu'lle Pro Gin Ser Asn 
20 25 • 30 



Leu Glu Pro Lys Arg Thr Gin Arg Thr Leu Asp Pro Lys Leu Pro Gin 
35 40 45 



Thr Leu Ser Arg Gly Trp Gly Asp Gin Leu He Trp Thr Gin Thr Tyr 
50 55 60 

Glu Glu Ala Leu Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu Met lie 
65 70 75 80 

He His His Leu Asp Glu Cys Pro His Ser Gin Ala Leu Glu Lys Val 
85 90 95 



Phe Ala Glu Asn Lys Xaa He Xaa Xaa Leu Ala Glu Gin Xaa Val Leu 
100 105 HO 



Leu Asn Leu Val Tyr Glu Xaa Thr Asp Xaa Pro Phe Leu Leu Met Ala 
115 120 125 



Xaa Met Ser Pro Gly Leu Cys Xaa Xaa Thr His Leu 
130 135 140 



<210> 209 

<211> 128 

<212> PRT 

<213> Homo sapien 

<400> 209 

Met Asp Ser Val Val Ala Ala Glu Val Leu Tyr Lys Ser Lys Thr Ser 
15 10 15 

Asn Lys Pro Leu Met He He His His Leu Asp Glu Cys Pro His Ser 
20 25 30 



Gin Ala Leu Glu Lys Val Phe Ala Glu Asn Lys Glu He His Thr His 
35 " 40 45 

Cys Ala Glu Gin Leu Val Pro Ala Ser His Leu Val Tyr Glu Thr He 
50 55 60 



Val Thr Thr His Leu Ser Pro Asp Gly Gin Tyr Val Pro Arg He Met 
65 70 75 80 



WO 2004/092338 PCT/US2004/011104 

v * 

265 " . 

Phe Val Asp Pro Leu Ser. Asp Asn Leu Ser Arg Tyr His Leu Glu Asp 
85 . 90 95 

\> 

He Pro He Arg Leu Tyr Ala Tyr Glu Ser Leu Gin He Gin Leu Cys 
100. 105 HO 

Cys Leu Thr Asn Met Lys Lys Ala Phe Lys Leu Leu Lys Thr Glu Leu 
115 120 125 



<210> 210 

<211> 84 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (46).. (46) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (48) . . (49) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (54) . . (54) 

<223> x=any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (63).. (63) 

<2 23> x=any amino acid 



<220> 

< 2 2 1 > MI SC_ FEATURE 

<222> (66) . . (66) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (73) . . (73) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (80) . . (81) 

<223> x=any amino acid 



<400> 



210 



WO 2004/092338 PCTYUS2004/011104 
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Ser Val Met Asp Ser Val* Val Ala Ala Glu Val Leu Tyr Lys Ser Lys 
1 5- 10 15 

Thr Ser Asn Lys Pro Leu Met He He His His Leu Asp Glu Cys Pro 
20 25 30 

His Ser Gin Ala Leu Glu Lys Val Phe Ala Glu Asn Lys Xaa He Xaa 
35 .40 45 

Xaa Leu Ala Glu Gin Xaa Val Leu Leu Asn Leu Val Tyr Glu Xaa Thr 
50 • 55 60 

Asp Xaa Pro Phe Leu Leu Met Ala Xaa Met Ser Pro Gly Leu Cys Xaa 
65 70 75 80 

Xaa Thr His Leu 



<210> 211 

<211> 118 

<212> PRT 

<213> Homo sapien 

<400> 211 

Met Asp Trp Ser Arg Pro Arg Tyr Pro Asp Ala Thr Asp Glu Asp He 
1 * 5 10 15 

Thr Ser His Met Glu Ser Glu Glu Leu Asn Gly Ala Tyr Lys Ala He 
20 25 30 

Pro Val Ala Gin Asp Leu Asn Ala Pro Ser Asp Trp Asp Ser Arg Gly 
35 40 45 

Lys Asp Ser Tyr Glu Thr Ser Gin Leu Asp Asp Gin Ser Ala Glu Thr 
50 55 60 

His Ser His Lys Gin Ser Arg Leu Tyr Lys Arg Lys Ala Asn Asp Glu 
65 70 75 80 

Ser Asn Glu His Ser Asp Val He Asp Ser Gin Glu Leu Ser Lys Val 
85 90 95 

Ser Arg Glu Phe His Ser His Glu Phe His Ser His Glu Asp Met Leu 
100 105 HO 



Val Val Asp Pro Gin Lys 
115 



WO 2004/092338 PCT/US2004/011104 
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<;210> 212 

<211> 117 

<212> PRT . \ 

<213> Homo sapien 

<400> 212 

Trp Met Ser Arg Pro Arg Tyr Pro Asp Ala Thr Asp Glu Asp lie Thr 
1 5 10 - 15 

Ser His Met Glu Ser Glu Glu Leu Asn Gly Ala Tyr Lys Ala lie Pro 

20 ■ . 25 30 



Val Ala Gin Asp Leu Asn Ala Pro Ser Asp Trp Asp Ser Arg Gly Lys 
35 40 45 

Asp Ser Tyr Glu Thr Ser Gin Leu Asp Asp Gin Ser Ala Glu Thr His 
50 ~ 55 60 

Ser His Lys Gin Ser Arg Leu Tyr Lys Arg Lys Ala Asn Asp Glu Ser 
65 " 70 75 80 

Asn Glu His Ser Asp Val lie Asp Ser Gin Glu Leu Ser Lys Val Ser 
85 90 95 

Arg Glu Phe His Ser His Glu Phe His Ser His Glu Asp Met Leu Val 
100 105 HO 



Val Asp Pro Gin Lys 
115 



<210> 213 

<211> 75 

<212> PRT 

<213> Homo sapien 

<400> 213 

Met His He Gin Lys He Phe Val He He Thr Phe Ser Lys His He 
15 10 15 

Val Glu Gin Met Val Ala Phe He Gly Leu Glu Asp Asn Gly Ala Leu 
20 25 30 

Gin Pro Pro Pro Pro Ser Ala Val Pro Gly He Gly Pro Ser Leu Gin 
35 40 45 



Lys Pro Phe Gin Glu Tyr Leu Glu Ala Gin Arg Gin Lys Leu His His 



WO 2004/09233** PCT/US2004/011104 

• - 268 
50. 55 60 

Lys Ser Glu Met Gly Thr Pro Gin Val Arg Leu 

■ 65 * 70 75 . ,, 

<210> 214 * ' 

<211> 143 

<212> PRT 

<213> Homo sapien 

<400> 214 

Met Arg Ser His Thr Ala Pro Gin Pro Leu Ser Gly Thr Phe Leu Asp 
15 10 15 

Leu Leu Trp Cys Asn Pro Asn Trp Lys Ser Asn Asn Lys Asn Ala Tyr 
20 25 30 

Pro Glu Asn Phe Cys Tyr Asn Asn He Gin Gin Ala His Ser Gly Ala 
35 40 45 

Asn Gly Gly Phe His Trp Ala Gly Gly Gin Trp Arg Thr Ala Thr Ser 
50 55 60 

Thr Ser Gin Cys Cys Pro Arg His Arg Ser He Ser Ala Glu Ala He 
65 ' 70 75 80 

Ser Gly Val Pro Gly Gly Ser Thr Ala Glu Ala Ser Pro Gin Lys Arg 
85 90 95 

Asn Gly His Thr Thr Gly Lys Thr Leu He Arg Phe Leu Leu Pro Ser 
100 105 HO 

Gly Lys Phe Arg Ala Glu He Thr Phe Thr Ala Leu Thr His He Phe 
115 120 125 

Arg Gin He Ser Glu Val Gly Leu Pro Val Phe Leu Asp Arg Ser 
130 135 140 

<210> 215 

<211> 113 

<212> PRT 

<213> Homo sapien 

<400> 215 



Gly Asp Ser Glu Asp Pro Arg Phe Asp Pro Asp Gly Pro Gly Ser Ser 
1 5 10 15 
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Thr Cys Ala Leu Ala Arg Arg Arg Gin Leu Gly Pro Ser Gin Gly Arg 
20 25 ' 30 

Ser Thr Ser Arg Cys Pro Ser Trp Arg Val Leu Cys Arg Trp Ser Gin 
1 35 40 45 

Leu Pro Ser Arg Leu Tyr He Leu Leu Arg Ser Gin Ser Trp Lys Met 
50 • 55 60 

Ser He Ser Phe Ser Ser Val Arg Trp Ala Ser Gly Ala Ser Arg Pro 
65 70 75 80 

Arg Ser Trp Pro Gly Val Leu Asp Thr Leu Gly Leu Ala Thr Thr Leu 
85 90 95 

Glu Pro He Glu Asn Gly Trp Arg Lys Arg Val Arg Gin Glu Ala Ala 
100 105 HO 



Tyr 



<210> 216 

<211> 210 

<212> PRT 

<213> Homo sapien 

<400> 216 

Met Ala Gin Val Pro Pro Gly Thr Pro Arg Arg Gly Leu Pro Arg His 
15 10 15 

Gin Gly Leu Gly His Ala Thr His Leu His Gin Ala Val Phe Cys Trp 
20 25 30 

Val Ala Glu Gly Met Arg Ala Asp Thr Thr Cys Ser Pro Arg Val Ala 
35 40 45 

Val Gly Thr Ala Ala Glu Gly Leu Leu Leu Arg Val His Met Trp Gly 
50 55 60 

Lys Glu Met Leu Gin Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg 
65 70 75 80 

Arg Leu Ala Val Ala Thr Arg Thr Met Ala Gly Gly Cys Arg Ala Pro 
85 90 95 



Ser Ser Ala Pro Thr Val Ser Leu Pro Glu Leu Arg Ser Leu Leu Ala 
100 105 HO 



WO 2004/092338 PCT7US2004/01 1 104 
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Ser Gly Arg Ala Arg Leu Phe Asp Val Arg Ser Arg Glu Glii Ala Ala 

115 120 125 

Ala Gly Thr lie Pro Gly Ala Leu Asn lie Pro Val Ser Glu Leu Glu 
130 135 140 



Ser Ala Leu Gin Met Glu Pro Ala Ala Phe Gin Ala Leu Tyr Ser Ala 
145 150 155 160 

Glu Lys Pro Lys Leu Glu Asp Glu His Leu Val Phe Phe Cys Gin Met 

165 170 175 



Gly Lys Arg Gly Leu Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr 
180 185 190 



Thr Gly Ala Arg Asn Tyr Ala Gly Ala Tyr Arg Glu Trp Leu Glu Lys 
195 200 205 



Glu Ser 
210 



<210> 217 

<211> 173 

<212> PRT 

<213> Homo sapien 

<400> 217 

Gly Gin Thr Pro Arg Val Ala Leu Gly Trp Gin Trp Ala Leu Gin Gin 
1 5 10 15 

Arg Gly Cys Cys Ser Glu Ser Thr Cys Gly Gly Arg Glu Met Leu Gin 
20 25 30 

Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg Arg Leu Ala Val Ala 
35 ~ 40 45 



Thr Arg Thr Met Ala Gly Gly Cys Arg Ala Pro Ser Ser Ala Pro Thr 

50 55 60 

Val Ser Leu Pro Glu Leu Arg Ser Leu Leu Ala Ser Gly Arg Ala Arg 
65 70 75 80 



Leu Phe Asp Val Arg Ser Arg Glu Glu Ala Ala Ala Gly Thr He Pro 
85 90 95 
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Gly Ala Leu Asn lie Pro Val Ser Glu Leu Glu Ser Ala Leu Gin Met 
100 105 iio 

Glu Pro Ala Ala Phe Gin Ala Leu Tyr Ser Ala Glu Lys Pro Lys Leu 
115 120 ' 125 

Glu Asp Glu His Leu Val Phe Phe Cys Gin Met Gly Lys Arg Gly Leu 
130 135 140 

Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg Asn 
145 150 155 160 

Tyr Ala Gly Ala Tyr Arg Glu Trp Leu Glu Lys Glu Ser 
165 170 



<210> 218 

<211> 189 

<212> PRT 

<213> Homo sapien 

<400> 218 

Met Ala Gin Val Pro Pro Gly Thr Pro Arg Arg Gly Leu Pro Arg His 
15 10 15 

Gin Gly Leu Gly His Ala Thr His Leu His Gin Ala Val Phe Cys Trp 
20 25 30 



Val Ala Glu Gly Met Arg Ala Asp Thr Thr Cys Ser Pro Arg Val Ala 
35 40 45 

Val Gly Thr Ala Ala Glu Gly Leu Leu Leu Arg Val His Met Trp Gly 
50 55 60 

Lys Glu Met Leu Gin Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg 
65 70 75 80 

Arg Leu Ala Val Ala Thr Arg Thr Met Ala Gly Ala Gly Arg Ala Arg 
85 90 95 



Leu Phe Asp Val Arg Ser Arg Glu Glu Ala Ala Ala Gly Thr lie Pro 
100 105 110 



Gly Ala Leu Asn He Pro Val Ser Glu Leu Glu Ser Ala Leu Gin Met 
115 120 125 



Glu Pro Ala Ala Phe Gin Ala Leu Tyr Ser Ala Glu Lys Pro Lys Leu 
130 135 140 
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Glu Asp Glu His Leu Val Phe Phe Cys Gin Met Gly Lys Arg Gly Leu 
145 150 155 160 



Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg Asn 
. 165 170 175 



Tyr Ala Gly Ala Tyr Arg Glu Trp Leu Glu Lys Glu Ser 
180 185 



<210> 219 

<211> 152 

<212> PRT 

<213> Homo sapien 

<400> 219 

Gly Gin Thr Pro Arg Val Ala Leu Gly Trp Gin Trp Ala Leu Gin Gin 
1 5 10 15 



Arg Gly Cys Cys Ser Glu Ser Thr Cys Gly Gly Arg Glu Met Leu Gin 
20 25 30 



Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg Arg Leu Ala Val Ala 
35 40 45 



Thr Arg Thr Met Ala Gly Ala Gly Arg Ala Arg Leu Phe Asp Val Arg 
50 55 60 



Ser Arg Glu Glu Ala Ala Ala Gly Thr lie Pro Gly Ala Leu Asn He 
65 70 75 80 



Pro Val Ser Glu Leu Glu Ser Ala Leu Gin Met Glu Pro Ala Ala Phe 
85 90 95 



Gin Ala Leu Tyr Ser Ala Glu Lys Pro Lys Leu Glu Asp Glu His Leu 
100 105 HO 



Val Phe Phe Cys Gin Met Gly Lys Arg Gly Leu Gin Ala Thr Gin Leu 
115 120 125 



Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg Asn Tyr Ala Gly Ala Tyr 
130 135 140 



Arg Glu Trp Leu Glu Lys Glu Ser 
145 150 
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<210> 220 
<211>. 105 
<212> PRT 
<213> Homo sapien 

<400> 220 

Met Leu Gin Ala Pro Arg Gly Pro* Gly Arg Ala Arg Leu Phe Asp Val 
1 5 10 ' 15 

Arg Ser Arg Glu Glu Ala Ala Ala Gly Thr He Pro Gly Ala Leu Asn 
20 25 30 

He Pro Val Ser Glu Leu Glu Ser Ala Leu Gin Met Glu Pro Ala Ala 
35 40 45 

Phe Gin Ala Leu Tyr Ser Ala Glu Lys Pro Lys Leu Glu Asp Glu His 
50 55 60 

Leu Val Phe Phe Cys Gin Met Gly Lys Arg Gly Leu Gin Ala Thr Gin 
65 70 75 80 

Leu Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg Asn Tyr Ala Gly Ala 
85 90 95 

Tyr Arg Glu Trp Leu Glu Lys Glu Ser 
100 105 

<210> 221 
<211> 112 
<212> PRT 
<213> Homo sapien 

<400> 221 

Arg Cys Cys Arg Arg Arg Glu Asp Pro Asp Gly Pro Gly Ser Ser Thr 
1^5 10 15 

Cys Ala Leu Ala Arg Arg Arg Gin Leu Gly Pro Ser Gin Gly Arg Ser 
20 25 30 

Thr Ser Arg Cys Pro Ser Trp Arg Val Leu Cys Arg Trp Ser Gin Leu 
35 40 45 

Pro Ser Arg Leu Tyr He Leu Leu Arg Ser Gin Ser Trp Lys Met Ser 
50 55 60 



He Ser Phe Ser Ser Val Arg Trp Ala Ser Gly Ala Ser Arg Pro Arg 
65 70 75 80 
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Ser Trp Pro Gly Val Leu Asp fhr Leu Gly Leu Ala Thr Thr Leu Glu 
85 ; 90 ?5 

Pro lie Glu Asn Gly Trp Arg Lys Arg Val Arg Gin Glu Ala Ala Tyr 
100 105 HO 



<210> 222 

<211> 131 

<212> PRT 

<213> Homo sapien 

<400> 222 

Met Ala Ala Val Thr Pro Arg Pro Pro Leu Pro Glu Gly Cys Arg Ala 
15 io 15 

Pro Ser Ser Ala Pro Thr Val Ser Leu Pro Glu Leu Arg Ser Leu Leu 
20 25 30 

Ala Ser Gly Arg Ala Arg Leu Phe Asp Val Arg Ser Arg Glu Glu Ala 
35 40 45 

Ala Ala Gly Thr He Pro Gly Ala Leu Asn He Pro Val Ser Glu Leu 
50 55 60 

Glu Ser Ala Leu Gin Met Glu Pro Ala Ala Phe Gin Ala Leu Tyr Ser 
65 70 75 80 

Ala Glu Lys Pro Lys Leu Glu Asp Glu His Leu Val Phe Phe Cys Gin 
85 90 95 

Met Gly Lys Arg Gly Leu Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly 
100 105 HO 

Tyr Thr Gly Ala Arg Asn Tyr Ala Gly Ala Tyr Arg Glu Trp Leu Glu 
115 120 125 



Lys Glu Ser 
130 



<210> 223 

<211> 108 

<212> PRT 

<213> Homo sapien 

<400> 223 

Met Val He He Cys Cys Leu Gly Ala Pro Arg Thr Gin Pro Phe Gin 
15 10 15 
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Ala Gin Leu Pro Asn Leu Ser Ala Lys Leu Leu Ala Phe Pro Ser Thr 
20 ° 25 30 

Leu Se*: Thr Pro Pro Val Ser Glu Leu Glu Ser Ala Leu Gin Met Glu 
35 40 45 

Pro Ala Ala Phe Gin Ala Leu Tyr Ser Ala Glu Lys Pro Lys Leu Glu 
50 55 60 



Asp Glu His Leu Val Phe Phe Cys Gin Met Gly Lys Arg Gly Leu Gin 

65 70 75 80 

Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg Asn Tyr 
85 90 95 



Ala Gly Ala Tyr Arg Glu Trp Leu Glu Lys Glu Ser 
100 105 



<210> 224 

<211> 132 

<212> PRT 

<213> Homo sapien 

<400> 224 

Gly Lys Ala Leu Cys His Pro Gin lie Ala Met Ala Gin Val Pro Pro 
15 10 15 

Gly Thr Pro Arg Arg Gly Leu Pro Arg His Gin Gly Leu Gly His Ala 
20 25 30 

Thr His Leu His Gin Ala Val Phe Cys Trp Val Ala Glu Gly Met Arg 
35 40 45 

Ala Asp Thr Thr Cys Ser Pro Arg Val Ala Val Gly Thr Ala Ala Glu 
50 55 60 

Gly Leu Leu Leu Arg Val His Met Trp Gly Lys Gly Asp Val Ala Gly 
65 70 75 80 



Ala Glu Arg Ala Gly Gin Gly Arg Thr Pro Glu Thr Arg Gly Cys Tyr 
85 90 95 



Ala His His Gly Trp Arg Tyr Leu Arg Gly He Pro Gly Ala Ala Val 
100 105 HO 
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Leu" Leu Vai^ Leu Trp Val' Glu Ala Trp Gin Gly Val Gly Trp Arg Thr 
115^ . .120 * 125 

Lys Gly Arg Gly 
130 

<210> 225 

<211> 162 

<212> PRT 

<213> Homo sapien 

<400> 225 

Met Ala Gin Val Pro Pro Gly Thr Pro Arg Arg Gly Leu Pro Arg His 
15 10 15 

Gin Gly Leu Gly His Ala Thr His Leu His Gin Ala Val Phe Cys Trp 
20 25 30 

Val Ala Glu Gly Met Arg Ala Asp Thr Thr Cys Ser Pro Arg Val Ala 
35 40 45 

Val Gly Thr Ala Ala Glu Gly Leu Leu Leu Arg Val His Met Trp Gly 
50 55 60 

Lys Glu Met Leu Gin Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg 
65 70 75 80 

Arg Leu Ala Val Ala Thr Arg Thr Met Ala Gly Val Ser Glu Leu Glu 
85 90 95 

Ser Ala Leu Gin Met Glu Pro Ala Ala Phe Gin Ala Leu Tyr Ser Ala 
100 105 HO 

Glu Lys Pro Lys Leu Glu Asp Glu His Leu Val Phe Phe Cys Gin Met 
115 120 125 

Gly Lys Arg Gly Leu Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr 
130 135 140 

Thr Gly Ala Arg Asn Tyr Ala Gly Ala Tyr Arg Glu Trp Leu Glu Lys 
145 150 155 160 

Glu Ser 



<210> 226 
<211> 125 
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<212> .PRT 

<213> Homo sapien 

<400> 226 

Gly Gin Thr Pro Arg Val Ala Leu Gly Trp Gin Trp Ala Leu Gin Gin 
15 10 15 



Arg Gly Cys Cys Ser Glu Ser Thr- Cys Gly Gly Arg Glu Met Leu Gin 
20 25 30 



Ala Pro Arg Gly Arg Ala Arg Ala Ala Leu Arg Arg Leu Ala Val Ala 
35 40 45 



Thr Arg Thr Met Ala Gly Val Ser Glu Leu Glu Ser Ala Leu Gin Met 
50 55 60 



Glu Pro Ala 
65 


Ala 


Phe 


Gin Ala Leu Tyr Ser Ala Glu 
70 75 


Lys 


Pro 


Lys 


Leu 
80 


Glu Asp Glu 


His 


Leu 
85 


Val Phe Phe Cys Gin Met Gly 
90 


Lys 


Arg 


Gly 
95 


Leu 


Gin Ala Thr Gin Leu Ala Arg Ser Leu Gly Tyr Thr Gly Ala Arg 
100 105 HO 


Asn 


Tyr Ala Gly Ala 
115 


Tyr Arg Glu Trp Leu Glu Lys Glu 
120 


Ser 
125 








<210> 227 
<211> 1815 
<212> PRT 
<213> Homo 


sapien 












<400> 227 
















Met Asn Ser 
1 


Leu 


He 
5 


Tyr Asn Val Ser Asn Tyr Gin 
10 


Ser 


Phe 


He 
15 


Val 


His Pro Ser 


Ser 
20 


Thr 


Ser Ala Ser Phe Glu Gly Glu Cys 
25 


Glu 
30 


Val 


Arg 


Gin Asp Pro 
35 


Arg 


Ser 


Pro Ser Arg Phe Leu Val Phe 
40 


Phe 
45 


Tyr 


Pro 


Glu 


Asp Val Arg 
50 


Gin 


Lys 


Val Leu Glu Arg Lys Asn His 
55 60 


Glu 


Leu 


Val 


Trp 



Gin Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro 
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65 70 IS 80 
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Asp Glu He Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser 
85 90 95 

Lys Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp 
100 105 110 

Thr Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp He Pro 
115 120 125 

Glu Glu Cys Glu Asn He Ser Ser Leu Val Ala Phe Glu Asn Leu Lys 
130 135 140 

Ala Asn Val Thr Asp He Met Leu He Leu Leu Val Glu Asn He Ser 
145 150 155 160 

Gly Leu Ser Asn Asp Asp Phe Gin Val Glu He He Arg Asp Phe Asp 
165 170 175 

Val Ala Val Val Thr Phe Gin Lys His He Asp Thr He Arg Phe Val 
180 185 . 190 

Asp Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro 
195 200 205 

Arg Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro 
210 215 220 

Gly Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn 
225 230 235 240 

Gly Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser 
245 250 255 

Ala Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala 
260 265 270 

Thr Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr 
275 280 285 

Ala Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys 
290 295 300 



Leu Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe 
305 310 315 320 
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Leu Gin Lys Lys Asn His Leu lie Glu Glu He Asn Asp Glu Met Arg 
325 330 335 



Arg Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr 
340 345 350 



He Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys 
355 "360 365 



Thr Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys 
370 375 380 



Tyr Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He 
385 390 395 400 



Lys Asn Asp Val Lys Asp Asp Arg He Leu He Glu Phe Asp Thr Leu 
405 410 415 



Lys Glu Met Val He Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He 
420 425 430 



Glu Val Gin Val Arg Glu Leu He Glu Ser Thr Thr Gin Lys He Lys 
435 440 445 



Arg Glu Glu Gin Ser Leu Lys Glu Lys Met He He Ser Pro Gly Arg 

450 455 460 

Tyr Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu 

465 470 475 480 

Cys Pro Glu lie Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys 

485 490 495 



Leu Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin 

500 505 510 

Glu Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu 
515 520 525 

He Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys 

530 535 540 



Leu Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr 
545 550 555 560 
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Thr Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu 

565 570 575 

« ■ « 

Lys Gin Met Leu Ser* Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn 
580 585 * 590 

Lys Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu 
595 600 605 

Leu Lys Lys Gin Asn Ser Ser Pro Asn Thr Val He He Asn Glu Leu 
610 615 620 

Thr Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu 
625 630 635 640 

Val Asn Glu Thr Tyr Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met 
645 650 655 

Lys He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr 
660 665 670 

Leu Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn 
675 680 685 

Val Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly He Leu Leu 
690 695 700 

Thr Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin 
705 710 715 720 

Val Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly 
725 730 735 

Ala Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He 
740 745 750 

Lys Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met 
755 760 765 

I 

Lys Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val 
770 775 780 



Leu Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg 
785 790 795 800 
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4 Leu Pro Val* Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His 
805 . 810 815 

Tyr Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu 
820 825 830 

Gin Ala Asp Cys Asp Gin lie Val Lys Arg Glu Gly Arg Leu Leu Pro 
835 840 845 

Gly Asn Ala Thr lie Ser Lys Ala Gly Lys Leu Pro Tyr His His Val 
850 855 860 

He His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys 
865 870 875 880 

Val Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu 
885 890 895 

Lys Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val 
900 905 910 

Phe Gly Phe Pro Leu Gly Arg Cys Val Glu Thr He Val Ser Ala He 
915 920 925 

Lys Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He 
930 935 940 

Tyr Leu Val Asp Val Ser Glu Lys Thr Val Glu Ala Phe Ala Glu Ala 
945 950 955 960 

Val Lys Thr Val Phe Lys Ala Thr Leu Pro Asp Thr Ala Ala Pro Pro 
965 970 975 

Gly* Leu Pro Pro Ala Ala Ala Gly Pro Gly Lys Thr Ser Trp Glu Lys 
980 985 990 

Gly Ser Leu Val Ser Pro Gly Gly Leu Gin Met Leu Leu Val Lys Glu 
995 1000 1005 

Gly Val Gin Asn Ala Lys Thr Asp Val Val Val Asn Ser Val Pro 
1010 1015 1020 

Leu Asp Leu Val Leu Ser Arg Gly Pro Leu Ser Lys Ser Leu Leu 
1025 1030 1035 



Glu Lys Ala Gly Pro Glu Leu Gin Glu Glu Leu Asp Thr Val Gly 
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.1040 1Q45 1050 ~ t 

Gin Gly' Val Ala Val Ser Met Gly Thr Val Leu Lys Thr Ser Ser 
1055 1060 1065 

Trp Asn Leu Asp Cys Arg Tyr Val Leu His Val Val Ala Pro Glu 
1070 1075 1080 

Trp Arg Asn Gly Ser Thr Ser Ser Leu Lys lie Met Glu Asp lie 
1085 1090 1095 

He Arg Glu Cys Met Glu He Thr Glu Ser Leu Ser Leu Lys Ser 
1100 1105 1110 

He Ala Phe Pro Ala He Gly Thr Gly Asn Leu Gly Phe Pro Lys 
1115 1120 H25 

Asn He Phe Ala Glu Leu He He Ser Glu Val Phe Lys Phe Ser 
1130 1135 1140 

Ser Lys Asn Gin Leu Lys Thr Leu Gin Glu Val His Phe Leu Leu 
1145 1150 1155 

His Pro Ser Asp His Glu Asn He Gin Ala Phe Ser Asp Glu Phe 
1160 H65 1170 

Ala Arg Arg Ala Asn Gly Asn Leu Val Ser Asp Lys He Pro Lys 
1175 1180 1185 

Ala Lys Asp Thr Gin Gly Phe Tyr Gly Thr Val Ser Ser Pro Asp 
1190 1195 1200 

Ser Gly Val Tyr Glu Met Lys He Gly Ser He He Phe Gin Val 
1205 1210 1215 

Ala Ser Gly Asp He Thr Lys Glu Glu Ala Asp Val He Val Asn 
1220 * 1225 1230 

Ser Thr Ser Asn Ser Phe Asn Leu Lys Ala Gly Val Ser Lys Ala 
1235 1240 1245 

r 

He Leu Glu Cys Ala Gly Gin Asn Val Glu Arg Glu Cys Ser Gin 
1250 1255 1260 



Gin Ala Gin Gin Arg Lys Asn Asp Tyr He He Thr Gly Gly Gly 
1265 1270 1275 
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Phe Leu Arg Cys Lys Asn lie He His Val He Gly Gly Asn Asp 
1280 1285 1290 

Val Lys Ser Ser Val Ser Ser Val Leu Gin Glu Cys Glu Lys Lys 
1295 1300 1305 

Asn Tyr Ser Ser He Cys Leu Pro Ala He Gly Thr Gly Asn Ala 
1310 1315 1320 

Lys Gin His Pro Asp Lys Val Ala Glu Ala He He Asp Ala He 
1325 1330 1335 

Glu Asp Phe Val Gin Lys Gly Ser Ala Gin Ser Val Lys Lys Val 
1340 1345 1350 

Lys Val Val He Phe Leu Pro Gin Val Leu Asp Val Phe Tyr Ala 
1355 1360 1365 



Asn Met Lys Lys Arg Glu Gly Thr Gin Leu Ser Ser Gin Gin Ser 
1370 1375 1380 



Val Met Ser Lys Leu Ala Cys Glu Phe Phe Val Phe Met Lys Cys 
1385 1390 1395 



Met Phe He Thr Leu Met Ser His Val Lys Tyr Leu He Phe Leu 
1400 1405 1410 



Phe Phe Leu Ala Phe Leu Gly Phe Ser Lys Gin Ser Pro Gin Lys 
1415 1420 1425 



Lys Asn His Leu Val Leu Glu Lys Lys Thr Glu Ser Ala Thr Phe 
1430 1435 1440 

Arg Val Cys Gly Glu Asn Val Thr Cys Val Glu Tyr Ala He Ser 
1445 1450 1455 

Trp Leu Gin Asp Leu He Glu Lys Glu Gin Cys Pro Tyr Thr Ser 
1460 1465 1470 

Glu Asp Glu Cys He Lys Asp Phe Asp Glu Lys Glu Tyr Gin Glu 
1475 1480 1485 



Leu Asn Glu Leu Gin Lys Lys Leu Asn He Asn He Ser Leu Asp 
1490 1495 1500 
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His Lys Arg . Pro" Leu He Lys Val Leu Gly He Ser Arg Asp Val. 
15*05 1510* ' 1515 

Met Gin Ala Arg Asp Glu He Glu Ala Met He Lys ' Arg Val Arg 
1520 1525 1530 

Leu Ala Lys Glu Gin Glu Ser Arg Ala Asp Cys He Ser Glu Phe 
1535 1540 1545 

He Glu Trp Gin Tyr Asn Asp Asn Asn Thr Ser His Cys Phe Asn 
1550 1555 1560 

Lys Met Thr Asn Leu Lys Leu Glu Asp Ala Arg Arg Glu Lys Lys 
1565 1570 1575 

Lys Thr Val Asp Val Lys He Asn His Arg His Tyr Thr Val Asn 
1580 1585 1590 

Leu Asn Thr Tyr Thr Ala Thr Asp Thr Lys Gly His Ser Leu Ser 
1595 1600 1605 

Val Gin Arg Leu Thr Lys Ser Lys Val Asp He Pro Ala His Trp 
1610 1615 1620 

Ser Asp Met Lys Gin Gin Asn Phe Cys Val Val Glu Leu Leu Pro 
1625 1630 1635 

Ser Asp Pro Glu Tyr Asn Thr Val Ala Ser Lys Phe Asn Gin Thr 
1640 1645 1650 

Cys Ser His Phe Arg He Glu Lys He Glu Arg He Gin Asn Pro 
1655 " 1660 1665 

Asp Leu Trp Asn Ser Tyr Gin Ala Lys Lys Lys Thr Met Asp Ala 
1670 1675 1680 

Lys Asn Gly Gin Thr Met Asn Glu Lys Gin Leu Phe His Gly Thr 
1685 1690 1695 

Asp Ala Gly Ser Val Pro His Val Asn Arg Asn Gly Phe Asn Arg 
1700 1705 1710 



Ser Tyr Ala Gly Lys Asn Ala Val Ala Tyr Gly Lys Gly Thr Tyr 
1715 1720 172S 
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- Phe Ala Val Asn Ala Asn Tyr Ser Ala Asn Asp Thr Tyr Ser Arg 
1730 1735 1740 

Pro Asp Ala Asn Gly Arg Lys His Val Tyr Tyr Val Arg Val Leu 
„ , * 1745* 1750 1755 

thr Gly lie tyr Thr His Gly Asn His Ser Leu He Val Pro Pro 
1760 1765 1770 

Ser Lys Asn Pro Gin Asn Pro Thr Asp Leu Tyr Asp Thr Val Thr 
1775 1780 1785 

Asp Asn Val His His Pro Ser Leu Phe Val Ala Phe Tyr Asp Tyr 
1790 1795 1800 

Gin Ala Tyr Pro Glu Tyr Leu He Thr Phe Arg Lys 
1805 1810 1815 

<210> 228 

<211> 1744 

<212> PRT 

<213> Homo sapien 

<400> 228 

Met Asn Ser Leu He Tyr Asn Val Ser Asn Tyr Gin Ser Phe He Val 
15 10 15 

His Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg 
20 25 30 

Gin Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu 
35 ~ 40 45 

Asp Val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp 
50 ~ 55 60 

Gin Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro 
65 70 75 80 

Asp Glu He Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser 
85 90 95 

Lys Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp 
100 105 110 



Thr Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp He Pro 
115 120 125 
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Glu Glu Cys Glu Asn lie Ser Ser Leu Val Ala Phe Glu Asn Leu Lys 
130 135 140 

Ala Asn Val Thr Asp lie Met Leu He Leu* Leu Val Glu Asn He Ser 

145 150 155 160 



Gly Leu Ser Asn Asp Asp Phe Gin Val Glu He He Arg Asp Phe Asp 
165 170 175 



Val Ala Val Val Thr Phe Gin Lys His He Asp Thr He Arg Phe Val 
180 185 190 

Asp Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro 
195 200 205 

Arg Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro 
210 215 220 

Gly Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn 
225 230 235 240 



Gly Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser 
245 250 255 



Ala Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala 
260 265 270 



Thr Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr 
275 280 285 

Ala Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys 
290 295 300 

Leu Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe 
305 310 315 320 

Leu Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg 
325 330 335 



Arg Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr 
340 345 350 



He Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys 
355 360 365 
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Thr Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys 
370 375 380 

Tyr Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He 
385 390 395 400 

Lys Asn Asp Val Lys Asp Asp Arg He Leu He Glu Phe Asp Thr Leu 
405 410 415 

Lys Glu Met Val He- Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He 
420 425 430 

Glu Val Gin Val Arg Glu Leu He Glu Ser Thr Thr Gin Lys He Lys 
435 440 445 

Arg Glu Glu Gin Ser Leu Lys Glu Lys Met He He Ser Pro Gly Arg 
450 455 460 

Tyr Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu 
465 470 475 480 

Cys Pro Glu He Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys 
485 490 495 

Leu Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin 
500 505 510 

Glu Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu 
515 520 525 

He Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys 
530 535 540 

Leu Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr 
545 550 555 560 

Thr Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu 
565 570 575 

Lys Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn 
580 585 590 



Lys Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu 
595 600 605 
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Leu Lys Lys Gin Asn Ser Ser Pro Asn Thr Val lie lie Asn Glu Leu 
610 615 620 

* 

Thr Ser Glu Thr Thr Ala Glu Val lie He Thr Gly Cys Val Lys Glu 
625 630 635 640 

Val Asn Glu Thr Tyr Lys. Leu Leu Phe Asn Phe Val Glu Gin- Asn Met 
645 ** 650 655 

Lys He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr 
660 665 670 

Leu Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn 
675 680 685 

Val Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly He Leu Leu 
690 695 700 

Thr Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin 
705 ' * 710 715 720 

Val Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly 
725 730 735 

Ala Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He 
740 745 750 

Lys Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met 
755 760 765 

Lys Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val 
770 775 780 

Leu Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg 
785 790 795 800 

Leu Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His 
805 810 815 

Tyr Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu 
820 825 830 

Gin Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro 
835 840 845 



Gly Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val 
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850 855 860 

He His Ala VaLn^ly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys 
C 865 8 ™ 875 880 

Val Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu 
885 890 895 

Lys Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val 
900 905 910 

Phe Gly Phe Pro Leu Gly Arg Cys Val Glu Thr lie Val Ser Ala He 
915 920 925 

Lys Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He 
930 93 5 94 0 

Tyr Leu Val Asp Val Ser Glu Lys Thr Val Gly Pro Leu Gin Met Leu 
945 950 955 960 

Leu Val Lys Glu Gly Val Gin Asn Ala Lys Thr Asp Val Val Val Asn 
965 970 975 

Ser Val Pro Leu Asp Leu Val Leu Ser Arg Gly Pro Leu Ser Lys Ser 
980 985 990 

Leu Leu Glu Lys Ala Gly Pro Glu Leu Gin Glu Glu Leu Asp Thr Val 
995 1000 1005 

Gly Gin Gly Val Ala Val Ser Met Gly Thr Val Leu Lys Thr Ser 
1010 1015 1020 

Ser Trp Asn Leu Asp Cys Arg Tyr Val Leu His Val Val Ala Pro 
1025 1030 1035 

Glu Trp Arg Asn Gly Ser Thr Ser Ser Leu Lys He Met Glu Asp 
1040 1045 1050 

He He Arg Glu Cys Met Glu He Thr Glu Ser Leu Ser Leu Lys 
1055 1060 1065 

Ser He Ala Phe Pro Ala He Gly Thr Gly Asn Leu Gly Phe Pro 
1070 1075 1080 



Lys Asn He Phe Ala Glu Leu He He Ser Glu Val Phe Lys Phe 
1085 1090 1095 
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Ser Ser Lys Asn Gin Leu Lys Thr Leu Gin Glu Val His Phe„ Leu 
1100 : 1105 lf'10 



Leu His Pro Ser Asp His Glu Asn He Gin Ala Phe Ser Asp Glu 
1115 1120 ° H25 



Phe Ala Arg Arg Ala Asn Gly Asn Leu Val Ser Asp Lys He Pro 
1130 1135 H40 



Lys Ala Lys Asp Thr Gin Gly Phe Tyr Gly Thr Val Ser Ser Pro 
1145 1150 H55 

Asp Ser Gly Val Tyr Glu Met Lys He Gly Ser He He Phe Gin 
1160 1165 1170 



Val Ala Ser Gly Asp He Thr Lys Glu Glu Ala Asp Val He Val 
1175 H80 H85 



Asn Ser Thr Ser Asn Ser Phe Asn Leu Lys Ala Gly Val Ser Lys 
1190 1195 1200 



Ala He Leu Glu Cys Ala Gly Gin Asn Val Glu Arg Glu Cys Ser 
1205 1210 1215 



Gin Gin Ala Gin Gin Arg Lys Asn Asp Tyr He He Thr Gly Gly 
1220 1225 1230 



Gly Phe Leu Arg Cys Lys Asn He He His Val He Gly Gly Asn 
1235 ~ 1240 1245 



Asp Val Lys Ser Ser Val Ser Ser Val Leu Gin Glu Cys Glu Lys 
1250 1255 1260 

Lys Asn Tyr Ser Ser He Cys Leu Pro Ala He Gly Thr Gly Asn 
1265 1270 1275 

Ala Lys Gin His Pro Asp Lys Val Ala Glu Ala He He Asp Ala 
1280 1285 1290 



He Glu Asp Phe Val Gin Lys Gly Ser Ala Gin Ser Val Lys Lys 
1295 1300 1305 



Val Lys Val Val He Phe Leu Pro Gin Val Leu Asp Val Phe Tyr 
1310 1315 1320 
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Ala Asn Met Lys Lys Arg Glu Gly Thr Gin Leu Ser Ser Gin Gin 
1325 1330 * 1335 



Ser Val Met Ser Lys Leu Ala Ser Phe Leu Gly Phe Ser Lys Gin 
1340 1345 1350 



Ser Pro Gin Lys Lys Asn His Leu Val Leu Glu Lys Lys Thr Glu 
1355 1360 1365 



Ser Ala Thr Phe Arg Val Cys Gly Glu Asn Val Thr Cys Val Glu 
1370 1375 1380 



Tyr Ala lie Ser Trp Leu Gin Asp Leu He Glu Lys Glu Gin Cys 
1385 1390 1395 



Pro Tyr Thr Ser Glu Asp Glu Cys He Lys Asp Phe Asp Glu Lys 
1400 1405 1410 



Glu Tyr Gin Glu Leu Asn Glu Leu Gin Lys Lys Leu Asn He Asn 
1415 1420 1425 

He Ser Leu Asp His Lys Arg Pro Leu He Lys Val Leu Gly He 
1430 1435 1440 



Ser Arg Asp Val Met Gin Ala Arg Asp Glu He Glu Ala . Met He 
1445 1450 1455 

Lys Arg Val Arg Leu Ala Lys Glu Gin Glu Ser Arg Ala Asp Cys 
1460 1465 1470 



He Ser Glu Phe He Glu Trp Gin Tyr Asn Asp Asn Asn Thr Ser 
1475 1480 1485 

His Cys Phe Asn Lys Met Thr Asn Leu Lys Leu Glu Asp Ala Arg 
1490 1495 1500 



Arg Glu Lys Lys Lys Thr Val Asp Val Lys He Asn His Arg His 
1505 1510 1515 

Tyr Thr Val Asn Leu Asn Thr Tyr Thr Ala Thr Asp Thr Lys Gly 
1520 1525 1530 



His Ser Leu Ser Val Gin Arg Leu Thr Lys Ser Lys Val Asp lie 
1535 1540 1545 
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Pro Ala His Trp Ser Asp Met Lys Gin Gin Asn Phe Cys Val Val 
. 1550 . 1555 1560 



Glu Leu Leu Pro Ser Asp Pro Glu Tyr Asn Thr»Val Ala Ser Lys 
1565 1570 1575 

Phe Asn Gin Thr Cys Ser His Phe Arg He Glu Lys He Glu Arg^ 
1580 1585 1590 



He Gin Asn Pro. Asp Leu Trp Asn Ser Tyr Gin Ala Lys Lys Lys 
1595 1600 1605 



Thr Met Asp Ala Lys Asn Gly Gin Thr Met Asn Glu Lys Gin Leu 
1610 1615 1620 



Phe His Gly Thr Asp Ala Gly Ser Val Pro His Val Asn Arg Asn 
1625 1630 1635 

Gly Phe Asn Arg Ser Tyr Ala Gly Lys Asn Ala Val Ala Tyr Gly 
1640 1645 1650 

Lys Gly Thr Tyr Phe Ala Val Asn Ala Asn Tyr Ser Ala Asn Asp 
1655 1660 1665 



Thr Tyr Ser Arg Pro Asp Ala Asn Gly Arg Lys His Val Tyr Tyr 
1670 ^ 1675 1680 

Val Arg Val Leu Thr Gly He Tyr Thr His Gly Asn His Ser Leu 
1685 1690 1695 



He Val Pro Pro Ser Lys Asn Pro Gin Asn Pro Thr Asp Leu Tyr 
1700 1705 1710 

Asp Thr Val Thr Asp Asn Val His His Pro Ser Leu Phe Val Ala 
1715 1720 1725 

Phe Tyr Asp Tyr Gin Ala Tyr Pro Glu Tyr Leu He Thr Phe Arg 
1730 1735 1740 



Lys 



<210> 229 

<211> 968 

<212> PRT 

<213> Homo sapien 
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<400> 229 

Asn Ser Leu lie Tyr Asn Val Ser Asn Tyr Gin Ser Phe He Val His 

1 . * 5 a 10 . 15 

Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg Gin 
* 20 ' 25 30 

Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu Asp 
35 40 45 

Val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp Gin 
50 55 60 

Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro Asp 
65 70 75 80 

Glu He Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser Lys 
85 90 95 

Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp Thr 
100 105 HO 

Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp He Pro Glu 
115 120 125 

Glu Cys Glu Asn lie Ser Ser Leu Val Ala Phe Glu Asn Leu Lys Ala 
130 135 140 

Asn Val Thr Asp He Met Leu He Leu Leu Val Glu Asn He Ser Gly 
145 150 155 160 

Leu Ser Asn Asp Asp Phe Gin Val Glu He He Arg Asp Phe Asp Val 
165 170 175 

Ala Val Val Thr Phe Gin Lys His He Asp Thr He Arg Phe Val Asp 
180 185 190 

Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro Arg 
195 200 205 

Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro Gly 
210 215 220 



Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn Gly 
225 ~ 230 235 240 
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Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser Ala 
245 250' 255 

Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala Thr 
► 260 ^265 • 270 

Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr Ala 
275 280 285 

Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys Leu 
290 295 300 

Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe Leu 
305 310 315 320 

Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg Arg 
325 330 335 

Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr He 
340 345 350 

Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys Thr 
355 360 365 

Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys Tyr 
370 375 380 

Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He Lys 
385 390 395 400 

Asn Asp Val Lys Asp Asp Arg He Leu He Glu Phe Asp Thr Leu Lys 
405 410 415 

Glu Met Val He Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He Glu 
420 425 430 

Val Gin Val Arg Glu Leu He Glu Ser Thr Thr Gin Lys He Lys Arg 
435 440 445 

Glu Glu Gin Ser Leu Lys Glu Lys Met He He Ser Pro Gly Arg Tyr 
450 455 460 



Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu Cys 
465 470 475 480 
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Pro Glu He Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys Leu 
485 490 495 

^ Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin Glu 

500 * i 505 510 

Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu He 
515 . 520 525 

Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys Leu 
530 535 540 

Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr Thr 
545 550 ■ 555 560 

Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu Lys 
565 570 575 

Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn Lys 
580 585 590 

Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu Leu 
595 600 605 

Lys Lys Gin Asn Ser Ser Pro Asn Thr Val He He Asn Glu Leu Thr 
610 615 620 

Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu Val 
625 630 . 635 640 

Asn Glu Thr Tyr Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met Lys 
645 650 655 

He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr Leu 
660 665 670 

Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn Val 
675 680 685 

Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly He Leu Leu Thr 
690 695 700 

Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin Val 
705 710 715 720 



Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly Ala 



WO 2004/092338 * PCT/US2004/bfll04 



296 

725 730 7 35 



Lvs Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He Lys 
740 745 750 

Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met Lys 
755 760 765 

Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val Leu 
770 775 780 

Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg Leu 
785 * 790 795 800 

Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His Tyr 
805 810 815 

Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu Gin 
820 825 830 

Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro Gly 
835 840 845 

Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val He 
850 855 860 

His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys Val 
865 870 875 880 

Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu Lys 
885 890 895 

Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val Phe 
900 905 910 

Gly Phe Pro Leu Gly Arg Cys Val Glu Thr He Val Ser Ala He Lys 
915 920 925 

Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He Tyr 
930 935 940 

Leu Val Asp Val Ser Glu Lys Thr Val Glu Ala Phe Ala Asp Ala Val 
945 950 955 960 



Gly Glu Arg Gly Cys Ala Glu Cys 
965 



9 
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<210> 230 

<211> 968 

<212> PRT 

<213> Homo sapien 

<400> 230 

Asn Ser Leu lie Tyr Asn Val Ser Asn Tyr Gin Ser Phe lie Val His 
15 10 15 



Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg Gin 
20 25 30 



Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu Asp 
35 40 45 



Val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp Gin 
50 55 60 



Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro Asp 
65 70 75 80 



Glu lie Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser Lys 
85 90 95 



Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp Thr 
100 105 110 



Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp lie Pro Glu 
115 120 125 



Glu Cys Glu Asn lie Ser Ser Leu Val Ala Phe Glu Asn Leu Lys Ala 
130 135 140 



Asn Val Thr Asp lie Met Leu lie Leu Leu Val Glu Asn lie Ser Gly 
145 150 155 160 



Leu Ser Asn Asp Asp Phe Gin Val Glu lie lie Arg Asp Phe Asp Val 
165 170 175 



Ala Val Val Thr Phe Gin Lys His lie Asp Thr lie Arg Phe Val Asp 
180 185 190 



Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro Arg 
195 200 205 
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Leu. Leu Glu Val Thr Asn Thr He Arg . Val Glu Asn Leu Pro Pro Gly 
2-10 215 220 

Ala Asp Asp Tyr Serdeu Lys Leu Phe Phe Glu Asn Pro Tyr Asn Gly 

225 ' 230 235 " : 240 

Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser Ala 

* * ' 245 250 255 

Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala Thr 
260 ' 265 270 

Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr Ala 
275 280 285 

Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys Leu 
290 " 295 300 

Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe Leu 
305 310 315 320 

Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg Arg 
325 330 335 

Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr He 
340 345 350 

Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys Thr 
355 360 365 

Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys Tyr 
370 375 380 

Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He Lys 
385 390 395 400 

Asn Asp Val Lys Asp Asp Arg He Leu lie Glu Phe Asp Thr Leu Lys 
405 410 415 

Glu Met Val He Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He Glu 
420 425 430 

Val Gin Val Arg Glu Leu He Glu Ser Thr Thr Gin Lys He Lys Arg 
435 440 445 



Glu Glu Gin Ser Leu Lys Glu Lys Met He He Ser Pro Gly Arg Tyr 
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450 455 460 

Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu Cys 
465 470 475 480 



Pro Glu lie Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys Leu 
485 490 495 



Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin Glu 
500 505 510 



Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu He 
515 520 525 



Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys Leu 
530 535 540 

Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr Thr 
545 550 555 560 

Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu Lys 
565 570 575 



Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn Lys 
580 585 590 



Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu Leu 

595 600 605 

Lys Lys Gin Asn Ser Ser Pro Asn Thr Val He He Asn Glu Leu Thr 

610 615 620 

Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu Val 

625* 630 635 64 0 

Asn Glu Thr Tyr Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met Lys 

645 650 655 

He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr Leu 

660 665 670 

Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn Val 

675 680 685 



Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly He Leu Leu Thr 
690 695 700 
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Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin Val 
705 710 715 . . . c 720 

' • « *"***.*' 

Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly Ala 
725 730 735 



Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He Lys 
740 745 750 



Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met Lys 
755 * " 760 765 



Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val Leu 
770 775 780 



Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg Leu 
785 790 795 800 



Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His Tyr 
805 810 815 



Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu Gin 
820 825 830 



Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro Gly 
835 840 845 

Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val He 
850 855 860 

His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys Val 
865 870 875 880 

Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu Lys 
885 890 895 



Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val Phe 
900 905 910 



Gly Phe Pro Leu Gly Arg Cys Val Glu Thr He Val Ser Ala He Lys 
915 920 925 



Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He Tyr 
930 935 940 
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Leu Val Asp Val Ser Glu Lys Thr Val Glu Ala Phe Ala Asp Ala Vai 
945 950 955 960 



Gly Glu Arg Gly Cys Ala Glu Cys 
965 



<210> 231 

<211> 968 

<212> PRT 

<213> Homo sapien 

<400> 231 

Asn Ser Leu lie Tyr Asn Val Ser Asn Tyr Gin Ser Phe He Val His 
15 10 15 



Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg Gin 
20 25 30 



Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu Asp 
35 40 45 

Val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp Gin 
50 55 60 

Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro Asp 
65 * 70 75 80 

Glu He Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser Lys 
85 90 95 



Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp Thr 
100 105 HO 



Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp He Pro Glu 
115 " 120 125 

Glu Cys Glu Asn He Ser Ser Leu Val Ala Phe Glu Asn Leu Lys Ala 
130 135 140 

Asn Val Thr Asp He Met Leu He Leu Leu Val Glu Asn He Ser Gly 
145 150 155 160 

Leu Ser Asn Asp Asp Phe Gin Val Glu He He Arg Asp Phe Asp Val 
165 170 175 



Ala Val Val Thr Phe Gin Lys His He Asp Thr He Arg Phe Val Asp 
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180 185 190 

Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro Arg 
195 200 205 

Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro Gly 
210 215 220 

Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn Gly 
225 230 235 240 

Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser Ala 
245 250 255 

Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala Thr 
260 265 270 

Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr Ala 
275 280 285 

Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys Leu 
290 295 300 

Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe Leu 
305 310 315 320 • 

Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg Arg 
325 330 335 

Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr He 
340 345 350 

Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys Thr 
355 360 365 

Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys Tyr 
370 375 380 

Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He Lys 
385 390 395 400 

Asn Asp Val Lys Asp Asp Arg He Leu He Glu Phe Asp Thr Leu Lys 
405 410 415 



Glu Met Val He Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He Glu 
420 425 430 



WO 2004/092338 PCT/US2004/011104 

3Q3 



Val Gin Val Arg Glu Leu lie Glu Ser Thr Thr Gin Lys He Lys Arg 
435 . 440 445 

Glu Glu Gin Ser Leu Lys Glu Lys Met He lie Ser Pro Gly Arg Tyr 
450 455 460 



Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu Cys 
465 470 475 480 



Pro Glu He Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys Leu 
485 490 495 



Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin Glu 

500 505 510 

Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu He 
515 520 525 



Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys Leu 
530 535 540 

Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr Thr 
545 550 555 560 



Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu Lys 
565 570 575 



Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn Lys 
580 585 590 



Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu Leu 
595 600 605 



Lys Lys Gin Asn Ser Ser Pro Asn Thr Val He He Asn Glu Leu Thr 
610 615 620 

Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu Val 

625 630 635 640 



Asn Glu Thr Tyr Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met Lys 
645 650 655 



He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr Leu 
660 665 670 
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,Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys lie Lys Lys Val Asn Val 
675 * 680 , 685 

Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly lie Leu*Leu Thr 
- 690 695 700 

Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin Val 
705 710 715 720 

Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly Ala 
725 730 735 

Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He Lys 
740 745 750 

Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met Lys 
755 760 765 

Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val Leu 
770 775 780 

Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg Leu 
785 790 795 800 

Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His Tyr 
805 810 815 

Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu Gin 
820 825 830 

Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro Gly 
835 840 845 

Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val lie 
850 855 860 

His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys Val 
865 870 875 880 

Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu Lys 
885 890 895 



Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val Phe 
900 905 910 
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Gly Phe Pro Leu Gly Arg Cys Val Glu Thr lie Val Ser Ala lie Lys 
915 920 925 

Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu lie Tyr 
. 930 935 940 

Leu Val Asp Val Ser Glu Lys Thr Val Glu Ala Phe Ala Asp Ala Val 
945 950 955 960 

Gly Glu Arg Gly Cys Ala Glu Cys 
965 



<210> 232 

<211> 1744 

<212> PRT 

<213> Homo sapien 

<400> 232 

Met Asn Ser Leu lie Tyr Asn Val Ser Asn Tyr Gin Ser Phe lie Val 
15 10 15 



His Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg 
20 25 30 



Gin Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu 
35 40 45 



Asp val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp 
50 55 60 



Gin Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro 
65 70 75 80 



Asp Glu lie Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser 
85 90 95 



Lys Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp 
100 105 110 



Thr Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp lie Pro 
115 120 125 



Glu Glu Cys Glu Asn lie Ser Ser Leu Val Ala Phe Glu Asn Leu Lys 
130 135 140 



Ala Asn Val Thr Asp lie Met Leu lie Leu Leu Val Glu Asn lie Ser 
145 150 155 160 
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Gly Leu Ser Asn Asp Asp Phe Gin Val Glu lie "lie Arg Asp Phe Asp 
165 170 175 

Val Ala Val »Val Thr Phe Gin Lys His lie Asp Thr He Arg Phe Val 
180 185 190 

Asp Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro 
195 200 205 

Arg Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro 
210 215 220 

Gly Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn 
225 230 235 240 

Gly Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser 
245 250 255 

Ala Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala 
260 265 270 

Thr Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr 
275 280 285 

Ala Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys 
290 295 300 

Leu Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe 
305 310 315 320 

Leu Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg 
325 330 335 

Arg Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr 
340 345 350 

He Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys 
355 360 365 

Thr Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys 
370 375 380 



Tyr Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He 
385 390 395 400 
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Lys Asn Asp Val Lys Asp Asp Arg lie Leu lie Glu Phe Asp Thr Leu 
405 410 415 



Lys Glu Met Val lie Leu Ala Gly Lys Ser Glu Asp Val Gin Ser lie. 
420 425 ■ 430 



Glu Val Gin Val" Arg Glu Leu lie Glu Ser Thr Thr Gin Lys lie Lys 
435 440 445 



Arg Glu Glu Gin Ser Leu Lys Glu Lys Met lie lie Ser Pro Gly Arg 
450 455 460 



Tyr Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu 
465 470 475 480 



Cys Pro Glu lie Glu lie Cys Tyr Asp Arg Val Thr Gin His Leu Cys 
485 490 495 



Leu Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu lie Gin 
500 505 510 



Glu Lys Val Tyr Thr Met Ala Gin Lys Asn lie Gin Val Ser Pro Glu 
515 520 525 



lie Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys 
530 535 540 



Leu Phe lie Ala Gin Lys lie Leu Ala Leu Tyr Glu Leu Glu Gly Thr 
545 550 555 560 

Thr Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu 
565 570 575 



Lys Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg lie Glu Val Glu Asn 
580 585 590 



Lys Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu 
595 600 605 



Leu Lys Lys Gin Asn Ser Ser Pro Asn Thr Val lie lie Asn Glu Leu 
610 615 620 



Thr Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu 
625 630 635 640 
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Val Asn Glu Thr Tyr. Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met 
, 645 650 655 

Lys He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr 
660 665 670 

Leu Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn 
675 680 685 

Val Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly lie Leu Leu 
690 695 700 

Thr Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin 
705 710 715 720 

Val Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly 
725 730 735 

Ala Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He 
740 745 750 

Lys Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met 
755 760 765 

Lys Glu Gly Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val 
770 775 780 

Leu Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg 
785 790 795 800 

Leu Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His 
805 810 815 

Tyr Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu 
820 825 830 

Gin Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro 
835 840 845 

Gly Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val 
850 855 860 

He His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys 
865 870 875 880 



Val Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu 
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Lys Tyr Lys Tyr Arg Ser lie Ala He Pro Ala He Ser Ser Gly Val 
900 . 905 910 

Phe Gly Phe Pro Leu Gly Arg Cys Val Glu Thr He Val Ser Ala He 
915 920 925 

Lys Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He 
930 935 940 

Tyr Leu Val Asp Val Ser Glu Lys Thr Val Gly Pro Leu Gin Met Leu 
945 950 955 960 

Leu Val Lys Glu Gly Val Gin Asn Ala Lys Thr Asp Val Val Val Asn 
965 970 975 

Ser Val Pro Leu Asp Leu Val Leu Ser Arg Gly Pro Leu Ser Lys Ser 
980 985 990 

Leu Leu Glu Lys Ala Gly Pro Glu Leu Gin Glu Glu Leu Asp Thr Val 
995 1000 1005 

Gly Gin Gly Val Ala Val Ser Met Gly Thr Val Leu Lys Thr Ser 
1010 1015 1020 

Ser Trp Asn Leu Asp Cys Arg Tyr Val Leu His Val Val Ala Pro 
1025 1030 1035 

Glu Trp Arg Asn Gly Ser Thr Ser Ser Leu Lys He Met Glu Asp 
1040 " 1045 1050 

He He Arg Glu Cys Met Glu He Thr Glu Ser Leu Ser Leu Lys 
1055 1060 1065 

Ser He Ala Phe Pro Ala He Gly Thr Gly Asn Leu Gly Phe Pro 
1070 1075 1080 

Lys Asn He Phe Ala Glu Leu He He Ser Glu Val Phe Lys Phe 
1085 1090 1095 

Ser Ser Lys Asn Gin Leu Lys Thr Leu Gin Glu Val His Phe Leu 
1100 H05 1110 



Leu His Pro Ser Asp His Glu Asn He Gin Ala Phe Ser Asp Glu 
1115 1120 1125 
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Phe. Ala Arg Arg Ala Asn Gly Asn Leu Val Ser Asp Lys He Pro 
1130 * 1135 * H40 



Lys Ala Lys Asp Thr Gin Gly Phe Tyr Gly Thr Val Ser c Ser Pro 
1145 1150 H55 



Asp Ser Gly Val Tyr Glu Met Lys He Gly Ser He He Phe Gin 
1160 1165 H70 



Val Ala Ser Gly Asp He Thr Lys Glu Glu Ala Asp Val He Val 
1175 1180 H85 



Asn Ser Thr Ser Asn Ser Phe Asn Leu Lys Ala Gly Val Ser Lys 
1190 1195 1200 



Ala He Leu Glu Cys Ala Gly Gin Asn Val Glu Arg Glu Cys Ser 
1205 1210 1215 



Gin Gin Ala Gin Gin Arg Lys Asn Asp Tyr He He Thr Gly Gly 
1220 1225 1230 



Gly Phe Leu Arg Cys Lys Asn He He His Val He Gly Gly Asn 
1235 1240 1245 



Asp Val Lys Ser Ser Val Ser Ser Val Leu Gin Glu Cys Glu Lys 

1250 1255 1260 

Lys Asn Tyr Ser Ser He Cys Leu Pro Ala He Gly Thr Gly Asn 

1265 1270 1275 



Ala Lys Gin His Pro Asp Lys Val Ala Glu Ala He He Asp Ala 
1280 1285 1290 



He Glu Asp Phe Val Gin Lys Gly Ser Ala Gin Ser Val Lys Lys 
1295 1300 1305 



Val Lys Val Val He Phe Leu Pro Gin Val Leu Asp Val Phe Tyr 
1310 1315 1320 



Ala Asn Met Lys Lys Arg Glu Gly Thr Gin Leu Ser Ser Gin Gin 
1325 1330 1335 



Ser Val Met Ser Lys Leu Ala Ser Phe Leu Gly Phe Ser Lys Gin 
1340 1345 1350 
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Ser Pro Gin Lys Lys Asn His Leu Val Leu Glu Lys Lys Thr Glu 

1355 1360 1365 

Ser Ala Thr Phe Arg Val Cys Gly Glu Asn Val Thr Cys Val Glu 

1370 1375 * 1380 

Tyr Ala He Ser Trp Leu Gin Asp Leu He Glu Lys Glu Gin Cys 

1385 1390 . 1395 

Pro Tyr Thr Ser Glu Asp Glu Cys He Lys Asp Phe Asp Giu Lys 

1400 1405 1410 

Glu Tyr Gin Glu Leu Asn Glu Leu Gin Lys Lys Leu Asn lie Asn 

1415 1420 1425 

He Ser Leu Asp His Lys Arg Pro Leu He Lys Val Leu Gly He 

1430 1435 1440 

Ser Arg Asp Val Met Gin Ala Arg Asp Glu He Glu Ala Met He 

1445 1450 ' 1455 



Lys Arg Val Arg Leu Ala Lys Glu Gin Glu Ser Arg Ala Asp Cys 
1460 1465 1470 

He Ser Glu Phe He Glu Trp Gin Tyr Asn Asp Asn Asn Thr Ser 
1475 1480 1485 

His Cys Phe Asn Lys Met Thr Asn Leu Lys Leu Glu Asp Ala Arg 
1490 1495 1500 

Arg Glu Lys Lys Lys Thr Val Asp Val Lys He Asn His Arg His 
1505 1510 1515 

Tyr Thr Val Asn Leu Asn Thr Tyr Thr Ala Thr Asp Thr Lys Gly 
1520 1525 1530 



His Ser Leu Ser Val Gin Arg Leu Thr Lys Ser Lys Val Asp He 
1535 1540 1545 

Pro Ala His Trp Ser Asp Met Lys Gin Gin Asn Phe Cys Val Val 
1550 1555 1560 



Glu Leu Leu Pro Ser Asp Pro Glu Tyr Asn Thr Val Ala Ser Lys 
1565 1570 1575 
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Phe Asn Gin Thr Cys Ser His Phe Arg He Glu Lys He Glu Arg 
1580 "1585 1590 

He Gin Asn Pro Asp Leu Trp Asn Ser Tyr Gin Ala Lys Lys Lys 
1595 # 1600 1605 

Thr Met Asp Ala Lys Asn Gly Gin Thr Met Asn Glu Lys Gin Leu 
1610 1615 1620 

Phe His Gly Thr Asp Ala Gly Ser Val Pro His Val Asn Arg Asn 
1625 1630 1635 

Gly Phe Asn Arg Ser Tyr Ala Gly Lys Asn Ala Val Ala Tyr Gly 
1640 1645 1650 

Lys Gly Thr Tyr Phe Ala Val Asn Ala Asn Tyr Ser Ala Asn Asp 
1655 1660 1665 

Thr Tyr Ser Arg Pro Asp Ala Asn Gly Arg Lys His Val Tyr Tyr 
1670 1675 1680 

Val Arg Val Leu Thr Gly He Tyr Thr His Gly Asn His Ser Leu 
1685 1690 1695 

He Val Pro Pro Ser Lys Asn Pro Gin Asn Pro Thr Asp Leu Tyr 
1700 1705 1710 

Asp Thr Val Thr Asp Asn Val His His Pro Ser Leu Phe Val Ala 
1715 1720 1725 

Phe Tyr Asp Tyr Gin Ala Tyr Pro Glu Tyr Leu He Thr Phe Arg 
1730 1735 1740 

Lys 



<210> 233 

<211> 968 

<212> PRT 

<213> Homo sapien 

<400> 233 

Asn Ser Leu He Tyr Asn Val Ser Asn Tyr Gin Ser Phe He Val His 
15 10 15 



Pro Ser Ser Thr Ser Ala Ser Phe Glu Gly Glu Cys Glu Val Arg Gin 
20 25 30 
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Asp Pro Arg Ser Pro Ser Arg Phe Leu Val Phe Phe Tyr Pro Glu Asp 
35 40 45 



Val Arg Gin Lys Val Leu Glu Arg Lys Asn His Glu Leu Val Trp Gin 
50 55 60 

Gly Lys Gly Thr Phe Lys Leu Thr Val Gin Leu Pro Ala Thr Pro Asp 
65 70 75 80 

Glu He Asp His Val Phe Glu Glu Glu Leu Leu Thr Lys Glu Ser Lys 
85 90 95 



Thr Lys Glu Asp Val Lys Glu Pro Asp Val Ser Glu Glu Leu Asp Thr 
100 105 HO 



Lys Leu Pro Leu Asp Gly Gly Leu Asp Lys Met Glu Asp He Pro Glu 
115 120 125 

Glu Cys Glu Asn He Ser Ser Leu Val Ala Phe Glu Asn Leu Lys Ala 
130 135 140 

Asn Val Thr Asp He Met Leu He Leu Leu Val Glu Asn He Ser Gly 
145 150 155 160 

Leu Ser Asn Asp Asp Phe Gin Val Glu He He Arg Asp Phe Asp Val 
165 170 175 

Ala Val Val Thr Phe Gin Lys His He Asp Thr He Arg Phe Val Asp 
180 185 190 



Asp Cys Thr Lys His His Ser He Lys Gin Leu Gin Leu Ser Pro Arg 
195 200 205 

Leu Leu Glu Val Thr Asn Thr He Arg Val Glu Asn Leu Pro Pro Gly 
210 215 220 

Ala Asp Asp Tyr Ser Leu Lys Leu Phe Phe Glu Asn Pro Tyr Asn Gly 
225 230 235 240 

Gly Gly Arg Val Ala Asn Val Glu Tyr Phe Pro Glu Glu Ser Ser Ala 
245 250 255 



Leu He Glu Phe Phe Asp Arg Lys Val Leu Asp Thr He Met Ala Thr 
260 265 270 
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Lys Leu Asp Phe Asn Lys Met Pro Leu Ser Val Phe Pro Tyr Tyr Ala 
275 280 285 

Ser Leu Gly Thr Ala Leu Tyr Gly Lys Glu Lys Pro Leu He Lys Leu 
290 295 300 

Pro Ala Pro Phe Glu Glu Ser Leu Asp Leu Pro Leu Trp Lys Phe Leu 
305 310 315 320 

Gin Lys Lys Asn His Leu He Glu Glu He Asn Asp Glu Met Arg Arg 
325 330 335 

Cys His Cys Glu Leu Thr Trp Ser Gin Leu Ser Gly Lys Val Thr He 
340 345 350 

Arg Pro Ala Ala Thr Leu Val Asn Glu Gly Arg Pro Arg He Lys Thr 
355 360 365 

Trp Gin Ala Asp Thr Ser Thr Thr Leu Ser Ser He Arg Ser Lys Tyr 
370 375 380 

Lys Val Asn Pro He Lys Val Asp Pro Thr Met Trp Asp Thr He Lys 
385 390 395 400 

Asn Asp Val Lys Asp Asp Arg He Leu He Glu Phe Asp Thr Leu Lys 
405 410 415 

Glu Met Val He Leu Ala Gly Lys Ser Glu Asp Val Gin Ser He Glu 
420 425 430 

Val Gin Val Arg Glu Leu He Glu Ser Thr Thr Gin Lys He Lys Arg 
435 440 445 

Glu Glu Gin Ser Leu Lys Glu Lys Met He He Ser Pro Gly Arg Tyr 
450 455 460 

Phe Leu Leu Cys His Ser Ser Leu Leu Asp His Leu Leu Thr Glu Cys 
465 470 475 480 

Pro Glu He Glu He Cys Tyr Asp Arg Val Thr Gin His Leu Cys Leu 
485 490 495 



Lys Gly Pro Ser Ala Asp Val Tyr Lys Ala Lys Cys Glu He Gin Glu 
500 505 510 
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Lys Val Tyr Thr Met Ala Gin Lys Asn He Gin Val Ser Pro Glu He 
- sis 520 t 525 

*■ - * 

Phe Gin Phe Leu Gin Gin Val Asn Trp Lys Glu Phe Ser Lys Cys Leu 
530 535 _ 540 

Phe He Ala Gin Lys He Leu Ala Leu Tyr Glu Leu Glu Gly Thr Thr 
545 550 555 560 

Val Leu Leu Thr Ser Cys Ser Ser Glu Ala Leu Leu Glu Ala Glu Lys 
565 * 570 575 

Gin Met Leu Ser Ala Leu Asn Tyr Lys Arg He Glu Val Glu Asn Lys 
580 585 590 

Glu Val Leu His Gly Lys Lys Trp Lys Gly Leu Thr His Asn Leu Leu 
595 600 605 

Lys Lys Gin Asn Ser Ser Pro Asn Thr Val He He Asn Glu Leu Thr 
610 615 620 

Ser Glu Thr Thr Ala Glu Val He He Thr Gly Cys Val Lys Glu Val 
625 630 635 640 

Asn Glu Thr Tyr Lys Leu Leu Phe Asn Phe Val Glu Gin Asn Met Lys 
645 650 655 

He Glu Arg Leu Val Glu Val Lys Pro Ser Leu Val He Asp Tyr Leu 
660 665 670 

Lys Thr Glu Lys Lys Leu Phe Trp Pro Lys He Lys Lys Val Asn Val 
675 680 685 

Gin Val Ser Phe Asn Pro Glu Asn Lys Gin Lys Gly He Leu Leu Thr 
690 695 700 

Gly Ser Lys Thr Glu Val Leu Lys Ala Val Asp He Val Lys Gin Val 
705 710 715 720 

Trp Asp Ser Val Cys Val Lys Ser Val His Thr Asp Lys Pro Gly Ala 
725 730 735 

Lys Gin Phe Phe Gin Asp Lys Ala Arg Phe Tyr Gin Ser Glu He Lys 
740 745 750 



Arg Leu Phe Gly Cys Tyr He Glu Leu Gin Glu Asn Glu Val Met Lys 
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755 ^ 760 765 

* '■ 
Glu Gl>-Gly Ser Pro Ala Gly Gin Lys Cys Phe Ser Arg Thr Val Leu 
' - 770 ' 775 780 

Ala Pro Gly Val Val Leu He Val Gin Gin Gly Asp Leu Ala Arg Leu 
785 790 795 800 

Pro Val Asp Val Val Val Asn Ala Ser Asn Glu Asp Leu Lys His Tyr 
805 810 815 

Gly Gly Leu Ala Ala Ala Leu Ser Lys Ala Ala Gly Pro Glu Leu Gin 
820 825 < 830 

Ala Asp Cys Asp Gin He Val Lys Arg Glu Gly Arg Leu Leu Pro Gly 
335 840 845 

Asn Ala Thr He Ser Lys Ala Gly Lys Leu Pro Tyr His His Val He 
850 855 860 

His Ala Val Gly Pro Arg Trp Ser Gly Tyr Glu Ala Pro Arg Cys Val 
865 87 0 875 ego 

Tyr Leu Leu Arg Arg Ala Val Gin Leu Ser Leu Cys Leu Ala Glu Lys 
88 5 890 895 

Tyr Lys Tyr Arg Ser He Ala He Pro Ala He Ser Ser Gly Val Phe 
900 905 910 

Gly Phe Pro Leu Gly Arg Cys Val Glu Thr He Val Ser Ala He Lys 
915 920 925 

Glu Asn Phe Gin Phe Lys Lys Asp Gly His Cys Leu Lys Glu He Tyr 
930 935 9 4o 

Leu Val Asp Val Ser Glu Lys Thr Val Glu Ala Phe Ala Asp Ala Val 
945 950 955 960 

Gly Glu Arg Gly Cys Ala Glu Cys 
965 

<210> 234 
<211> 282 
<212> PRT 
<213> Homo sapien 



<400> 234 
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,Met Gin Arg Leu Arg Trp Leu Arg Asp Trp Lys Ser Ser Gly Arg Gly 

1 . . . _5* 10 - ■ 15 . 

Leu Thr Ala Ala Lys Glu Pro Gly Ala Arg Ser Ser Pro Leu Gfn Ala 
20 25 30 



Met Arg He Leu Gin Leu He Leu Leu Ala Leu Ala Thr Gly Leu Val 
35 40 45 



Gly Gly Glu Thr Arg He He Lys Gly Phe Glu Cys Lys Pro His Ser 
50 55 60 



Gin Pro Trp Gin Ala Ala Leu Phe Glu Lys Thr Arg Leu Leu Cys Gly 
65 70 75 ** 80 



Ala Thr Leu He Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu 
85 90 95 



Lys Pro Arg Tyr He Val His Leu Gly Gin His Asn Leu Gin Lys Glu 
100 105 110 



Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro 
115 120 125 



Gly Phe Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp He Met 
130 135 140 



Leu Val Lys Met Ala Ser Pro Val Ser He Thr Trp Ala Val Arg Pro 
145 150 155 160 



Leu Thr Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Leu He 
165 170 175 



Ser Gly Trp Gly Ser Thr Ser Ser Pro Gin Leu Arg Leu Pro His Thr 
180 185 190 



Leu Arg Cys Ala Asn He Thr He He Glu His Gin Lys Cys Glu Asn 
195 200 205 



Ala Tyr Pro Gly Asn He Thr Asp Thr Met Val Cys Ala Ser Val Gin 
210 215 220 



Glu Gly Gly Lys Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val 
225 230 235 * 240 
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- Cys Asn Gin Ser Leu Gin Gly lie He Ser Trp Gly &ln Asp Pro Cys 
2.45 ' 250 255 

Ala He Thr Arg Lys Pro Gly Val Tyr Thr Lys Val Cys Lys Tyr Val 
260 265 270 

Asp Trp He Gin .Glu Thr Met Lys Asn Asn 
275 " 280 

<210> 235 

<211> 221 

<212> PRT 

<213> Homo sapien 

<400> 235 

Arg Gly Trp Lys Gin Ser Asp Val Ser Ser Ser Ser Lys Val Ser Leu 
15 10 15 

Thr Ser Pro Thr His Val Ser Pro Asp Leu Ser Ser Ser Asn Tyr Cys 
20 25 30 

Leu Ser His Leu Ser Arg Tyr He Val His Leu Gly Gin His Asn Leu 
35 40 45 

Gin Lys Glu Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe 
50 55 60 

Pro His Pro Gly Phe Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn 
65 70 75 80 

Asp He Met Leu Val Lys Met Ala Ser Pro Val Ser He Thr Trp Ala 
85 90 95 

Val Arg Pro Leu Thr Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser 
100 105 HO 

Cys Leu He Ser Gly Trp Gly Ser Thr Ser Ser Pro Gin Leu Arg Leu 
115 120 125 

Pro His Thr Leu Arg Cys Ala Asn He Thr He He Glu His Gin Lys 
130 135 140 

Cys Glu Asn Ala Tyr Pro Gly Asn He Thr Asp Thr Met Val Cys Ala 
145 150 155 160 



Ser Val Gin Glu Gly Gly Lys Asp Ser Cys Gin Gly Asp Ser Gly Gly 
165 170 175 
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Pro Leu Val Cys Asn Gin Ser Leu Gin Gly He He Ser Trp Gly Gin 
180 185 190 



Asp Pro Cys Ala He Thr Arg Lys Pro Gly Val Tyr Thr Lys Val Cys 
195 200 205 



Lys Tyr Val Asp Trp He Gin Glu Thr Met Lys Asn Asn 
210 215 220 



<210> 236 

<211> 34 

<212> PRT 

<213> Homo sapien 

<400> 236 

Leu Gly Thr Arg Gly His Phe His Glu Ser Pro Arg Lys Pro Gly Val 
1 5 10 15 



Tyr Thr Lys Val Cys Lys Tyr Val Asp Trp He Gin Glu Thr Met Lys 
20 25 30 



Asn Asn 



<210> 237 

<211> 58 

<212> PRT 

<213> Homo sapien 

<400> 237 

Ala Arg Tyr Pro Trp Thr Phe Pro Arg Val Thr Pro Lys Ala Trp Cys 
15 10 15 



Leu His Glu Ser Leu Gin He Cys Gly Leu Asp Pro Gly Asp Asp Glu 
20 25 ~ 30 



Glu Gin Leu Asp Trp Thr His Pro Pro Gin Pro He Thr Leu His Phe 
35 40 45 



His Leu Val Phe Gly Ser Cys Ser Leu Cys 
50 55 



<210> 238 

<211> 140 

<212> PRT 

<213> Homo sapien 
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<400> 238 

Gly Pro Gin Gl u Leu His His Arg Trp Trp Ser Gly Trp Leu Arg Pro 

15 10 .. 15 

Trp Ser Phe Cys Ala Trp lie Cys He Phe He Ala Leu Leu Val Glu 
20 25 30 

Thr Pro Arg Pro Val His Pro Ala Lys Thr Pro Gin Ala Ala Cys Gly 
35 40 45 

Ser Arg Thr Leu Pro Pro Phe Pro Arg Cys Pro Leu Arg Ala Arg Ala 
50 55 60 

Ala Thr Gin Ala Cys Trp Leu Arg Pro Pro Leu Gly Gin Ala Leu Ala 
65 70 75 80 

Gin Pro Ala Glu Trp Gly Val Val Gly Gin Ser Pro Arg Ser Trp Ala 
85 90 95 

Pro Ala Gin Ala His Arg Ala Arg Pro His Pro Ala Ala Pro Arg Thr 
100 105 HO 

Ala Thr Arg Gly Val Leu Pro Leu Cys Pro Ala Pro Gly Thr Asn Ser 
115 * 120 125 

Met Phe Gly Val Cys Leu Cys Leu Phe Phe Lys Lys 
130 135 140 

<210> 239 

<211> 151 

<212> PRT 

<213> Homo sapien 

<400> 239 

Arg Pro Pro Gly Leu Ser Thr Leu Pro Arg Leu Leu Arg Gin Arg Val 
15 10 15 

Gly Pro Ala Leu Cys Pro His Phe Pro Asp Val Pro Cys Gly Arg Gly 
20 25 30 

Gin Pro Pro Lys Pro Ala Gly Cys Gly Pro Leu Ser Ala Arg His Trp 
35 40 45 



Leu Ser Pro Leu Ser Gly Gly Ser Trp Ala Ser Pro Arg Gly Ala Gly 
50 55 60 
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Pro Leu His Arg His Thr Gly Pro Gly His Thr Gin Arg Pro Pro Ala 
65 70. 75 80 

Gin Pro Pro Val Gly Cys Cys Pro Tyr Ala Arg Arg Arg Ala Pro Thr 
85 90 95 



Pro Cys Leu Val Phe Val Cys Val Cys Phe Ser Arg Asn Asp Ser Asn 
100 105 HO 

Cys Cys Leu Asp Phe Glu He Tyr Cys Asn Cys Gin Cys Thr Arg Leu 
115 120 125 

Asp Pro Val Ser Phe Leu His Gin Phe Gly Lys Asn Ala Ala Leu Ser 
130 135 140 



Leu Pro Gin Leu Asn Arg Met 
145 150 



<210> 240 

<211> 402 

<212> PRT 

<213> Homo sapien 

<400> 240 

Met Arg Leu Leu Ser Gin Glu Trp Gly Arg Arg Lys Thr Trp Ala Glu 
1 5 10 15 

Asn Ser Ala Pro Ser Val Cys Pro Pro Ala Pro Pro Pro Gly Leu Glu 
20 25 30 

Lys Leu Pro Phe Arg Gly Ser Gin Glu Val Lys Trp Pro Thr Gin Leu 
35 40 45 

Leu Cys Arg Gly Arg Pro Gly Thr Ser Phe Ser Phe Ser Val His Leu 
50 55 60 

Tyr Thr Phe Pro Leu Phe Ser Leu His Phe Pro Gin Lys Ser Leu Pro 
65 70 75 80 

Leu Leu Glu Asn Gin He Lys Glu Thr His Gin Arg He Thr Glu Glu 
85 90 95 



Leu Gin Lys Tyr Gly Val Asp He Pro Glu Asp Glu Asn Glu Lys Met 
100 105 HO 



Phe Phe Leu He Asp Lys He Asn Ala Phe Asn Gin Asp He Thr Ala 
115 120 125 
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Leu Met Gin Gly Glu Glu Thr Val Gly Glu Glu Asp lie Arg Leu Phe 
% 130 — 135 140 

Thr Arg Leu Arg His Glu Phe His Lys Trp Ser Thr lie lie Glu Asn 
145 150 155 " 160 

Asn Phe Gin Glu Gly His Lys He Leu Ser Arg Lys He Gin Lys Phe 
165 170 175 

Glu Asn Gin Tyr Arg Gly Arg Glu Leu Pro Gly Phe Val Asn Tyr Arg 
180 185 190 

Thr Phe Glu Thr He Val Lys Gin Gin He Lys Ala Leu Glu Glu Pro 
195 200 205 

Ala Val Asp Met Leu His Thr Val Thr Asp Met Val Arg Leu Ala Phe 
210 215 220 

Thr Asp Val Ser He Lys Asn Phe Glu Glu Phe Phe Asn Leu His Arg 
225 230 235 240 

Thr Ala Lys Ser Lys He Glu Asp He Arg Ala Glu Gin Glu Arg Glu 
245 250 255 

Gly Glu Lys Leu He Arg Leu His Phe Gin Met Glu Gin He Val Tyr 
260 265 270 

Cys Gin Asp Gin Val Tyr Arg Gly Ala Leu Gin Lys Val Arg Glu Lys 
275 280 285 

Glu Leu Glu Glu Glu Lys Lys Lys Lys Ser Trp Asp Phe Gly Ala Phe 
290 295 300 

Gin Ser Ser Ser Ala Thr Asp Ser Ser Met Glu Glu He Phe Gin His 
305 310 315 320 

Leu Met Ala Tyr His Gin Glu Ala Ser Lys Arg He Ser Ser His He 
325 330 335 

Pro Leu He He Gin Phe Phe Met Leu Gin Thr Tyr Gly Gin Gin Leu 
340 345 350 



Gin Lys Ala Met Leu Gin Leu Leu Gin Asp Lys Asp Thr Tyr Ser Trp 
355 360 365 
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'Leu Leu Lys Glu Arg Ser Asp Thr Ser Asp Lys Arg Lys Phe Leu Lys 
370. 375 380 

Glu Arg Leu Ala Arg Leu Thr Gin Ala Arg Arg Arg Leu Ala Gin Phe 
385 ~* 390 395 400 

Pro Gly 



<210> 241 

<211> 155 

<212> PRT 

<213> Homo sapien 

<400> 241 

Lys Glu Ser Leu Tyr His Lys Lys Val Leu Asp Tyr Val He Cys Val 
15 10 15 



Cys Ala Ala Ser Gly Val Leu Phe Pro Asn Pro Arg He Gly Asp His 
20 25 30 



Phe Asn Gin Phe Gly His Gin Glu Asn Cys Gin Asn Glu Glu He Leu 
35 40 45 

Asn Ser Leu Lys Tyr Val Arg Pro Gly Gly Gly Tyr Gin Pro Thr Phe 
50 55 60 

Thr Leu Val Gin Lys Cys Glu Val Asn Gly Gin Asn Glu His Pro Val 
65 70 75 80 

Phe Ala Tyr Leu Lys Asp Lys Leu Pro Tyr Pro Tyr Asp Asp Pro Phe 
85 90 95 

Ser" Leu Met Thr Asp Pro Lys Leu He He Trp Ser Pro Val Arg Arg 
100 105 HO 

Ser Asp Val Ala Trp Asn Phe Glu Lys Phe Leu He Gly Pro Glu Gly 
115 120 125 

Glu Pro Phe Arg Arg Tyr Ser Arg Thr Phe Pro Thr He Asn He Glu 
130 135 14 0 



Pro Asp He Lys Arg Leu Leu Lys Val Ala He 
145 150 155 



<210> 242 
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. <211> -133 • 
<212> PRT 
<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> x=any amino acid 

<400> 242 

Xaa Xaa Xaa Xaa Pro Arg He Gly Asp His Phe Asn Gin Phe Gly His 
15 10 15 

Gin Glu Asn Cys Gin Asn Glu Glu He Leu Asn Ser Leu Lys Tvr Val 
20 25 30 

Arg Pro Gly Gly Gly Tyr Gin Pro Thr Phe Thr Leu Val Gin Lys Cys 
35 40 45 

Glu Val Asn Gly Gin Asn Glu His Pro Val Phe Ala Tyr Leu Lys Asp 
50 55 60 

Lys Leu Pro Tyr Pro Tyr Asp Asp Pro Phe Ser Leu Met Thr Asp Pro 
65 70 75 80 

Lys Leu He He Trp Ser Pro Val Arg Arg Ser Asp Val Ala Trp Asn 
85 90 95 

Phe Glu Lys Phe Leu He Gly Pro Glu Gly Glu Pro Phe Arg Arg Tyr 
100 105 no 

Ser Arg Thr Phe Pro Thr He Asn He Glu Pro Asp He Lys Arg Leu 
115 120 125 

Leu Lys Val Ala He 
130 



<210> 243 

<211> 126 

<212> PRT 

<213> Homo sapien 

<400> 243 

Met Thr Ser Val Pro Ser Ala Trp Met Gly Glu Asn Cys Gin Asn Glu 
1 5 io i 5 



Glu He Leu Asn Ser Leu Lys Tyr Val Arg Pro Gly Gly Gly Tyr Gin 
20 25 30 
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Pro Thr Phe Thr Leu Val Gin Lys Cys Glu Val Asn Gly Gin Asn Glu 
35 40 45 



His Pro Val Phe Ala Tyr Leu Lys Asp Lys Leu Pro Tyr Pro Tyr Asp 

50 55 60 

Asp Pro Phe Ser Leu Met Thr Asp Pro Lys Leu He He Trp Ser Pro 
65 70 75 80 

Val Arg Arg Ser Asp Val Ala Trp Asn Phe Glu Lys Phe Leu He Gly 
85 90 95 



Pro Glu Gly Glu Pro Phe Arg Arg Tyr Ser Arg Thr Phe Pro Thr lie 
100 105 HO 



Asn lie Glu Pro Asp He Lys Arg Leu Leu Lys Val Ala He 
115 120 125 



<210> 244 

<211> 150 

<212> PRT 

<213> Homo sapien 

<400> 244 

Met Thr Leu Gly Arg Glu Cys Arg Arg Val Lys Glu Phe His Val Val 
15 10 15 

Asp Leu Ser Leu Pro Pro Pro Thr Val His Ala Leu Cys Leu Phe Pro 
20 25 30 

Pro Gin Glu Asn Cys Gin Asn Glu Glu He Leu Asn Ser Leu Lys Tyr 
35 40 45 

Val Arg Pro Gly Gly Gly Tyr Gin Pro Thr Phe Thr Leu Val Gin Lys 
50 55 60 

Cys Glu Val Asn Gly Gin Asn Glu His Pro Val Phe Ala Tyr Leu Lys 
65 70 75 80 

Asp Lys Leu Pro Tyr Pro Tyr Asp Asp Pro Phe Ser Leu Met Thr Asp 
85 90 95 



Pro Lys Leu He He Trp Ser Pro Val Arg Arg Ser Asp Val Ala Trp 
100 105 HO 
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, - Asn Phe Glu Lys Phe Leu He Gly Pro Gl\*Gly Glu Pro Phe Arg Arg 
115 o 120 125 

Tyr Ser Arg Thr Phe Pro Thr He Asn He Glu Pro Asp He Lys Arg 
130 135 140 

Leu Leu Lys Val Ala He 
145 150 

<210> 245 

<211> 186 

<212> PRT 

<213> Homo sapien 

<400> 245 

Met Glu Ser Gin Glu Pro Thr Glu Ser Ser Gin Asn Gly Lys Gin Tyr 
1 5 10 15 

He He Ser Glu Glu Leu He Ser Glu Gly Lys Trp Val Lys Leu Glu 
20 25 30 

Lys Thr Thr Tyr Met Asp Pro Thr Gly Lys Thr Arg Thr Trp Glu Ser 
35 40 45 

Val Lys Arg Thr Thr Arg Lys Glu Gin Thr Ala Asp Gly Val Ala Val 
50 55 60 

He Pro Val Leu Gin Arg Thr Leu His Tyr Glu Cys He Val Leu Val 
65 70 75 80 

Lys Gin Phe Arg Pro Pro Met Gly Gly Tyr Cys He Glu Phe Pro Ala 
85 90 95 

Gly Leu He Asp Asp Gly Glu Thr Pro Glu Ala Ala Ala Leu Arg Glu 
100 105 110 

Leu Glu Glu Glu Thr Gly Tyr Lys Gly Asp He Ala Glu Cys Ser Pro 
115 120 125 

Ala Val Cys Met Asp Pro Gly Leu Ser Asn Cys Thr He His He Val 
130 135 140 

Thr Val Thr He Asn Gly Asp Asp Ala Glu Asn Ala Arg Pro Lys Pro 
145 150 155 ~* 160 



Lys Pro Gly Asp Gly Cys Val Ser Ala Val Met Lys Val Val Trp Leu 
165 170 175 
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His Tyr Val Ser Trp Asn Leu Leu Leu Val 
180 185 



<210> 246 

<211> 191 

<212> PRT 

<213> Homo sapien 

<400> 246 

Met Leu Leu Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr 
15 10 15 

Val Glu Thr Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly 
20 25 30 



Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Asn 
35 40 45 



Thr lie Leu Arg His Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp 
50 55 60 

Gin Gin Glu Ala Ala Leu Val Asp Met Val Asn Asp Gly Val Glu Asp 
65 70 75 80 

Leu Arg Cys Lys Tyr He Ser Leu He Tyr Thr Asn Tyr Glu Ala Gly 
85 90 95 



Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe Glu 
100 105 HO 



Thr Leu Leu Ser Gin Asn Gin Gly Gly Lys Thr Phe He Val Gly Asp 
115 120 125 



Gin He Ser Phe Ala Asp Tyr Asn Leu Leu Asp Leu Leu Leu He His 
130 135 140 



Glu Val Leu Ala Pro Gly Cys Leu Asp Ala Phe Pro Leu Leu Ser Ala 
145 150 155 160 



Tyr Val Gly Arg Leu Ser Ala Arg Pro Lys Leu Lys Ala Phe Leu Ala 
165 170 175 



Ser Pro Glu Tyr Val Asn Leu Pro He Asn Gly Asn Gly Lys Gin 
180 185 190 
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<210> 247 
<211> 146 
<212> PRT 
<213> Homo sapien 

<400> 247 

■«. , 

Met Leu Leu Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr 
1 5 10 15 

Val Glu Thr Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly 
20 25 30 



Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Asn 
35 40 45 

Thr He Leu Arg His Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp 
50 55 60 

Gin Gin Glu Ala Ala Leu Val Asp Met Val Asn Asp Gly Val Glu Asp 
65 70 75 80 

Leu Arg Cys Lys Tyr He Ser Leu He Tyr Thr Asn Tyr Glu Ala Gly 
85 90 95 

Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe Glu 
100 105 HO 

Thr Leu Leu Ser Gin Asn Gin Gly Gly Lys Thr Phe He Val Gly Asp 
115 120 125 

Gin He Ser Phe Ala Asp Tyr Lys Leu Arg Thr Arg Arg Tyr Arg Ala 
130 135 140 



Arg Phe 
145 



<210> 248 

<211> 179 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (172) . . (172) 

<223> x=any amino acid 



<400> 248 

Arg Ser Arg Thr Gly Arg Val Gly Ala Ala Val Phe Ala Thr Met Pro 
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i 5 * % 10 15 

Pro Tyr Thr Val Val Tyr Phe Pro Val Arg Gly Arg Cys Ala Ala Leu 
20 25 30 

Arg Met Leu Leu Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu Val Val 
35 40 45 

Thr Val Glu Thr Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr 
50 55 60 

Gly Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser 
65 70 75 80 

Asn Thr lie Leu Arg His Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys 
85 90 95 

Asp Gin Gin Glu Ala Ala Leu Val Asp Met Val Asn Asp Gly Val Glu 
100 105 HO 

Asp Leu Arg Cys Lys Tyr He Ser Leu He Tyr Thr Asn Tyr Glu Ala 
115 120 125 

Gly Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe 
130 135 140 

Glu Thr Leu Leu Ser Gin Asn Gin Gly Gly Lys Thr Phe He Val Gly 
145 150 155 160 

Asp Gin He Ser Phe Ala Asp Tyr Lys Leu Arg Xaa Arg Arg Tyr Arg 
165 170 175 

Ala Arg Phe 



<210> 249 

<211> 191 

<212> PRT 

<213> Homo sapien 

<400> 249 

Met Leu Leu Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr 
! 5 10 15 



Val Glu Thr Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly 
20 25 30 
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Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Ash 
35 • 40 45 

Thr lie Leu Arg His Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp 
50 55 60 

Gin Gin Glu Ala Ala Leu Val Asp Met Val Asn Asp Gly Val Glu Asp 
65 70 75 80 

Leu Arg Cys Lys Tyr He Ser Leu He Tyr Thr Asn Tyr Glu Ala Gly 
85 90 95 

Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe Glu 
100 105 HO 

Thr Leu Leu Ser Gin Asn Gin Gly Gly Lys Thr Phe He Val Gly Asp 
115 120 125 

Gin He Ser Phe Ala Asp Tyr Asn Leu Leu Asp Leu Leu Leu He His 
130 135 140 

Glu Val Leu Ala Pro Gly Cys Leu Asp Ala Phe Pro Leu Leu Ser Ala 
145 150 155 160 

Tyr Val Gly Arg Leu Ser Ala Arg Pro Lys Leu Lys Ala Phe Leu Ala 
165 170 175 

Ser Pro Glu Tyr Val Asn Leu Pro He Asn Gly Asn Gly Lys Gin 
180 185 190 



<210> 250 

<211> 236 

<212> PRT 

<213> Homo sapien 

<400> 250 

Gly Ser Glu Ala Ala Arg Leu Arg Trp Ser Phe Ala Ala Ala Val Phe 
1 5 10 15 

Ala Thr Thr Asn Phe Ser Leu Phe Ala Thr Met Pro Pro Tyr Thr Val 
20 25 30 

Val Tyr Phe Pro Val Arg Gly Arg Cys Ala Ala Leu Arg Met Leu Leu 
35 40 45 



Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr Val Glu Thr 
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5.0 5*5 * 60 

Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly Gin Leu Pro 
65 70 75 80 

Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Asn Thr He Leu 
85 90 95 

Arg His Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp Gin Gin Glu 
100 105 HO 

Ala Ala Leu Val Asp Met Val Asn Asp Gly Val Glu Asp Leu Arg Cys 
115 120 125 

Lys Tyr He Ser Leu He Tyr Thr Asn Tyr Glu Ala Gly Lys Asp Asp 
130 135 140 

Tyr Val Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe Glu Thr Leu Leu 
145 150 155 160 

Ser Gin Asn Gin Gly Gly Lys Thr Phe He Val Gly Asp Gin He Ser 
165 170 175 

Phe Ala Asp Tyr Asn Leu Leu Asp Leu Leu Leu He His Glu Val Leu 
180 185 190 

Ala Pro Gly Cys Leu Asp Ala Phe Pro Leu Leu Ser Ala Tyr Val Gly 
195 200 205 

Arg Leu Ser Ala Arg Pro Lys Leu Lys Ala Phe Leu Ala Ser Pro Glu 
210 "* 215 220 

Tyr Val Asn Leu Pro He Asn Gly Asn Gly Lys Gin 
225 230 235 

<210> 251 

<211> 291 

<212> PRT 

<213> Homo sapien 

<400> 251 

Met Ser Gin Gly Pro Gly Val Pro Thr Gly Ser Gly Arg Tyr Pro Trp 
15 10 15 



Val Leu Cys Trp Tyr Cys Leu Val Leu Glu Leu Leu Leu Ala Leu Gly 
20 25 30 
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Arg Ala Val Leu Gly Pro Ser Gly Trp Leu Gly Ser Gly Pro Pro Ser 

,3.5 40 .45 

Gly Glu His Thr Cys Leu Gly Gly Ser Ala Val Gly Pro Phe Ser Ala 
50 55 60 

Pro Ser Gin Val Gly Phe Glu Val Leu Pro Gly Ala Ala Cys Leu Gin 
65 70 75 80 

Gly Pro Pro Val Leu Leu Gly Ser Ala Gly Gly Gin Val Ser Asp Ser 
85 90 95 

Arg Gly Phe Leu Ser Ser Pro Pro Cys Arg Pro Thr Pro Trp Ser He 
100 105 HO 

Ser Gin Phe Glu Ala Ala Ala Arg Pro Trp Arg Met Leu Leu Ala Asp 
115 120 125 

Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr Val Glu Thr Trp Gin 
130 135 140 

Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly Gin Leu Pro Lys Phe 
145 150 155 160 

Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Asn Thr He Leu Arg His 
165 170 175 

Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp Gin Gin Glu Ala Ala 
180 185 190 

Leu Val Asp Met Val Asn Asp Gly Val Glu Asp Leu Arg Cys Lys Tyr 
195 200 205 

He Ser Leu He Tyr Thr Asn Tyr Glu Ala Gly Lys Asp Asp Tyr Val 
210 215 220 

Lys Ala Leu Pro Gly Gin Leu Lys Pro Phe Glu Thr Leu Leu Ser Gin 
225 230 235 240 

Asn Gin Gly Gly Lys Thr Phe He Val Gly Asp Gin He Ser Phe Ala 
245 250 255 



Asp Tyr Asn Leu Leu Asp Leu Leu Leu He His Glu Val Leu Ala Pro 
260 265 270 
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Gly Cys Leu^Asp Ala Phe Arg Pro Ser Ser. Arg Pro Ser Trp Pro Pro 
w '275*' 280 * 285 

Leu Ser Thr 
290 

<210> 252 

<211> 302 

<212> PRT 

<213> Homo sapien 

<400> 252 

Asp Pro Gly Val Ala Ala Gly Arg Ala Gly Arg Met Ser Gin Gly Pro 
15 10 15 

Gly Val Pro Thr Gly Ser Gly Arg Tyr Pro Trp Val Leu Cys Trp Tyr 
20 25 30 

Cys Leu Val Leu Glu Leu Leu Leu Ala Leu Gly Arg Ala Val Leu Gly 
35 40 45 

Pro Ser Gly Trp Leu Gly Ser Gly Pro Pro Ser Gly Glu His Thr Cys 
50 55 60 

Leu Gly Gly Ser Ala Val Gly Pro Phe Ser Ala Pro Ser Gin Val Gly 
65 70 75 80 

Phe Glu Val Leu Pro Gly Ala Ala Cys Leu Gin Gly Pro Pro Val Leu 
85 90 95 

Thr Gly Leu Arg Arg Gly Ala Gly Phe Arg Leu Pro Gly Leu Leu Val 
100 105 110 

Phe Ala Thr Met Pro Pro Tyr Thr Val Val Tyr Phe Pro Val Arg Gly 
115 120 125 

Arg Cys Ala Ala Leu Arg Met Leu Leu Ala Asp Gin Gly Gin Ser Trp 
130 135 140 

Lys Glu Glu Val Val Thr Val Glu Thr Trp Gin Glu Gly Ser Leu Lys 
145 150 155 160 

Ala Ser Cys Leu Tyr Gly Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu 
165 170 175 



Thr Leu Tyr Gin Ser Asn Thr lie Leu Arg His Leu Gly Arg Thr Leu 
180 185 190 
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Gly Leu Tyr Gly Lys Asp Gin Gin Glu Ala Ala Leu Val Asp Met Val 

2 °0 '■ 205 

Asn Asp Gly Val Glu Asp Leu Arg Cys Lys Tyr He Ser Leu He Tyr 

215 220 

Thr Asn Tyr Glu Ala Gly Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly 

235 240 

Gin Leu Lys Pro Phe Glu Thr Leu Leu Ser Gin Asn Gin Gly Gly Lys 
245 250 255 



Thr Phe lie Val Gly Asp Gin lie Ser Phe Ala Asp Tyr Asn Leu 

260 



265 270 



Leu 



Asp Leu Leu Leu He His Glu Val Leu Ala Pro Gly Cys Leu Asp Ala 

280 285 

Phe Arg Pro Ser Ser Arg Pro Ser Trp Pro Pro Leu Ser Thr 
290 295 300 

<210> 253 

<211> 226 

<212> PRT 

<213> Homo sapien 

<400> 253 

Met Ser Gin Gly Pro Gly Val Pro Thr Gly Ser Gly Arg Tyr Pro Trp 
5 10 15 

Val Leu Cys Trp Tyr Cys Leu Val Leu Glu Leu Leu Leu Ala Leu Gly 
20 25 



30 



Arg Ala Val Leu Gly Pro Ser Gly Trp Leu Gly Ser Gly Pro Pro 



35 40 



Ser 



45 



Gly Glu His Thr Cys Leu Gly Gly Ser Ala Val Gly Pro Phe Ser Ala 

55 60 

Pro Ser Gin Val Gly Phe Glu Val Leu Pro Gly Ala Ala Cys Leu Gin 

3 '0 *7C 



Gly Pro Pro Val Leu Leu Gly Ser Ala Gly Gly Gin Val Ser Asp Ser 

95 



85 90 
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Arg Gly Phe Leu Ser Ser Pro Pro Cys Arg Pro Thr Pro Trp Ser He 
100 105 110 - * 

Ser Gin Phe Glu Ala Ala Ala Arg Pro Trp Arg Met Leu Leu Ala Asp 
115 120 125 

Gin Gly Gin Ser Trp Lys Glu Glu Val Val Thr Val Glu Thr Trp Gin 
130 135 140 

Glu Gly Ser Leu Lys Ala Ser Cys Leu Tyr Gly Gin Leu Pro Lys Phe 
145 150 155 160 

Gin Asp Gly Asp Leu Thr Leu Tyr Gin Ser Asn Thr He Leu Arg His 
165 170 175 

Leu Gly Arg Thr Leu Gly Leu Tyr Gly Lys Asp Gin Gin Glu Ala Ala 
180 185 190 

Leu Val Asp Met Val Asn Asp Gly Val Glu Asp Leu Arg Cys Lys Tyr 
195 200 205 

He Ser Leu He Tyr Thr Asn Tyr Ala Gin Ala Gin Gly Leu Pro Gly 
210 215 220 

Leu Pro 
225 

<210> 254 
<211> 237 
<212> PRT 
<213> Homo sapien 

<400> 254 

Asp Pro Gly Val Ala Ala Gly Arg Ala Gly Arg Met Ser Gin Gly Pro 
1.5 10 15 

Gly Val Pro Thr Gly Ser Gly Arg Tyr Pro Trp Val Leu Cys Trp Tyr 
20 25 30 

Cys Leu Val Leu Glu Leu Leu Leu Ala Leu Gly Arg Ala Val Leu Gly 
35 40 45 

Pro Ser Gly Trp Leu Gly Ser Gly Pro Pro Ser Gly Glu His Thr Cys 
50 55 60 



Leu Gly Gly Ser Ala Val Gly Pro Phe Ser Ala Pro Ser Gin Val Gly 
65 70 75 80 
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Phe Glu Val Leu Pro Qly Ala Ala Cys Leu Gin Gly Pro Pro Val Leu 

85 **' 90 95 

Thr Gly Leu Arg Arg Gly Ala Gly Phe Arg Leu Pro Gly Leu Leu Val 
100 105 HO 



Phe Ala Thr Met Pro Pro Tyr Thr Val Val Tyr Phe Pro Val Arg Gly 
115 120 125 

Arg Cys Ala Ala Leu Arg Met Leu Leu Ala Asp Gin Gly Gin Ser Trp 
130 , 135 140 

Lys Glu Glu Val Val Thr Val Glu Thr Trp Gin Glu Gly Ser Leu Lys 
145 150 155 160 

Ala Ser Cys Leu Tyr Gly Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu 
165 170 175 

Thr Leu Tyr Gin Ser Asn Thr lie Leu Arg His Leu Gly Arg Thr Leu 
180 185 190 

Gly Leu Tyr Gly Lys Asp Gin Gin Glu Ala Ala Leu Val Asp Met Val 
195 200 205 

Asn Asp Gly Val Glu Asp Leu Arg Cys Lys Tyr He Ser Leu He Tyr 
210 215 220 



Thr Asn Tyr Ala Gin Ala Gin Gly Leu Pro Gly Leu Pro 
225 A 230 235 



<210> 255 

<211> 129 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MISC_FEATURE 

<222> (17) . . (17) 

<223> x=any amino acid 



<220> 

<221> MIS C_F EATURE 

<222> (22) . . (22) 

<2 23> x=any amino acid 



<220> 
<221> 



MISC FEATURE 
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<222> (31) . . (3JL) r 

<223> x=any amino acid " 

» ' - 

<220> . 

<221> MISCj_FEATURE * - m 

<222> (41) . . (41) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MIS C__F E ATURE 

<222> (55) . . (55) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (64) . . (64) 

<223> x-any amino acid 



<220> 

<221> MI SC_FE ATURE 

<222> (66) . . (66) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (83) . . (83) 

<223> x=any amino acid 



<220> 

<221> MI SC_FE ATURE 

<222> (114) . . (114) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (117) . . (117) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (129) . . (129) 

<223> x=any amino acid 



<400> 255 

Ala Gly Leu Pro Gly Arg Gly Gly Gly Gin Ala Lys Val Asn Lys Thr 
1 5 10 15 



Xaa Arg Gly Gly Cys Xaa His Ala Pro Gly Gly Leu lie Ala Xaa Ser 
20 25 30 
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val Glu Serbia Pro Arg Tyr Ser Xaa Gly Pro Ala Leu Leu Pro Arg 
35 40- 45 " ^ 

Gin Pro Leu Lys Asp Ser Xaa' Gin Gly GlyThr Gly Gin -Ala Gly Xaa 



Arg Xaa Ser Gin Asn Leu Thr Arg Cys Ala Gly Arg Gly Arg Gly Leu 

70 75 80 

Gly Ala Xaa Phe Ala Pro Ser Pro Gly Asn Gly Cys Ala Arg Lys Glu 



85 90 



95 



Tyr Cys Arg His Leu Asn Gly Leu Pro Gly lie Phe Lys Gin Lys Ala 
100 105 110 

Lys Xaa Cys Cys Xaa Lys Ser lie Ala Asp Gin Ala Ser Arg Phe Leu 
115 120 125 



Xaa 



<210> 256 

<211> 134 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (17).. (17) 

<223> x=any amino acid 



<220> 

<221> M I SC — FEATURE 

<222> (22).. (22) 

<223> x=any amino acid 



<220> 

<221> MIS C_ FEATURE 

<222> (31).. (31) 

<2 23> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (39).. (39) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 
<222> (41).. (41) 
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<223> x=any amino ^ac id 



<220> 

<221> MISC_FEATURE 

<222> (55).. (55) 

<2 23> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (64).. (64) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MIS COFEATURE 

<222> (66) . . (66) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (83).. (83) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (114) . . (114) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (117) . . (117) 

<223> x=any amino acid 



<220> 

<2 21> MIS C_FE ATURE 

<222> (129) . . (129) 

<223> x=any amino acid 



<400> 256 



Ala Gly Leu Pro Gly Arg Gly Gly Gly Gin Ala Lys Val Asn Lys Thr 
1 5 10 15 



Xaa Arg Gly Gly Cys Xaa His Ala Pro Gly Gly Leu lie Ala Xaa Ser 
20 25 30 



Val Glu Ser Ala Pro Arg Xaa Ser Xaa Gly Pro Ala Leu Leu Pro Arg 
35 40 45 

Gin Pro Leu Lys Asp Ser Xaa Gin Gly Gly Thr Gly Gin Ala Gly Xaa 
50 55 60 
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Arg Xaa Ser Gin Asn Leu Thr Arg Cys Ala .Gly Arg Gly Arg Gly Leu 
65 70 75 80 



Gly Ala Xaa Phe Ala Pro Ser Pro Gly Asn Gly Cys Ala Arg Lys Glu 
85 90 95 



Tyr Cys Arg His Leu Asn Gly Leu Pro Gly lie Phe Lys Gin Lys Ala 
100 105 HO 

Lys Xaa Cys Cys Xaa Lys Ser lie Ala Asp Gin Ala Ser Arg Phe Leu 

115 .120 125 



Xaa lie Phe Phe lie Ser 
130 



<210> 257 

<211> 128 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (7) . . (7) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MIS C_FEATURE 

<222> (20) . . (20) 

<223> x=any amino acid 



<220> 

< 2 2 1 > M I SC_FEATURE 

<222> (23) . - (23) 

<223> x=*any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (28).. (28) 

<223> x=any amino acid 



<220> 

<221> MI SC_FE ATURE 

<222> (31) . . (31) 

<223> x=any amino acid 



<220> 

<221> MI SC_FE ATURE 

<222> (35) . . (35) 

<223> x=any amino acid 
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<220> 

<221> MIS COFEATURE 

<222> (43).. (45) 

<223> xoany amino" acid 



<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (58) . . (58) 

<223> x=any amino acid 



<220> 

<221> M I SC_FE ATURE 

<222> (60) . . (60) 

<223> x=any amino acid 



<220> 

<221> MIS C_F EATURE 

<222> (115) . . (115) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (121) . . (122) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (124) . . (124) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (126) . . (126) 

<223> x=any amino acid 



<220> 

<221> MI SC_FE ATURE 

<222> (128) . . (128) 

<223> x=any amino acid 



<400> 257 

Thr Arg Gin Pro Asp Ala Xaa Asp Gly Asp Ser Tyr Asp Pro Tyr Asp 
15 10 15 

Phe Ser Asp Xaa Glu Glu Xaa Asn Ala He Lys Xaa Thr Leu Xaa Lys 
20 25 30 



Thr Ala Xaa Ser Gin Glu Thr Lys Glu Ser Xaa Xaa Xaa Glu Leu Ser 
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35 * 40 45 

Glu Ser Arg Leu Lys Ula Phe Lys Val Xaa Leu Xaa Asp Val Phe Arg 
50 '55 60 

Glu Ala His Ala Gin Ser He Gly Met Asn Arg Leu Thr Glu Ser He 
65 70 75 80 

Asn Arg Asp Ser Glu Glu Pro Phe Ser Ser Val Glu He Gin Ala Ala 
85 90 95 

Leu Ser Lys Met Gin Asp Asp Asn Gin Val Met Val Ser Glu Gly He 
100 105 HO 

He Trp Xaa Val Gly Gly Gly Val Xaa Xaa Gly Xaa Gly Xaa Cys Xaa 
115 120 125 

<210> 258 

<211> 120 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (2) 

<223> x=any amino acid 

<220> 

<221> MIS C_F E ATURE 

<222> (9).. (9) 

<223> x=any amino acid 

<220> 

<2 21> MI S COFEATURE 

<222> (12) . . (12) 

<2 23> x=any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (16) . - (16) 

<223> x=any amino acid 

<220> 

<221> MIS COFEATURE 

<222> (24) . . (26) 

<2 23> x=any amino acid 



<220> 
<221> 
<222> 



MIS COFEATURE 
(39) . . (39) 
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<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (41) . . (41) 

<223> x=any amino acid 



<220> 

< 2 2 1 > MIS COFEATURE 

<222> (96) . . (96) 

<223> x=any amino acid 



<220> 

< 2 2 1 > M I SC_FE ATURE 

<222> (102) . . (103) 

<223> x=any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (105) . . (105) 

<223> x=any amino acid 



<220> 

<221> M I SC_FEATURE 

<222> (107) . . (107) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (109) . . (109) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (120) . . (120) 

<223> x=any amino acid 



<400> 258 

Xaa Xaa Gly Gly Lys Cys Leu Lys Xaa Thr Leu Xaa Lys Thr Ala Xaa 
1 5 io 15 

Ser Gin Glu Thr Lys Glu Ser Xaa Xaa Xaa Glu Leu Ser Glu Ser Arg 
20 25 30 



Leu Lys Ala Phe Lys Val Xaa Leu Xaa Asp Val Phe Arg Glu Ala His 
35 40 



45 



Ala Gin Ser He Gly Met Asn Arg Leu Thr Glu Ser He Asn Arg Asp 



55 



60 
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Ser Glu Glu Pro Phe Ser Ser Val Glu lie Gin Ala Ala Leu Ser Lys 
65 70 75 80 



Met Gin Asp Asp Asn Gin Val Met Val Ser Glu Gly lie lie Trp Xaa 
85 90 95 



Val Gly Gly Gly Val Xaa Xaa Gly Xaa Gly Xaa Cys Xaa Glu Ser Leu 
100 105 HO 



Phe Cys Val Ser His Ala Ser Xaa 
115 120 



<210> 259 

<211> 254 

<212> PRT 

<213> Homo sapien 

<400> 259 

Met Arg lie Ala Val He Cys Phe Cys Leu Leu Gly He Thr Cys Ala 
1 ~ 5 10 15 



He Pro Val Lys Gin Ala Asp Ser Gly Ser Ser Glu Glu Lys Gin Leu 
20 25 30 



Tyr Asn Lys Tyr Pro Asp Ala Val Ala Thr Trp Leu Asn Pro Asp Pro 
35 40 45 

Ser Gin Lys Gin Asn Leu Leu Ala Pro Gin Asn Ala Val Ser Ser Glu 
50 55 60 

Glu Thr Asn Asp Phe Lys Gin Glu Thr Leu Pro Ser Lys Ser Asn Glu 
65 70 75 80 

Ser His Asp His Met Asp Asp Met Asp Asp Glu Asp Asp Asp Asp His 
85 90 95 

Val Asp Ser Gin Asp Ser He Asp Ser Asn Asp Ser Asp Asp Val Asp 
100 105 HO 

Asp Thr Asp Asp Ser His Gin Ser Asp Glu Ser His His Ser Asp Glu 
115 120 125 



Ser Asp Glu Leu Val Thr Asp Phe Pro Thr Asp Leu Pro Ala Thr Glu 
130 135 140 
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- Val Phe Thr Pro Val Val Pro Thr Val Asp Thr Tyr Asp Gly Arg Gly 
145 150 155 160 

Asp Ser Val Val Met Asp Leu Arg Ser Lys Ser Lys Lys Leu Arg Arg 
165 170 175 

Pro Glu Tyr Ser Thr Leu Met Leu Gin Thr Arg Thr Ser Ala His Asn 
180 185 190 

Gly Lys Arg Gly Val Asp Met Val His Thr Arg Ala Pro Arg Gly Gin 
195 200 205 

Thr Asp Thr Ala Pro Arg Ala Ala Gly His Ala Asn Thr Lys Ser Ser 
210 215 220 

Ala Asp Gin Pro Asn Arg Asp Arg His Lys Thr Ala Asp Glu Lys Glu 
225 230 235 240 

Pro Glu Asp Glu Thr Gin Arg Ser Ala Thr Glu Gly His Lys 
245 250 



<210> 260 

<211> 212 

<212> PRT 

<213> Homo sapien 

<400> 260 

Ala Ser Leu Val Thr Ser Ser Asn Tyr He Ser Arg Lys Leu Glu Glu 
15 10 15 

Glu Ala Glu His Ser He Val Gly Thr Arg Leu Val Ser Gly Gin Leu 
20 25 30 



Gin Pro Ser Gin Pro Asn Ala Asp Gin Gly Lys Leu Thr Thr Met Arg 
35 40 45 

He Ala Val He Cys Phe Cys Leu Leu Gly He Thr Cys Ala He Pro 
50 55 60 

Val Lys Gin Ala Asp Ser Gly Ser Ser Glu Glu Lys Gin Leu Tyr Asn 
65 70 75 80 

Lys Tyr Pro Asp Ala Val Ala Thr Trp Leu Asn Pro Asp Pro Ser Gin 
85 90 95 



Lys Gin Asn Leu Leu Ala Pro Gin Asn Ala Val Ser Ser Glu Glu Thr 
100 105 HO 
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Asn Asp Phe Lys Gin Glu Thr Leu Pro Ser Lys Ser Asn Glu Ser His 
115 120 125 

Asp His Met Asp Asp Met Asp Asp Glu Asp Asp Asp Asp His Val Asp 
130 135 140 

Ser Gin Asp Ser lie Asp Ser Asn Asp Ser Asp Asp Val Asp Asp Thr 
145 150 155 160 

Asp Asp Ser His Gin Ser Asp Glu Ser His His Ser Asp Glu Ser Asp 
165 170 175 

Glu Leu Val Thr Asp Phe Pro Thr Asp Leu Pro Ala Thr Glu Val Phe 
180 185 190 

Thr Pro Val Val Pro Thr Val Asp Thr Tyr Asp Gly Arg Gly Asp Ser 
195 200 205 



Val Val Met Asp 
210 



<210> 261 

<211> 240 

<212> PRT 

<213> Homo sapien 

<400> 261 

Met Arg He Ala Val He Cys Phe Cys Leu Leu Gly He Thr Cys Ala 
15 10 15 

He Pro Val Lys Gin Ala Asp Ser Gly Ser Ser Glu Glu Lys Gin Leu 
20 25 30 

Tyr Asn Lys Tyr Pro Asp Ala Val Ala Thr Trp Leu Asn Pro Asp Pro 
35 40 45 

Ser Gin Lys Gin Asn Leu Leu Ala Pro Gin Thr Leu Pro Ser Lys Ser 
50 55 60 

Asn Glu Ser His Asp His Met Asp Asp Met Asp Asp Glu Asp Asp Asp 
65 70 75 80 



Asp His Val Asp Ser Gin Asp Ser He Asp Ser Asn Asp Ser Asp Asp 
85 - 90 95 
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Val Asp Asp Thr Asp Asp Ser His Gin Ser Asp Glu Ser His His Ser 
100 105 HO 

Asp Glu Ser Asp Glu Leu Val Thr Asp Phe Pro Thr Asp Leu Pro Ala 
115 120 125 

Thr Glu Val Phe Thr Pro Val Val Pro Thr Val Asp Thr Tyr Asp Gly 
130 135 "0 

Arg Gly Asp Ser Val Val Met Asp Leu Arg Ser Lys Ser Lys Lys Leu 
145 150 155 160 

Arg Arg Pro Glu Tyr Ser Thr Leu Met Leu Gin Thr Arg Thr Ser Ala 
165 170 175 

His Asn Gly Lys Arg Gly Val Asp Met Val His Thr Arg Ala Pro Arg 
180 185 190 

Gly Gin Thr Asp Thr Ala Pro Arg Ala Ala Gly His Ala Asn Thr Lys 
195 200 205 

Ser Ser Ala Asp Gin Pro Asn Arg Asp Arg His Lys Thr Ala Asp Glu 
210 215 220 

Lys Glu Pro Glu Asp Glu Thr Gin Arg Ser Ala Thr Glu Gly His Lys 
225 230 235 240 

<210> 262 

<211> 198 

<212> PRT 

<213> Homo sapien 

<400> 262 

Ala Ser Leu Val Thr Ser Ser Asn Tyr He Ser Arg Lys Leu Glu Glu 
1*5 10 15 

Glu Ala Glu His Ser He Val Gly Thr Arg Leu Val Ser Gly Gin Leu 
20 25 30 

Gin Pro Ser Gin Pro Asn Ala Asp Gin Gly Lys Leu Thr Thr Met Arg 
35 40 45 

He Ala Val He Cys Phe Cys Leu Leu Gly He Thr Cys Ala He Pro 
50 55 60 



Val Lys Gin Ala Asp Ser Gly Ser Ser Glu Glu Lys Gin Leu Tyr Asn 
65 * 70 75 80 



WO 2004/092338 



348 



PCT/US2004/011104 



Lys Tyr Pro Asp Ala Val Ala Thr Trp Leu Asn Pro Asp Pro Ser Gin 
85 90 95 

Lys Gin Asn Leu Leu Ala Pro Gin Thr Leu Pro Ser Lys Ser Asn Glu 
100 105 110 

Ser His Asp His Met Asp Asp Met Asp Asp Glu Asp Asp Asp Asp His 
115 120 125 

Val Asp Ser Gin Asp Ser lie Asp Ser Asn Asp Ser Asp Asp Val Asp 
130 135 140 

Asp Thr Asp Asp Ser His Gin Ser Asp Glu Ser His His Ser Asp Glu 
145 150 155 160 

Ser Asp Glu Leu Val Thr Asp Phe Pro Thr Asp Leu Pro Ala Thr Glu 
165 170 175 

Val Phe Thr Pro Val Val Pro Thr Val Asp Thr Tyr Asp Gly Arg Gly 
180 185 190 



Asp Ser Val Val Met Asp 
195 



<210> 263 

<211> 170 

<212> PRT 

<213> Homo sapien 

<400> 263 

Met Asp Asp Met Asp Asp Glu Asp Asp Asp Asp His Val Asp Ser Gin 
15 10 15 

Asp Ser lie Asp Ser Asn Asp Ser Asp Asp Val Asp Asp Thr Asp Asp 
20 25 30 



Ser His Gin Ser Asp Glu Ser His His Ser Asp Glu Ser Asp Glu Leu 
35 40 45 



Val Thr Asp Phe Pro Thr Asp Leu Pro Ala Thr Glu Val Phe Thr Pro 
50 55 60 



Val Val Pro Thr Val Asp Thr Tyr Asp Gly Arg Gly Asp Ser Val Val 
65 70 75 80 
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Met Asp Leu Arg Ser Lys Ser Lys Lys Leu Arg Arg Pro Glu Tyr Ser 
85 90 "95 

Thr Leu Met Leu Gin Thr Arg Thr Ser Ala His Asn Gly Lys Arg Gly 
100 105 110 

Val Asp Met Val His Thr Arg Ala Pro Arg Gly Gin Thr Asp Thr Ala 
115 120 125 

Pro Arg Ala Ala Gly His Ala Asn Thr Lys Ser Ser Ala Asp Gin Pro 
130 135 140 

Asn Arg Asp Arg His Lys Thr Ala Asp Glu Lys Glu Pro Glu Asp Glu 
145 ~ ~ 150 155 160 

Thr Gin Arg Ser Ala Thr Glu Gly His Lys 
165 170 



<210> 264 

<211> 137 

<212> PRT 

<213> Homo sapien 

<400> 264 

Ala Ser Pro Val Pro Tyr Gin Leu Asn Arg Leu lie Leu Glu Val Leu 
15 10 15 

Arg Asp Pro Ser Gin Lys Gin Asn Leu Leu Ala Pro Gin Asn Ala Val 
20 25 30 



Ser Ser Glu Glu Thr Asn Asp Phe Lys Gin Glu Thr Leu Pro Ser Lys 
35 40 45 



Ser Asn Glu Ser His Asp His Met Asp Asp Met Asp Asp Glu Asp Asp 
50 55 60 

Asp Asp His Val Asp Ser Gin Asp Ser lie Asp Ser Asn Asp Ser Asp 
65 70 75 80 

Asp Val Asp Asp Thr Asp Asp Ser His Gin Ser Asp Glu Ser His His 
85 90 95 



Ser Asp Glu Ser Asp Glu Leu Val Thr Asp Phe Pro Thr Asp Leu Pro 
100 105 110 



Ala Thr Glu Val Phe Thr Pro Val Val Pro Thr Val Asp Thr Tyr Asp 
115 120 125 



WO 2004/092338 



350 



PCT/US2004/011104 



Gly Arg Gly Asp Ser Val Val Met Asp 
130 135 



<210> 265 

<211> 156 

<212> PRT 

<213> Homo sapien 

<400> 265 

Met Val Thr Pro Pro Ser Pro Pro Lys Ser Pro Pro Cys Met Gin Gly 
15 10 15 

lie Glu Gly Ser Cys Arg Gly Asp Pro Val Arg Pro Ser Ala lie Cys 
20 25 30 

Pro Pro Arg Leu Leu Asp Val Gly Val Gly Met Ser His Pro Pro Ala 
35 40 45 



Ala Ser His Gly Thr Ser Gly Thr Pro Glu Leu Pro Thr Trp Arg Leu 
50 55 60 

Leu Val Cys Glu Glu Pro Val Val Pro Val Pro Ala Gly Thr Gly Leu 
65 70 75 80 

Gly Leu Val Arg Pro Trp Gly Leu Arg Leu Val Phe Leu Cys Leu Asp 
85 90 95 



Leu His lie Tyr Cys He Ala Gly Arg Asp Pro Gin Ala Cys Pro Pro 
100 105 HO 

Cys Gin Asp Ser Ser Gly Ser Val Trp Val Pro His Ser Ala Pro He 
115 120 125 

Ser Pro Met Ser Pro Ala Gly Ala Gly Ser His Pro Ser Leu Leu Ala 
130 135 140 



Ala Ala Pro Ser Arg Pro Gly He Gly Ser Ala Arg 
145 150 155 



<210> 266 

<211> 195 

<212> PRT 

<213> Homo sapien 

<400> 266 



Arg Val Leu Pro Val Arg Pro Cys Pro Ala Gin Cys His Leu Pro Pro 
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10 15 



Glu Ala Ala Arg Cys Arg Cys Arg His Val Pro Pro Thr Arg Arg Leu 
20 25 30 

Pro Arg Thr Ser Gly Thr Pro Glu Leu Pro Thr Trp Arg Leu Leu Val 
35 40 45 



Cys Glu Glu Pro Val Val Pro Val Pro Ala Gly Thr Gly Leu Gly Leu 
50 55 60 

Val Arg Pro Gly Val Cys Ala Trp Ser Phe Cys Ala Trp He Cys He 
65 " 70 75 80 



Phe He Ala Leu Leu Val Glu Thr Pro Arg Pro Val His Pro Ala Lys 
85 90 95 



Thr Pro Gin Ala Ala Cys Gly Ser Arg Thr Leu Pro Pro Phe Pro Arg 
100 105 HO 



Cys Pro Leu Arg Ala Arg Ala Ala Thr Gin Ala Cys Trp Leu Arg Pro 
115 120 125 

Pro Leu Gly Gin Ala Leu Ala Gin Pro Ala Glu Trp Gly Val Val Gly 
130 135 140 

Gin Ser Pro Arg Ser Trp Ala Pro Ala Gin Ala His Arg Ala Arg Pro 
145 150 155 160 

His Pro Ala Ala Pro Arg Thr Ala Thr Arg Gly Val Leu Pro Leu Cys 
165 170 175 



Pro Ala Pro Gly Thr Asn Ser Met Phe Gly Val Cys Leu Cys Leu Phe 
180 185 190 



Phe Lys Lys 
195 



<210> 267 

<211> 376 

<212> PRT 

<213> Homo sapien 

<400> 267 



Met Ser He Leu Lys He His Ala Arg Glu He Phe Asp Ser Arg Gly 
15 10 15 
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Asn Pro Thr Val Glu Val Asp Leu Phe Thr Ser Lys Gly Leu Phe Arg 
20 25 30 

Ala Ala Val Pro Ser Gly Ala Ser Thr Gly He Tyr Glu Ala Leu Glu 
35 40 * 45 

Leu Arg Asp Asn Asp Lys Thr Arg Tyr Met Gly Lys Gly Val Ser Lys 
50 55 60 

Ala Val Glu His He Asn Lys Thr He Ala Pro Ala Leu Val Ser Lys 
65 70 75 80 

Lys Leu Asn Val Thr Glu Gin Glu Lys He Asp Lys Leu Met He Glu 
85 90 95 

Met Asp Gly Thr Glu Asn Lys Ser Lys Phe Gly Ala Asn Ala He Leu 
100 105 HO 

Gly Val Ser Leu Ala Val Cys Lys Ala Gly Ala Val Glu Lys Gly Val 
115 120 125 

Pro Leu Tyr Arg His He Ala Asp Leu Ala Gly Asn Ser Glu Val He 
130 135 140 

Leu Pro Val Pro Ala Phe Asn Val He Asn Gly Gly Ser His Ala Gly 
145 150 155 160 

Asn Lys Leu Ala Met Gin Glu Phe Met He Leu Pro Val Gly Ala Ala 
165 170 175 

Asn Phe Arg Glu Ala Met Arg He Gly Ala Glu Val Tyr His Asn Leu 
180 185 190 

Lys Asn Val He Lys Glu Lys Tyr Gly Lys Asp Ala Thr Asn Val Gly 
195 200 205 

Asp Glu Gly Gly Phe Ala Pro Asn He Leu Glu Asn Lys Glu Gly Leu 
210 215 220 

Glu Leu Leu Lys Thr Ala He Gly Lys Ala Gly Tyr Thr Asp Lys Val 
225 230 235 240 



val He Gly Met Asp Val Ala Ala Ser Glu Phe Phe Arg Ser Gly Lys 
245 250 255 



WO 2004/092338 _ PCT/US2004/011104 
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Tyr Asp Leu Asp Phe Lys Ser Pro Asp Asp Pro Ser Arg Tyr He Ser 
260 265 270 

Pro Asp Gin Leu Ala Asp Leu Tyr Lys Ser Phe He Lys Asp Tyr Pro 
275 . . 280 285 

Val Val Ser He Glu Asp Pro Phe Asp Gin Asp Asp Trp Gly Ala Trp 
290 295 300 

Gin Lys Phe Thr Ala Ser Ala Gly He Gin Val Val Gly Asp Asp Leu 
305 310 315 320 

Thr Val Thr Asn Pro Lys Arg He Ala Lys Ala Arg Glu Arg Glu Val 
325 330 335 

Leu Gin Leu Pro Pro Ala Gin Ser Gin Pro Asp Trp Leu Arg Asp Arg 
340 345 350 

Val Ser Ser Gly Val Gin Ala Gly Pro Gly Gin Trp Leu Gly Arg His 
355 360 365 

Gly Val Ser Ser Phe Gly Gly Asp 
370 375 

<210> 268 

<211> 404 

<212> PRT 

<213> Homo sapien 

<400> 268 

Met Ser He Leu Lys He His Ala Arg Glu He Phe Asp Ser Arg Gly 
15 10 15 

Asn Pro Thr Val Glu Val Asp Leu Phe Thr Ser Lys Gly Leu Phe Arg 
20 25 30 

Ala Ala Val Pro Ser Gly Ala Ser Thr Gly He Tyr Glu Ala Leu Glu 
35 40 45 

Leu Arg Asp Asn Asp Lys Thr Arg Tyr Met Gly Lys Gly Val Ser Lys 
50 55 60 

Ala Val Glu His He Asn Lys Thr He Ala Pro Ala Leu Val Ser Lys 
65 70 75 80 



Lys Leu Asn Val Thr Glu Gin Glu Lys He Asp Lys Leu Met He Glu 
8 5 90 95 
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Met Asp Gly Thr Glu Asn Lys Ser Lys Phe Gly Ala Asn Ala lie Leu 
100 105 HO 

Gly Val Ser Leu Ala Val Cys Lys Ala Gly Ala Val Glu Lys Gly Val 
115 120 125 

Pro Leu Tyr Arg His He Ala Asp Leu Ala Gly Asn Ser Glu Val He 
130 135 140 

Leu Pro Val Pro Ala Phe Asn Val He Asn Gly Gly Ser His Ala Gly 
145 150 155 160 

Asn Lys Leu Ala Met Gin Glu Phe Met He Leu Pro Val Gly Ala Ala 
165 170 175 

Asn Phe Arg Glu Ala Met Arg He Gly Ala Glu Val Tyr His Asn Leu 
180 185 190 

Lys Asn Val He Lys Glu Lys Tyr Gly Lys Asp Ala Thr Asn Val Gly 
195 200 205 

Asp Glu Gly Gly Phe Ala Pro Asn He Leu Glu Asn Lys Glu Gly Leu 
210 215 220 

Glu Leu Leu Lys Thr Ala He Gly Lys Ala Gly Tyr Thr Asp Lys Val 
225 * 230 235 240 

Val He Gly Met Asp Val Ala Ala Ser Glu Phe Phe Arg Ser Gly Lys 
245 250 255 

Tyr Asp Leu Asp Phe Lys Ser Pro Asp Asp Pro Ser Arg Tyr He Ser 
260 265 270 

Pro Asp Gin Leu Ala Asp Leu Tyr Lys Ser Phe He Lys Asp Tyr Pro 
275 280 285 

Val Val Ser He Glu Asp Pro Phe Asp Gin Asp Asp Trp Gly Ala Trp 
290 295 300 

Gin Lys Phe Thr Ala Ser Ala Gly He Gin Val Val Gly Asp Asp Leu 
305 310 315 320 

Thr Val Thr Asn Pro Lys Arg He Ala Lys Ala Arg Glu Arg Glu Val 
325 330 335 
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Leu Gin Leu Pro Pro Ala Gin Ser Gin Pro Asp Trp Leu Arg Asp Gin 
340 345 350 



Leu Ala Asp Leu Tyr Lys Ser Phe lie Lys Asp Tyr Pro Val Val Ser 
355 360 365 



lie Glu Asp Pro Phe Glu Leu Pro Gly Ala Leu Leu Ala Ala Leu Ala 
370 375 380 



Leu Gin Ser Cys Asn Trp Pro Lys Ser Leu Phe Phe Ser Pro His Phe 
385 390 395 400 



Pro Pro Ser Val 



<210> 269 

<211> 113 

<212> PRT 

<213> Homo sapien 

<400> 269 

Met Thr Thr Ser Gin Lys His Arg Asp Phe Val Ala Glu Pro Met Gly 
15 10 15 

Glu Lys Pro Val Gly Ser Leu Ala Gly He Gly Glu Val Leu Gly Lys 
20 25 30 

Lys Leu Glu Glu Arg Gly Phe Asp Lys Val Trp Gly Gly Cys Val Tyr 
35 40 45 

Leu Val Gin Ala Ala Gly Gly Arg Glu Val He Pro Ser Ala Gly Gly 
50 55 60 

Trp Thr Val Arg Tyr Asn Leu Lys Arg Leu Pro Glu Pro Gly His Leu 
65 70 75 80 

Val Glu Arg Arg Gly Gly Gin Asn Pro Arg Cys Phe Leu Gly Leu Cys 
85 90 95 

Ala Leu Asn Gly Thr Gly Met Ala Val Leu Leu Leu Ser Leu Thr Glu 
100 105 HO 



His 



<210> 270 
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<211> 30 

<212> PRT 

<213> Homo sapien 

<400> 270 

Thr Arg Gly Ser Thr Asp Ala Trp Val Asp Pro Arg Val Arg Gin Met 
15 10 15 



Thr Asp Leu Val Thr Pro Pro Ala Asn He Gin Ser Gly Met 
20 25 30 



<210> 271 

<211> 66 

<212> PRT 

<213> Homo sapien 

<400> 271 



Pro Thr Trp Ser Leu Leu Leu 
1 5 


Pro 


Thr 


Phe 
10 


Ser Leu 


Val Cys 


Glu 
15 


Ala 


Cys Val Lys Gin Glu Leu Leu 
20 


Glu 


Leu 
25 


Gin 


Gly Gin 


Gly Ala 
30 


He 


He 


Pro Ala Trp Glu Ser Trp Lys 
35 


Thr 
40 


Ser 


Cys 


Arg Ser 


Gin Arg 
45 


Ser 


He 


Leu Thr Leu Lys Met Gly Arg Met 
50 55 


Phe 


Phe 


Leu Arg 
60 


Thr Asn 


Ser 


Phe 


Val Phe 
65 
















<210> 272 
<211> 249 
<212> PRT 
<213> Homo sapien 
















<400> 272 
















Met Thr Thr Thr He Arg Gin 
1 5 


Phe 


Thr 


Ser 
10 


Ser Ser 


Ser He 


Lys 
15 


Gly 


Ser Ser Gly Leu Gly Gly Gly 
20 


Ser 


Ser Arg 
25 


Thr Ser 


Cys Arg 
30 


Leu 


Ser 


Gly Gly Leu Gly Ala Gly Ser 
35 


Cys 
40 


Arg 


Leu 


Gly Ser 


Ala Gly 
45 


Gly 


Leu 



Gly Ser Thr Leu Gly Gly Ser Ser Tyr Ser Ser Cys Tyr Ser Phe Gly 
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55 



60 



Ser Gly Gly Gly Tyr Gly Ser Ser Phe Gly Gly Val Asp Gly Leu Leu 
65 70 75 80 



Ala Gly Gly Glu Lys Ala Thr Met Gin Asn Leu Asn Asp Arg Leu Ala 
85 90 95 



Ser Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu Ala Asn Thr Glu Leu 
100 105 HO 



Glu Val Lys He Arg Asp Trp Tyr Gin Arg Gin Ala Pro Gly Pro Ala 
115 120 125 



Arg Asp Tyr Ser Gin Tyr Tyr Arg Thr He Glu Glu Leu Gin Asn Lys 
130 135 140 



He Leu Thr Ala Thr Val Asp Asn Ala Asn He Leu Leu Gin He Asp 
145 150 155 160 



Asn Ala Arg Leu Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu 
165 170 175 



Gin Gly Leu Arg Leu Ser Val Glu Ala Asp He Asn Gly Leu Arg Gin 
180 185 190 



Gly Ala Gly Glu Glu Trp Pro Trp Gin Lys Arg Asp Arg Glu Met Arg 
195 200 205 

Asn Gly Arg Thr Gin Gly Glu Pro Ala Thr Glu Glu Asn Pro Gly Gly 
210 215 220 



Asp Glu Thr Leu Lys Pro Gly Gly Gly Asp Thr Ala Gly Trp Pro Pro 
225 230 235 240 



Gin Gly Gly Gly Ala Asn Gin He Gly 
24 5 



<210> 273 

<211> 247 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (221) . . (221) 

<223> x=any amino acid 
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<400> 273 

Pro Thr Gin Leu Gly Ala Pro Leu Leu Ser Ser Pro Ser Pro Val Cys 
15 10 15 

Leu Pro Pro Ala Ala Ala Thr Met Thr Thr Thr lie Arg Gin Phe Thr 
20 25 30 

Ser Ser Ser Ser lie Lys Gly Ser Ser Gly Leu Gly Gly Gly Ser Ser 
35 40 45 

Arg Thr Ser Cys Arg Leu Ser Gly Gly Leu Gly Ala Gly Ser Cys Arg 
50 55 60 

Leu Gly Ser Ala Gly Gly Leu Gly Ser Thr Leu Gly Gly Ser Ser Tyr 
65 70 75 80 

Ser Ser Cys Tyr Ser Phe Gly Ser Gly Gly Gly Tyr Gly Ser Ser Phe 
85 90 95 

Gly Gly Val Asp Gly Leu Leu Ala Gly Gly Glu Lys Ala Thr Met Gin 
100 105 110 

Asn Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg Ala Leu 
115 120 125 

Glu Glu Ala Asn Thr Glu Leu Glu Val Lys He Arg Asp Trp Tyr Gin 
130 135 140 

Arg Gin Ala Pro Gly Pro Ala Arg Asp Tyr Ser Gin Tyr Tyr Arg Thr 
145 150 155 160 

He Glu Glu Leu Gin Asn Lys He Leu Thr Ala Thr Val Asp Asn Ala 
165 170 175 

Asn He Leu Leu Gin He Asp Asn Ala Arg Leu Ala Ala Asp Asp Phe 
180 185 190 

Arg Thr Lys Phe Glu Thr Glu Gin Gly Leu Arg Leu Ser Val Glu Ala 
195 200 205 

Asp He Asn Gly Leu Arg Gin Gly Ala Gly Lys Met Xaa Leu Ala Glu 
210 215 220 



Ala Gly Pro Gly Asp Ala Lys Trp Glu Asn Pro Arg Gly Ala Gly Tyr 
225 * 230 235 240 
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Gly Arg Lys Pro Arg Gly Gly 
245 



<210> 274 

<211> 156 

<212> PRT 

<213> Homo sapien 

<400> 274 



Met Gin Cys Phe Ser Phe He Lys Thr Met Met He Leu Phe Asn Leu 
15 10 15 



Leu He Phe Leu Cys Gly Ala Ala Leu Leu Ala Val Gly He Trp Val 
20 25 30 



Ser He Asp Gly Ala Ser Phe Leu Lys He Phe Gly Pro Leu Ser Ser 
35 40 45 

Ser Ala Met Gin Phe Val Asn Val Gly Tyr Phe Leu He Ala Ala Gly 
50 55 60 

Val Val Val Phe Ala Leu Gly Phe Leu Gly Cys Tyr Gly Ala Lys Thr 
65 70 75 80 

Glu Ser Lys Cys Ala Leu Val Thr Phe Phe Phe He Leu Leu Leu He 
85 90 95 



Phe lie Ala Glu Val Ala Ala Ala Val Val Ala Leu Val Tyr Thr Thr 
100 105 HO 



Met Val Arg His Trp Asp Gly Gly Arg Glu Glu Asp Trp Ala Lys Pro 
115 120 125 



Trp Glu Trp Ala Val Ala Cys Glu Trp Pro Pro Ser Val Pro Ala Pro 
130 135 140 



Lys His Trp Pro Ala Ser Pro Arg Leu Ser Thr Ser 
145 150 155 



<210> 275 

<211> 295 

<212> PRT 

<213> Homo sapien 

<400> 275 



Met Gin Phe Val Asn Val Gly Tyr Phe Leu He Ala Ala Gly Val Val 
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15 10 15 

Val Phe Ala Leu Gly Phe Leu Gly Cys Tyr Gly Ala Lys Thr Glu Ser 
20 25 30 

Lys Cys Ala Leu Val Thr Val Cys Glu Thr Gin Leu His Arg Leu Met 
35 40 45 

Thr Lys Ser Pro Leu Ala Leu Asp Thr Arg Pro Trp Asp Ser Gin Thr 
50 55 60 

Leu Leu Trp Thr Pro Leu Gly Ser Gly Phe Cys Leu Thr Phe Pro Gly 
65 70 75 80 

Gly Gly Leu Gly Gin Gly Gly His Glu Gly Leu Ser Leu Pro Lys Thr 
85 90 95 

Gin Thr Pro Val Pro His Ser Phe Phe Phe lie Leu Leu Leu lie Phe 
100 105 110 

lie Ala Glu Val Ala Ala Ala Val Val Ala Leu Val Tyr Thr Thr Met 
115 120 125 

Val Arg His Trp Asp Gly Gly Arg Glu Glu Asp Trp Ala Lys Pro Trp 
130 135 140 

Glu Trp Ala Val Ala Cys Glu Trp Pro Pro Ser Val Pro Ala Pro Lys 
145 150 155 160 

His Trp Pro Ala Phe Thr Gin Ala Glu His Phe Leu Thr Leu Leu Val 
165 170 175 

Val Pro Ala lie Lys Lys Asp Tyr Gly Ser Gin Glu Asp Phe Thr Gin 
180 185 190 

Val Trp Asn Thr Thr Met Lys Gly Leu Lys Cys Cys Gly Phe Thr Asn 
195 200 205 

Tyr Thr Asp Phe Glu Asp Ser Pro Tyr Phe Lys Glu Asn Ser Ala Phe 
210 215 220 

Pro Pro Phe Cys Cys Asn Asp Asn Val Thr Asn Thr Ala Asn Glu Thr 
225 230 235 240 



Cys Thr Lys Gin Lys Ala His Asp Gin Lys Val Glu Gly Cys Phe Asn 
245 250 255 
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Gin Leu Leu Tyr Asp lie Arg Thr Asn Ala Val Thr Val Gly Gly Val 
260 265 270 



Ala Ala Gly lie Gly Gly Leu Glu Leu Ala Ala Met lie Val Ser Met 
275 280 285 



Tyr Leu Tyr Cys Asn Leu Gin 
290 295 



<210> 276 

<211> 207 

<212> PRT 

<213> Homo sapien 

<400> 276 

Pro Leu Ser Pro Gin Leu Cys Gly Ala Ala Leu Leu Ala Val Gly He 
15 10 15 

Trp Val Ser He Asp Gly Ala Ser Phe Leu Lys He Phe Gly Pro Leu 
20 25 30 



Ser Ser Ser Ala Met Gin Phe Val Asn Val Gly Tyr Phe Leu He Ala 
35 40 45 

Ala Gly Val Val Val Phe Ala Leu Gly Phe Leu Gly Cys Tyr Gly Ala 
50 55 60 

Lys Thr Glu Ser Lys Cys Ala Leu Val Thr Val Cys Glu Thr Gin Leu 
65 70 75 80 

His Arg Leu Met Thr Lys Ser Pro Leu Ala Leu Asp Thr Arg Pro Trp 
85 90 95 



Asp Ser Gin Thr Leu Leu Trp Thr Pro Leu Gly Ser Gly Phe Cys Leu 
100 105 HO 



Thr Phe Pro Gly Gly Gly Leu Gly Gin Gly Gly His Glu Gly Leu Ser 
115 120 125 



Leu Pro Lys Thr Gin Thr Pro Val Pro His Ser Phe Phe Phe He Leu 
130 135 140 



Leu Leu He Phe He Ala Glu Val Ala Ala Ala Val Val Ala Leu Val 
145 150 155 160 
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Tyr Thr Thr Met Val Arg His Trp Asp Gly Gly Arg Glu Glu Asp Trp 
165 170 175 

Ala Lys Pro Trp Glu Trp Ala Val Ala Cys Glu Trp Pro Pro Ser Val 
180 185 190 

Pro Ala Pro Lys His Trp Pro Ala Ser Pro Arg Leu Ser Thr Ser 
195 200 205 



<210> 277 

<211> 110 

<212> PRT 

<213> Homo sapien 

<400> 277 

Gly Arg Leu Leu Leu Leu Asn Ser Arg Pro Arg Arg Leu Lys Gly Leu 
15 10 15 

Lys Cys Cys Gly Phe Thr Asn Tyr Thr Asp Phe Glu Asp Ser Pro Tyr 
20 25 30 

Phe Lys Glu Asn Ser Ala Phe Pro Pro Phe Cys Cys Asn Asp Asn Val 
35 40 45 

Thr Asn Thr Ala Asn Glu Thr Cys Thr Lys Gin Lys Ala His Asp Gin 
50 55 60 

Lys Val Glu Gly Cys Phe Asn Gin Leu Leu Tyr Asp lie Arg Thr Asn 
65 70 75 80 

Ala Val Thr Val Gly Gly Val Ala Ala Gly He Gly Gly Leu Glu Leu 
85 90 95 

Ala Ala Met He Val Ser Met Tyr Leu Tyr Cys Asn Leu Gin 
100 105 HO 



<210> 278 

<211> 110 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<223> x=any amino acid 



<400> 278 

Gly Arg Leu Leu Leu Leu Asn Ser Arg Pro Arg Arg Leu Xaa Gly Leu 
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15 10 15 

Lys Cys Cys Gly Phe Thr Asn Tyr Thr Asp Phe Glu Asp Ser Pro Tyr 
20 25 3 0 

Phe Lys Glu Asn Ser Ala Phe Pro Pro Phe Cys Cys Asn Asp Asn Val 
35 40 45 

Thr Asn Thr Ala Asn Glu Thr Cys Thr Lys Gin Lys Ala His Asp Gin 
50 55 60 

Lys Val Glu Gly Cys Phe Asn Gin Leu Leu Tyr Asp lie Arg Thr Asn 
65 70 75 80 

Ala Val Thr Val Gly Gly Val Ala Ala Gly He Gly Gly Leu Glu Leu 
85 90 95 

Ala Ala Met He Val Ser Met Tyr Leu Tyr Cys Asn Leu Gin 
100 105 HO 



<210> 279 

<211> 156 

<212> PRT 

<213> Homo sapien 

<400> 279 

Met Gin Cys Phe Ser Phe He Lys Thr Met Met He Leu Phe Asn Leu 
15 10 15 

Leu He Phe Leu Cys Gly Ala Ala Leu Leu Ala Val Gly He Trp Val 
20 25 30 



Ser He Asp Gly Ala Ser Phe Leu Lys He Phe Gly Pro Leu Ser Ser 
35 40 45 

Ser Ala Met Gin Phe Val Asn Val Gly Tyr Phe Leu He Ala Ala Gly 
50 55 60 

Val Val Val Phe Ala Leu Gly Phe Leu Gly Cys Tyr Gly Ala Lys Thr 
65 70 75 80 

Glu Ser Lys Cys Ala Leu Val Thr Phe Phe Phe He Leu Leu Leu He 
85 90 95 



Phe He Ala Glu Val Ala Ala Ala Val Val Ala Leu Val Tyr Thr Thr 
100 105 HO 



WO 2004/092338 PCT/US2004/011104 

364 

Met Val Arg His Trp Asp Gly Gly Arg Glu Glu Asp Trp Ala Lys Pro 
115 120 125 

Trp Glu Trp Ala Val Ala Cys Glu Trp Pro Pro Ser Val Pro Ala Pro 
130 ' 135 14 0 

Lys His Trp Pro Ala Ser Pro Arg Leu Ser Thr Ser 

150 155 



145 




<210> 


280 


<211> 


171 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


280 


Met Leu Glu Arg Arg 


1 


5 



10 15 



Cys Phe Gly Leu Val Tyr Tyr Val Leu Val Gly Leu Thr Val Leu Ser 
20 25 30 



Gin Val Pro Met Asp Gly Arg Asn Ala Tyr He Thr Gly Lys Asn Leu 
35 40 45 



Leu Met Gin Ala Arg Trp Phe His He Leu Gly Met Met Met Phe He 
50 55 60 



Trp Ser Ser Ala His Gin Tyr Lys Cys His Val He Leu Gly Asn Leu 
65 70 75 80 



Arg Lys Asn Lys Ala Gly Val Val lie His Cys Asn His Arg He Pro 
85 90 95 



Phe Gly Asp Trp Phe Glu Tyr Val Ser Ser Pro Asn Tyr Leu Ala Glu 
100 105 110 



Leu Met He Tyr Val Ser Met Ala Val Thr Phe Gly Phe His Asn Leu 
115 120 125 



Thr Trp Trp Leu Val Val Thr Asn Val Phe Phe Asn Gin Ala Leu Ser 
130 * 135 140 



Ala Phe Leu Ser His Gin Phe Tyr Lys Ser Lys Phe Val Ser Tyr Pro 
145 150 155 160 



Lys 



His Arg Lys Ala Phe Leu Pro Phe Leu Phe 



WO 2004/092338 



165 



365 
170 



PCT/US2004/011104 



<210> 281 

<211> 101 

<212> PRT 

<213> Homo sapien 

<400> 281 

Met He Thr His Gly Ser Asp Thr Gly Lys Lys Arg lie Arg Arg Gly 
1 5 10 15 



Gly Asn He Leu Val Ala Lys Glu His Pro Arg Thr He Arg Ala Val 
20 25 30 



Gly Ala Pro Asn Asn Val Val Gly Asp Thr Asp His Pro His Arg Arg 
35 40 45 



Asp Tyr He Arg Ala Pro Leu Glu Pro Arg Thr He Met Gin He Leu 
50 55 60 



Arg Arg Gly Tyr Cys Gly Arg Leu Asn Arg Gin Ala Ala Ser Asn Gly 
65 70 75 80 



Asp Pro Ala Gly Arg Arg Leu Gly Asp Ser Gly Lys Arg Arg Leu Ser 
85 90 * 95 



His Leu Phe Ser Arg 
100 



<210> 282 

<211> 120 

<212> PRT 

<213> Homo sapien 

<400> 282 

He Lys Ser Glu Thr Ser Thr Thr Ser Leu Lys Trp Ala Glu Ser Leu 
1 5 10 15 



Leu Leu Thr Leu Asp Leu Glu Lys Pro Val Ser Leu Leu Leu Ser Val 
20 25 30 



Thr Asn Leu Tyr Ser Lys Asn Ser Ala Gin Phe Ser Thr He Leu Gin 
35 40 45 



Thr Leu Ser Phe Pro Ala Thr Phe Thr Pro Ser Pro Ser He Pro Leu 
50 55 60 
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366 

Ser Ser Ala Tyr Phe Phe Phe Phe Ser Asp Arg Val Ser Leu Cys Arg 
65 70 75 80 

Pro Gly Arg Ser Ala Val Ala Gin Ser Trp Ala His Cys Ser Leu Asn 
85 90 95 

Leu Pro Gly Ser Ser Asp Ser Pro Ala Ser Ala Pro Gin Val Ala Gly 
100 105 110 

Thr Thr Ser Ala His His His Ala 

120 





115 


<210> 


283 


<211> 


386 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


283 



Asn Leu Asp Trp Ala Gly Pro Leu Leu Cys His Leu Lys Gly Leu Gly 
15 10 15 

His Ala Ser Leu Ser Ser Trp Glu Thr Leu Thr Gly Ser Leu Gly Ser 
20 25 30 



Gin Ser He Lys Trp Arg Arg Phe Leu Pro Ser Glu Pro Thr Leu Leu 
35 40 45 

Gly Phe Ser Gly Gin He Ser Pro Gly Pro Gly Ser Ala Arg Arg Gly 
50 55 60 

Thr Gly Pro Pro Ser Ala Ser Asp Leu Arg Ala Pro Gly His Ser Pro 
65 ~ 70 75 80 

Gly His Ser Pro Ala His Leu Pro Arg Pro Arg Pro Pro Arg Ala Pro 
85 90 95 



Ala Gly Ser Ala Pro Ala He Cys Pro Thr Gly Arg Ala Pro Ser Trp 
100 105 110 



Pro Ala Pro Ala Arg His Asp Arg Cys Pro Pro Leu Ala Phe Leu Thr 
115 120 125 



Gin Gly Leu Arg Trp Leu Arg Ser Pro Gly Ser Cys Arg Gin Gly Gin 
130 135 140 



Glu Gly Ser Gly Thr Trp Lys Met Arg Pro Leu Ala Gly Gly Leu Leu 
145 * 150 155 160 
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367 



Lys Val Val Phe Val Val Phe Ala Ser Leu Cys Ala Trp Tyr Ser Gly 
165 170 175 



Tyr Leu Leu Ala Glu Leu lie Pro Asp Ala Pro Leu Ser Ser Ala Ala 
180 185 190 



Tyr Ser He Arg Ser He Gly Glu Arg Pro Val Leu Lys Ala Pro Val 
195 200 205 



Pro Lys Arg Gin Lys Cys Asp His Trp Thr Pro Cys Pro Ser Asp Thr 
210 215 220 



Tyr Ala Tyr Arg Leu Leu Ser Gly Gly Gly Arg Ser Lys Tyr Ala Lys 
225 230 235 240 



He Cys Phe Glu Asp Asn Leu Leu Met Gly Glu Gin Leu Gly Asn Val 
245 250 255 



Ala Arg Gly He Asn He Ala He Val Asn Tyr Val Thr Gly Asn Val 
260 265 270 



Thr Ala Thr Arg Cys Phe Asp Met Tyr Glu Gly Asp Asn Ser Gly Pro 
275 280 285 



Met Thr Lys Phe He Gin Ser Ala Ala Pro Lys Ser Leu Leu Phe Met 
290 295 300 



Val Thr Tyr Asp Asp Gly Ser Thr Arg Leu Asn Asn Asp Ala Lys Asn 
305 310 315 320 

Ala He Glu Ala Leu Gly Ser Lys Glu He Arg Asn Met Lys Phe Arg 
325 330 335 



Ser Ser Trp Val Phe He Ala Ala Lys Gly Leu Glu Leu Pro Ser Glu 
340 345 350 



He Gin Arg Glu Lys He Asn His Ser Asp Ala Lys Asn Asn Arg Tyr 
355 360 365 



Ser Gly Trp Pro Ala Glu He Gin He Glu Gly Cys He Pro Lys Glu 
370 *" 375 380 



Arg Ser 
385 



WO 2004/092338 



368 



PCTYUS2004/011104 



<210> 284 

<211> 296 

<212> PRT 

<213> Homo sapien 

<400> 284 

Asn Leu Asp Trp Ala Gly Pro Leu Leu Cys His Leu Lys Gly Leu Gly 
15 10 15 

His Ala Ser Leu Ser Ser Trp Glu Thr Leu Thr Gly Ser Leu Gly Ser 
20 25 30 

Gin Ser He Lys Trp Arg Arg Phe Leu Pro Ser Glu Pro Thr Leu Leu 
35 40 45 

Gly Phe Ser Gly Gin He Ser Pro Gly Pro Gly Ser Ala Arg Arg Gly 
50 55 60 

Thr Gly Pro Pro Ser Ala Ser Asp Leu Arg Ala Pro Gly His Ser Pro 
65 70 75 80 

Gly His Ser Pro Ala His Leu Pro Arg Pro Arg Pro Pro Arg Ala Pro 
85 90 95 

Ala Gly Ser Ala Pro Ala He Cys Pro Thr Gly Arg Ala Pro Ser Trp 
100 105 HO 

Pro Ala Pro Ala Arg His Asp Arg Cys Pro Pro Leu Ala Phe Leu Thr 
115 120 125 

Gin Gly Leu Arg Trp Leu Arg Ser Pro Gly Ser Cys Arg Gin Gly Gin 
130 135 140 

Glu Gly Ser Gly Thr Trp Lys Met Arg Pro Leu Ala Gly Gly Leu Leu 
145 * 150 155 160 

Lys Val Val Phe Val Val Phe Ala Ser Leu Cys Ala Trp Tyr Ser Gly 
165 170 175 

Tyr Leu Leu Ala Glu Leu He Pro Asp Ala Pro Leu Ser Ser Ala Ala 
180 185 190 

Tyr Ser He Arg Ser He Gly Glu Arg Pro Val Leu Lys Ala Pro Val 
195 " 200 205 

Pro Lys Arg Gin Lys Cys Asp His Trp Thr Pro Cys Pro Ser Asp Thr 
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210 215 220 

Tyr Ala Tyr Arg Leu Leu Ser Gly Gly Gly Arg Ser Lys Tyr Ala Lys 
225 230 235 240 

lie Cys Phe Glu Asp Asn Leu Leu Met Gly Glu Gin Leu Gly Asn Val 
245 250 255 

Ala Arg Gly lie Asn lie Ala lie Val Asn Tyr Val Thr Gly Asn Val 
260 265 270 

Thr Ala Thr Arg Cys Phe Asp Met Tyr Glu Gly Val Phe Leu Asp Gly 
275 280 285 

Leu Ser Phe Leu Gly Thr Asp Ser 
290 295 

<210> 285 

<211> 338 

<212> PRT 

<213> Homo sapien 

<400> 285 

Asn Leu Asp Trp Ala Gly Pro Leu Leu Cys His Leu Lys Gly Leu Gly 
1 * 5 10 15 

His Ala Ser Leu Ser Ser Trp Glu Thr Leu Thr Gly Ser Leu Gly Ser 
20 25 30 

Gin Ser lie Lys Trp Arg Arg Phe Leu Pro Ser Glu Pro Thr Leu Leu 
35 40 45 

Gly Phe Ser Gly Gin He Ser Pro Gly Pro Gly Ser Ala Arg Arg Gly 
50 55 60 

Thr Gly Pro Pro Ser Ala Ser Asp Leu Arg Ala Pro Gly His Ser Pro 
65 70 75 80 

Gly His Ser Pro Ala His Leu Pro Arg Pro Arg Pro Pro Arg Ala Pro 
85 90 95 

Ala Gly Ser Ala Pro Ala He Cys Pro Thr Gly Arg Ala Pro Ser Trp 
100 105 HO 



Pro Ala Pro Ala Arg His Asp Arg Cys Pro Pro Leu Ala Phe Leu Thr 
115 120 125 
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Gin Gly Leu Arg Trp Leu Arg Ser Pro Gly Ser Cys Arg Gin Gly Gin 
130 135 140 



Glu Gly Ser Gly Thr Trp Lys Met Arg Pro Leu Ala Gly Ala Pro Val 
145 150 155 160 



Pro Lys Arg Gin Lys Cys Asp His Trp Thr Pro Cys Pro Ser Asp Thr 
165 170 175 



Tyr Ala Tyr Arg Leu Leu Ser Gly Gly Gly Arg Ser Lys Tyr Ala Lys 
180 185 190 



lie Cys Phe Glu Asp Asn Leu Leu Met Gly Glu Gin Leu Gly Asn Val 
195 200 205 



Ala Arg Gly He Asn He Ala He Val Asn Tyr Val Thr Gly Asn Val 
210 215 220 

Thr Ala Thr Arg Cys Phe Asp Met Tyr Glu Gly Asp Asn Ser Gly Pro 
225 230 235 240 

Met Thr Lys Phe He Gin Ser Ala Ala Pro Lys Ser Leu Leu Phe Met 
245 250 255 



Val Thr Tyr Asp Asp Gly Ser Thr Arg Leu Asn Asn Asp Ala Lys Asn 
260 265 270 



Ala He Glu Ala Leu Gly Ser Lys Glu He Arg Asn Met Lys Phe Arg 
275 280 285 



Ser Ser Trp Val Phe He Ala Ala Lys Gly Leu Glu Leu Pro Ser Glu 
290 295 300 



He Gin Arg Glu Lys He Asn His Ser Asp Ala Lys Asn Asn Arg Tyr 
305 ~ 310 315 320 

Ser Gly Trp Pro Ala Glu He Gin He Glu Gly Cys He Pro Lys Glu 
325 330 335 



Arg Ser 



<210> 286 

<211> 173 

<212> PRT 

<213> Homo sapien 
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371 
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<400> 286 

Met Arg Pro Leu Ala Gly Gly Leu Leu Lys Val Val Phe Val Val Phe 
15 10 15 

Ala Ser Leu Cys Ala Trp Tyr Ser Gly Tyr Leu Leu Ala Glu Leu He 
20 25 30 

Pro Asp Ala Pro Leu Ser Ser Ala Ala Tyr Ser He Arg Ser He Gly 
35 40 45 

/ 

Glu Arg Pro Val Leu Lys Ala Pro Val Pro Lys Arg Gin Lys Cys Asp 
50 55 60 

His Trp Thr Pro Cys Pro Ser Asp Thr Tyr Ala Tyr Arg Leu Leu Ser 
65 70 75 80 

Gly Gly Gly Arg Ser Lys Tyr Ala Lys He Cys Phe Glu Asp Asn Leu 
85 90 95 

Leu Met Gly Glu Gin Leu Gly Asn Val Ala Arg Gly He Asn He Ala 
100 105 HO 

He Val Asn Tyr Val Thr Gly Asn Val Thr Ala Thr Arg Cys Phe Asp 
115 120 125 

Met Tyr Glu Gly Gly Lys Lys He Phe Ser Val Lys He Gin Met Asn 
130 135 140 

Phe Lys Gin Lys He Lys He Lys Lys His Lys Glu Lys Cys Gin Pro 
145 150 155 160 



Phe Leu Phe Cys Leu Leu Glu Lys Arg Gin Gin Leu Ser 
165 170 



<210> 287 

<211> 133 

<212> PRT 

<213> Homo sapien 

<220> 

<221> M I SC_ FE ATURE 

<222> (62).. (62) 

<223> x=any amino acid 



<400> 287 

Met Asn His Thr Val Gin Thr Phe Phe Ser Pro Val Asn Ser Gly Gin 
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372 

10 15 



Pro Leu Asn Tyr Glu Met Leu Lys Glu Glu His Glu Val Ala Val Pro 
20 25 30 



Gly Val Pro His Asn Pro Ala Leu Pro Thr Ser Thr Val lie His lie 
35 40 45 



Arg Ser Glu Thr Ser Tyr Leu Asp His Arg Ala Met Thr Xaa Asn Phe 
50 55 60 



Cys Arg Phe Lys Tyr Pro His Asn Gin Gly Asn lie Thr Gly Ala Tyr 
65 70 75 80 



Ser Val Lys Ser Arg Asp Arg Lys Met Val Gly Asp Val Thr Gly Ala 
85 90 95 



Gin Ala Tyr Ala Ser Thr Ala Lys Cys Leu Asn lie Trp Ala Leu He 
100 105 110 



Leu Gly He Leu Met Thr He Leu Leu He Val He Pro Val Leu He 
115 120 125 



Phe Gin Ala Tyr Gly 
130 



<210> 288 

<211> 332 

<212> PRT 

<213> Homo sapien 

<400> 288 

Met Ala Asn Arg Asp Thr Gly Glu Asn Leu Thr Arg Glu Asn Leu Ser 
15 10 15 



Ser Pro Ala Leu Leu Leu Cys Ala Cys Leu Leu Pro Pro Leu Thr Met 
20 25 30 



Thr Thr Ser He Arg Gin Phe Thr Ser Ser Ser Ser He Lys Gly Ser 
35 40 45 



Ser Gly Leu Gly Gly Gly Ser Ser Arg Thr Ser Cys Arg Leu Ser Gly 
50 55 60 



Gly Leu Gly Ala Gly Ser Cys Arg Leu Gly Ser Ala Gly Gly Leu Gly 
65 70 75 80 
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Ser Thr Leu Gly Gly Ser Ser Tyr Ser Ser Cys Tyr Ser Phe Gly Ser 
85 90 95 

Gly Gly Gly Tyr Gly Ser Ser Phe Gly Gly Val Asp Gly Leu Leu Ala 
100 105 HO 

Gly Gly Glu Lys Ala Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser 
115 120 125 

Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu Ala Asn Thr Glu Leu Glu 
130 135 140 

Val Lys lie Arg Asp Trp Tyr Gin Arg Gin Ala Pro Gly Pro Ala Arg 
145 " 150 155 160 

Asp Tyr Ser Gin Tyr Tyr Arg Thr lie Glu Glu Leu Gin Asn Lys lie 
165 170 175 



Leu Thr Ala Thr Val Asp Asn Ala Asn lie Leu Leu Gin lie Asp Asn 
180 185 190 

Ala Arg Leu Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin 
195 200 205 

Ala Leu Arg Leu Ser Val Glu Ala Asp lie Asn Gly Leu Arg Arg Val 
210 215 220 

Leu Asp Glu Leu Thr Leu Ala Arg Ala Asp Leu Glu Met Gin He Glu 
225 230 235 240 

Asn Leu Lys Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu 
245 250 255 



Met Asn Ala Leu Glu Ala Ser Gly Gly Glu Thr Thr Arg Arg Met Leu 
260 265 270 

Leu Ala Gin Gly Asp Glu Arg Ser Gin Lys Gly Arg Leu Lys Lys Gly 
275 280 285 

Lys Thr Thr Glu Arg Met Ala Gin Gin Arg Lys Arg Arg Thr Thr Asp 
290 295 300 



Gly Lys Lys Asp Arg Asn Ala Arg Gly Glu Thr Gin Asn Ser Gly Lys 
305 310 315 320 
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374 

Glu Pro Ser Gly Leu Phe Cys Tyr Leu Glu Gin Leu 
325 330 



<210> 289 

<211> 262 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (253) . . (253) 

<223> x=any amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (260) . . (260) 

<2 23> x=any amino acid 



<400> 289 

Gin Arg Tyr Arg Arg Lys Phe Asn Thr Arg Glu Ser Leu Leu Ser Ser 
1 ~ 5 10 15 

Pro Ser Pro Val Cys Leu Pro Pro Ala Ala Ala Thr Met Thr Thr Ser 
20 25 30 

He Arg Gin Phe Thr Ser Ser Ser Ser He Lys Gly Ser Ser Gly Leu 
35 40 45 

Gly Gly Gly Ser Ser Arg Thr Ser Cys Arg Leu Ser Gly Gly Leu Gly 
50 55 60 

Ala Gly Ser Cys Arg Leu Gly Ser Ala Gly Gly Leu Gly Ser Thr Leu 
65 70 75 80 

Gly Gly Ser Ser Tyr Ser Ser Cys Tyr Ser Phe Gly Ser Gly Gly Gly 
85 90 95 



Tyr Gly Ser Ser Phe Gly Gly Val Asp Gly Leu Leu Ala Gly Gly Glu 
100 105 HO 



Lys Ala Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp 
115 120 125 



Lys Val Arg Ala Leu Glu Glu Ala Asn Thr Glu Leu Glu Val Lys He 
13 0 13 5 14 0 



Arg Asp Trp Tyr Gin Arg Gin Ala Pro Gly Pro Ala Arg Asp Tyr Ser 
145 150 155 160 
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375 



Gin Tyr Tyr Arg Thr He Glu Glu Leu Gin Asn Lys He Leu Thr Ala 
165 170 175 

Thr Val Asp Asn Ala Asn He Leu Leu Gin He Asp Asn Ala Arg Leu 
180 185 190 

Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin Ala Leu Arg 
195 200 205 

Leu Ser Val Glu Ala Asp He Asn Gly Leu Arg Arg Val Leu Asp Glu 
210 215 220 

Leu Thr Leu Ala Arg Ala Asp Leu Glu Met Gin He Glu Lys Pro Gin 
225 230 235 240 

Gly Gly Ala Gly Leu Pro Glu Glu Glu Pro Arg Gly Xaa Asp Glu Arg 
245 250 255 



Pro Gly Gly Xaa Trp Trp 
260 



<210> 290 

<211> 190 

<212> PRT 

<213> Homo sapien 

<400> 290 

Met Tyr Leu Leu His Asn Ser Gin Glu Met Leu Arg Ser Met Val Leu 
1 5 10 15 

Asn Trp His Leu Leu Gly Leu Ala Glu Tyr Arg Glu Lys Val Glu Thr 
20 25 30 



Glu Leu Gin Gly Val Cys Asp Thr Val Leu Gly Leu Leu Asp Ser His 
35 40 45 

Leu He Lys Glu Ala Gly Asp Ala Glu Ser Arg Val Phe Tyr Leu Lys 
50 * 55 60 

Met Lys Gly Asp Tyr Tyr Arg Tyr Leu Ala Glu Val Ala Thr Gly Asp 
65 ~ ~ 70 75 80 

Asp Lys Lys Arg He He Asp Ser Ala Arg Ser Ala Tyr Gin Glu Ala 
85 90 95 
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Met Asp lie Ser Lys Lys Glu Met Pro Pro Thr Asn Pro lie Arg Leu 
100 105 HO 



Gly Leu Ala Leu Asn Phe Ser Val Phe His Tyr Glu lie Ala Asn Ser 
115 120 125 

Pro Glu Glu Ala lie Ser Leu Ala Lys Thr Thr Phe Asp Glu Ala Met 
130 135 140 

Ala Asp Leu His Thr Leu Ser Glu Asp Ser Tyr Lys Asp Ser Thr Leu 
145 150 155 160 

lie Met Gin Leu Leu Arg Asp Asn Leu Thr Leu Trp Thr Ala Asp Asn 
165 170 175 



Ala Gly Glu Glu Gly Gly Glu Ala Pro Gin Glu Pro Gin Ser 
180 185 190 



<210> 291 

<211> 174 

<212> PRT 

<213> Homo sapien 

<400> 291 

lie Gly lie Cys Trp Val Trp Pro Glu Tyr Arg Glu Lys Val Glu Thr 
1 5 10 15 



Glu Leu Gin Gly Val Cys Asp Thr Val Leu Gly Leu Leu Asp Ser His 
20 25 30 



Leu He Lys Glu Ala Gly Asp Ala Glu Ser Arg Val Phe Tyr Leu Lys 
35 40 45 

Met Lys Gly Asp Tyr Tyr Arg Tyr Leu Ala Glu Val Ala Thr Gly Asp 
* 50 * 55 60 

Asp Lys Lys Arg He He Asp Ser Ala Arg Ser Ala Tyr Gin Glu Ala 
65 70 75 80 

Met Asp He Ser Lys Lys Glu Met Pro Pro Thr Asn Pro He Arg Leu 
85 90 95 



Gly Leu Ala Leu Asn Phe Ser Val Phe His Tyr Glu He Ala Asn Ser 
100 105 HO 



Pro Glu Glu Ala He Ser Leu Ala Lys Thr Thr Phe Asp Glu Ala Met 
115 120 125 
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Ala Asp Leu His Thr Leu Ser Glu Asp Ser Tyr Lys Asp Ser Thr Leu 
130 135 140 



lie Met Gin Leu Leu Arg Asp Asn Leu Thr Leu Trp Thr Ala Asp Asn 
145 150 155 160 



Ala Gly Glu Glu Gly Gly Glu Ala Pro Gin Glu Pro Gin Ser 
165 170 



<210> 292 

<211> 241 

<212> PRT 

<213> Homo sapien 

<400> 292 

Arg Leu Pro Leu Leu His His Pro Cys Leu Thr lie lie Phe Pro Pro 
15 10 15 



Lys Ala Val Thr Ser Ser Thr Pro lie Pro Arg Ala Leu Gly Thr Gin 
20 25 30 



Pro Leu Ala Lys Ser Pro Gin Ala Gly Ser Gly Leu Asn Pro Ala Val 
35 40 45 



Ser Thr Pro Arg Lys His Thr Asp Val Phe Asn Trp Lys Val Arg Ala 
50 55 60 



Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala Lys lie 
65 70 75 80 



lie lie lie Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp lie Ala 
85 90 95 



Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr Val Arg Pro 
100 105 110 



lie Cys Leu Pro Phe Phe Asp Glu Glu Leu Thr Pro Ala Thr Pro Leu 
115 120 125 



Trp lie lie Gly Trp Gly Phe Thr Lys Gin Asn Gly Gly Lys Met Ser 
130 135 140 



Asp lie Leu Leu Gin Ala Ser Val Gin Val lie Asp Ser Thr Arg Cys 
145 150 155 160 
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Asn Ala Asp Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met Met Cys 
165 170 175 



Ala Gly He Pro Glu Gly Gly Val Asp Thr Cys Gin Gly Asp Ser Gly 
180 185 190 

Gly Pro Leu Met Tyr Gin Ser Asp Gin Trp His Val Val Gly He Val 
195 200 205 



Ser Trp Gly Tyr Gly Cys Gly Gly Pro Ser Thr Pro Gly Val Tyr Thr 
210 215 220 

Lys Val Ser Ala Tyr Leu Asn Trp He Tyr Asn Val Trp Lys Ala Glu 
225 230 235 240 



Leu 



<210> 293 

<211> 222 

<212> PRT 

<213> Homo sapien 

<400> 293 

His Pro Ala Pro Arg Ser Leu Gly Pro Trp Gly Pro Ser Leu Trp Gin 
15 10 15 

Ser Leu Leu Arg Leu Gly Ser Gly Leu Asn Pro Ala Val Ser Thr Pro 
20 25 30 



Arg Lys His Thr Asp Val Phe Asn Trp Lys Val Arg Ala Gly Ser Asp 
35 40 45 

Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala Lys He He He He 
50 55 60 



Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp He Ala Leu Met Lys 
65 70 75 80 



Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr Val Arg Pro He Cys Leu 
85 90 95 



Pro Phe Phe Asp Glu Glu Leu Thr Pro Ala Thr Pro Leu Trp He He 
100 105 HO 



Gly Trp Gly Phe Thr Lys Gin Asn Gly Gly Lys Met Ser Asp He Leu 
115 120 125 
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Leu Gin Ala Ser Val Gin Val He Asp Ser Thr Arg Cys Asn Ala Asp 
130 135 140 

Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met Met Cys Ala Gly He 
145 150 155 160 

Pro Glu Gly Gly Val Asp Thr Cys Gin Gly Asp Ser Gly Gly Pro Leu 
165 170 175 

Met Tyr Gin Ser Asp Gin Trp His Val Val Gly He Val Ser Trp Gly 
180 185 190 

Tyr Gly Cys Gly Gly Pro Ser Thr Pro Gly Val Tyr Thr Lys Val Ser 
195 200 205 



Ala Tyr Leu Asn Trp He Tyr Asn Val Trp Lys Ala Glu Leu 
210 215 220 



<210> 294 

<211> 218 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (210) . . (210) 

<223> x=any amino acid 



<400> 294 

Met Ala Val Ala Ser Ala Ala Ala Ala Ala Leu Val Val Ala Leu Gly 
15 10 15 

Glu Asp Met Val Val Ala Leu Val Leu Ala Ser Val Val Ala Trp Val 
20 25 30 



Leu Ala Leu Gly Val Asp Gly Leu Leu Ala Gly Gly Glu Lys Ala Thr 
35 40 45 

Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg 
50 55 60 

Ala Leu Glu Glu Ala Asn Thr Glu Leu Glu Val Lys He Arg Asp Trp 
65 70 75 80 



Tyr Gin Arg Gin Ala Pro Gly Pro Ala Arg Asp Tyr Ser Gin Tyr Tyr 
85 90 95 
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Arg Thr lie Glu Glu Leu Gin Asn Lys lie Leu Thr Ala Thr Val Asp 
100 105 110 



Asn Ala Asn lie Leu Leu Gin lie Asp Asn Ala Arg Leu Ala Ala Asp 
115 120 125 



Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin Ala Leu Arg Leu Ser Val 
130 ~ 135 140 



Glu Ala Asp lie Asn Gly Leu Arg Arg Val Leu Asp Glu Leu Thr Leu 
145 ~ 150 155 160 



Ala Arg Ala Asp Leu Glu Met Gin He Glu Asn Leu Lys Gly Gly Ala 
165 170 175 



Gly Leu Thr Glu Glu Glu Pro Arg Gly Gly Asp Glu Arg Pro Gly Lys 
180 185 190 



Gin Val Gly Gly Glu He Asn Val Glu Lys Asp Ala Ala Pro Gly Leu 
195 200 205 



Asp Xaa Ser Arg He Leu Asn Glu Met Arg 
210 215 



<210> 


295 


<211> 


303 


<212> 


PRT 


<213> 


Homo sap i en 


<220> 




<221> 


MISC FEATURE 


<222> 


(296) . . (296) 


<223> 


x=any amino « 


<400> 


295 



Ala Pro Phe Leu Leu Ser Ala Asn Cys Ser Leu Ala His Leu Pro Pro 
15 10 15 



Trp His His Asp His Leu Gin Pro Pro Val His Leu Leu Gin Leu His 
20 25 30 



Glu Gly Leu Leu Arg His Arg Arg Arg His Arg Gly Arg Leu Gin Pro 
35 40 45 



His Leu Leu Arg Pro Gly Arg Arg Val Leu Pro Cys Pro Gin His Leu 
50 55 60 
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Arg Gly Arg Pro Val Cys His Pro Leu Ala Ser Pro Leu Gly Glu Pro 
M 70 75 80 



Ala Gly Trp Gly Ala Ala Met Ala Val Ala Ser Ala Ala Ala Ala Ala 
85 90 95 



Leu Val Val Ala Leu Gly Glu Asp Met Val Val Ala Leu Val Leu Ala 
100 105 110 



Ser Val Val Ala Trp Val Leu Ala Leu Gly Val Asp Gly Leu Leu Ala 
115 120 125 



Gly Gly Glu Lys Ala Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser 
130 135 140 



Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu Ala Asn Thr Glu Leu Glu 
145 150 155 160 



Val Lys lie Arg Asp Trp Tyr Gin Arg Gin Ala Pro Gly Pro Ala Arg 
165 170 175 



Asp Tyr Ser Gin Tyr Tyr Arg Thr lie Glu Glu Leu Gin Asn Lys lie 
180 185 190 



Leu Thr Ala Thr Val Asp Asn Ala Asn lie Leu Leu Gin lie Asp Asn 
195 200 205 



Ala Arg Leu Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin 
210 215 220 



Ala Leu Arg Leu Ser Val Glu Ala Asp lie Asn Gly Leu Arg Arg Val 
225 230 235 240 



Leu Asp Glu Leu Thr Leu Ala Arg Ala Asp Leu Glu Met Gin lie Glu 
245 250 255 



Asn Leu Lys Gly Gly Ala Gly Leu Thr Glu Glu Glu Pro Arg Gly Gly 
260 265 270 



Asp Glu Arg Pro Gly Ser Arg Trp Val Val Arg Ser Met Trp Arg Arg 
275 280 285 



Thr Leu Pro Gin Ala Trp Thr Xaa Ala Ala Ser Ser Thr Arg Cys 
290 295 300 
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<210> 296 
<211> 103 
<212> PRT 
<213> Homo sapien 

<400> 296 

Ala Asn Thr Pro His Ser Ser Thr Leu Leu Asn Ala Trp Gly Ser Ala 
15 10 15 



His Cys Pro Ser Gin Arg Ala Thr Leu Val Phe Lys Ala His lie Ser 
20 25 30 



Leu Gly Tyr Asp Asn Thr Glu Asn Leu Ala Thr Thr Thr Pro Gin Gly 
35 40 45 



Trp Trp Ser Leu Thr Gly Pro Pro Leu Ala Ser Lys Gly Gly Lys Glu 
50 55 60 



Thr Pro Gly Ala Asn Gin Pro His Ala Gin Ser Thr Gin Arg Gly Glu 
65 ' 70 75 80 



Glu Glu Arg Arg Ala Pro His Cys Leu Gly Glu Ser His Leu His Thr 
85 90 95 



Thr Leu Ser Pro Pro Pro His 
100 



<210> 297 

<211> 91 

<212> PRT 

<213> Homo sapien 

<400> 297 

Arg Asp Pro Trp Ser Gin Pro Ala Pro Arg Thr Glu His Thr Lys Arg 
1*5 10 15 



Lys Glu Glu Lys Thr Pro His Cys Trp Gly Gly Pro Cys His His Thr 
20 25 30 



Gin Ser Pro Thr Thr Leu Asn Leu Pro Ser Ser Gin Leu Pro Cys Arg 
35 40 45 



Pro Leu Glu Glu Gly Arg Gly Leu Gly Ser Arg Thr Leu Ser Cys Thr 
50 55 60 



lie Asn Lys Val Pro Cys Ala Gin Pro Lys Lys Lys Lys Lys Lys Gly 
65 70 75 80 
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Gly Val Met Ser Gly Gly Gly Asn Lys Gly Thr 
85 90 



<210> 298 

<211> 256 

<212> PRT 

<213> Homo sapien 

<400> 298 

Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu Lys lie lie Ser 
15 10 15 



Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu Ala Lys Val lie 
20 25 30 



His Asp Asn Phe Gly He Val Glu Gly Leu Met Thr Thr Val His Ala 
35 40 45 



He Thr Ala Thr Gin Lys Thr Val Asp Gly Pro Ser Gly Lys Leu Trp 
50 55 60 



Arg Asp Gly Arg Gly Ala Leu Gin Asn He He Pro Ala Ser Thr Gly 
65 - - 7Q ?5 8Q 



Ala Ala Lys Ala Val Gly Lys Val He Pro Glu Leu Asn Gly Lys Leu 
85 90 95 



Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val Ser Val Val Asp 
100 105 HO 



Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp Asp He Lys Lys 
115 120 125 



Val Val Lys Gin Ala Ser Glu Gly Pro Leu Lys Gly He Leu Gly Tyr 
130 135 140 



Thr Glu His Gin Val Val Ser Ser Asp Phe Asn Ser Asp Thr His Ser 
145 150 155 160 



Ser Thr Phe Asp Ala Gly Ala Gly He Ala Leu Asn Asp His Phe Val 
165 170 175 



Lys Leu He Ser Trp Tyr Asp Asn Glu Phe Gly Tyr Ser Asn Arg Val 
180 185 190 



WO 2004/092338 



PCT7US2004/011104 



384 

Val Asp Leu Met Ala Thr Trp Leu Lys Ser Arg Pro Trp Thr Gin Pro 
195 200 205 

Glu Ser Gin Arg Glu Arg Asp Leu Thr Val Gly Val Leu His lie Arg 
210 215 220 

Pro Thr Lys Asp Ser Pro Pro Gly Arg Asn Leu Lys Gly Glu Gly Pro 
225 230 235 240 

Gly Gly Pro Lys Pro Gly Pro Lys Lys Gly Gly lie Arg His Pro Pro 
245 250 255 



<210> 299 

<211> 351 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (304) . . (304) 

<223> x=any amino acid 



<220> 

<221> M I S COFEATURE 

<222> (306) . . (309) 

<223> x=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (311) . . (311) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (314) . . (314) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (317) . . (318) 

<223> x=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (324) . . (324) 

<223> x=any amino acid 



<400> 299 

Leu Arg Leu Arg Tyr Glu Ala Gly Val Gin Ala Glu Asn Gly Lys Leu 
1 5 10 15 
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Val lie Asn Gly Asn Pro lie Thr He Phe Gin Glu Arg Asp Pro Ser 
20 25 30 

Lys He Lys Trp Gly Asp Ala Gly Ala Glu Tyr Val Val Glu Ser Thr 
35 40 45 

Gly Val Phe Thr Thr Met Glu Lys Ala Gly Ala His Leu Gin Gly Gly 
50 55 60 

Ala Lys Arg Val He He Ser Ala Pro Ser Ala Asp Ala Pro Met Phe 
65 ~ 70 75 80 

Val Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu Lys He He 
85 90 95 



Ser Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu Ala Lys Val 
100 105 HO 

He His Asp Asn Phe Gly He Val Glu Gly Leu Met Thr Thr Val His 
115 120 125 

Ala He Thr Ala Thr Gin Lys Thr Val Asp Gly Pro Ser Gly Lys Leu 
130 135 140 

Trp Arg Asp Gly Arg Gly Ala Leu Gin Asn He He Pro Ala Ser Thr 
145 150 155 ' 160 

Gly Ala Ala Lys Ala Val Gly Lys Val He Pro Glu Leu Asn Gly Lys 
165 170 175 

Leu Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val Ser Val Val 
180 185 190 

Asp Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp Asp He Lys 
195 200 205 

Lys Val Val Lys Gin Ala Ser Glu Gly Pro Leu Lys Gly He Leu Gly 
210 215 220 

Tyr Thr Glu His Gin Val Val Ser Ser Asp Phe Asn Ser Asp Thr His 
225 230 235 240 



Ser Ser Thr Phe Asp Ala Gly Ala Gly He Ala Leu Asn Asp His Phe 
245 250 255 
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Val Lys Leu lie Ser Trp Tyr Asp Asn Glu Phe Gly Tyr Ser Asn Arg 
260 265 270 

Val Val Asp Leu Met Ala Thr Trp Leu Lys Ser Arg Pro Trp Thr Gin 
275 280 285 

Pro Glu Ser Gin Arg Glu Arg Asp Ser Leu Trp Glu Pro Ala lie Xaa 
290 295 300 

Pro Xaa Xaa Xaa Xaa Pro Xaa Ala Asp Xaa Lys Gly Xaa Xaa Pro Val 
305 310 315 320 



Pro Lys Pro Xaa Gin Lys Arg Gly Glu Ser Gly Thr Pro Leu Lys Pro 
325 330 335 



Arg Glu Asn Gly Ala Gly Lys Gly Gly Leu Trp Thr His Tyr Gly 
340 345 350 



<210> 300 

<211> 432 

<212> PRT 

<213> Homo sapien 

<400> 300 

Met Thr Thr Thr Phe Leu Gin Thr Ser Ser Ser Thr Phe Gly Gly Gly 
15 10 15 

Ser Thr Arg Gly Gly Ser Leu Leu Ala Gly Gly Gly Gly Phe Gly Gly 
20 25 30 

Gly Ser Leu Ser Gly Gly Gly Gly Ser Arg Ser He Ser Ala Ser Ser 
35 40 45 

Ala Arg Phe Val Ser Ser Gly Ser Gly Gly Gly Tyr Gly Gly Gly Met 
50 55 60 

Arg Val Cys Gly Phe Gly Gly Gly Ala Gly Ser Val Phe Gly Gly Gly 
65 70 75 80 

Phe Gly Gly Gly Val Gly Gly Gly Phe Gly Gly Gly Phe Gly Gly Gly 
85 90 95 



Asp Gly Gly Leu Leu Ser Gly Asn Glu Lys He Thr Met Gin Asn Leu 
100 105 HO 



Asn Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu 
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120 



PCI71JS2004/011104 

125 



Ala Asn Ala Asp Leu Glu Val Lys He His Asp Trp Tyr Gin Lys Gin 
130 135 140 

Thr Pro Ala Ser Pro Glu Cys Asp Tyr Ser Gin Tyr Phe Lys Thr He 
145 150 155 160 

Glu Glu Leu Arg Asp Lys He Met Ala Thr Thr He Asp Asn Ser Arg 
165 170 175 

Val He Leu Glu He Asp Asn Ala Arg Leu Ala Ala Asp Asp Phe Arg 
180 185 190 

Leu Lys Cys Ala Pro Pro Ser Leu Ser Ser Ser Cys Met Pro Thr Leu 
195 200 205 

Leu Gly Leu Leu Leu Ala Leu Thr Gin Ala Ala Lys Thr Pro Pro Thr 
210 215 220 

Ser Phe Phe Gly Leu Pro Leu Leu Arg Tyr Glu Asn Glu Leu Ala Leu 
225 230 235 240 

Arg Gin Gly Val Glu Ala Asp He Asn Gly Leu Arg Arg Val Leu Asp 
245 250 255 

Glu Leu Thr Leu Ala Arg Thr Asp Leu Glu Met Gin He Glu Gly Leu 
260 265 270 

Asn Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu Met Lys 
275 280 285 

Glu Phe Ser Ser Gin Leu Ala Gly Gin Val Asn Val Glu Met Asp Ala 
290 295 300 

Ala Pro Gly Val Asp Leu Thr Arg Val Leu Ala Glu Met Arg Glu Gin 
305 " 310 315 320 

Tyr Glu Ala Met Ala Glu Lys Asn Arg Arg Asp Val Glu Ala Trp Phe 
325 330 335 

Phe Ser Lys Thr Glu Glu Leu Asn Lys Glu Val Ala Ser Asn Thr Glu 
340 345 350 



Met He Gin Thr Ser Lys Thr Glu He Thr Asp Leu Arg Arg Thr Met 
355 360 365 
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Gin Glu Leu Glu lie Glu Leu Gin Ser Gin Leu Ser Met Lys Ala Gly 
370 375 380 



Leu Glu Asn Ser Leu Ala Glu Thr Glu Cys Arg Tyr Ala Thr Gin Leu 
385 390 395 400 



Gin Gin He Gin Gly Leu He Gly Gly Leu Glu Ala Gin Leu Ser Glu 
405 410 415 



Leu Arg Cys Glu Met Glu Ala Gin Asn Gin Glu Val Gin Asp Ala Ala 
420 425 430 



<210> 301 

<211> 360 

<212> PRT 

<213> Homo sapien 

<400> 301 

Arg Ser Met Thr Gly Thr Arg Ser Arg Pro Gin Pro Ala Gin Asn Ala 
15 10 15 



Thr Thr Ala Asn Thr Ser Arg Pro Leu Lys Ser Ser Gly Thr Arg Ser 
20 25 30 



Trp Pro Pro Pro Ser Thr Thr Pro Gly Ser Ser Trp Arg Ser Thr Met 
35 40 45 



Pro Gly Trp Leu Arg Thr Thr Ser Gly Ser Ser Ala Leu Pro Arg Leu 
50 55 60 

Ser Pro Leu Pro Ala Leu Pro Thr Leu Leu Gly Leu Leu Leu Ala Leu 
65 70 75 80 



Thr Gin Ala Ala Lys Thr Pro Pro Thr Ser Phe Phe Gly Leu Pro Leu 
85 90 95 



Leu Arg Tyr Glu Asn Glu Leu Ala Leu Arg Gin Gly Val Glu Ala Asp 
100 105 HO 



He Asn Gly Leu Arg Arg Val Leu Asp Glu Leu Thr Leu Ala Arg Thr 
115 120 125 



Asp Leu Glu Met Gin He Glu Gly Leu Asn Glu Glu Leu Ala Tyr Leu 
130 135 140 
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Lys Lys Asn His Glu Glu Glu Met Lys Glu Phe Ser Ser Gin Leu Ala 
145 150 155 160 



Gly Gin Val Asn Val Glu Met Asp Ala Ala Pro Gly Val Asp Leu Thr 
165 170 175 



Arg Val Leu Ala Glu Met Arg Glu Gin Tyr Glu Ala Met Ala Glu Lys 
180 185 190 



Asn Arg Arg Asp Val Glu Ala Trp Phe Phe Ser Lys Thr Glu Glu Leu 
195 200 205 



Asn Lys Glu Val Ala Ser Asn Thr Glu Met lie Gin Thr Ser Lys Thr 
210 215 220 



Glu He Thr Asp Leu Arg Arg Thr Met Gin Glu Leu Glu He Glu Leu 

225 230 235 240 

Gin Ser Gin Leu Ser Met Lys Ala Gly Leu Glu Asn Ser Leu Ala Glu 
245 250 255 



Thr Glu Cys Arg Tyr Ala Thr Gin Leu Gin Gin He Gin Gly Leu He 
260 " 265 270 



Gly Gly Leu Glu Ala Gin Leu Ser Glu Leu Arg Cys Glu Met Glu Ala 
275 280 285 



Gin Asn Gin Glu Tyr Lys Met Leu Leu Asp He Lys Thr Arg Leu Glu 
290 295 300 

Gin Glu He Ala Thr Tyr Arg Ser Leu Leu Glu Gly Gin Asp Ala Lys 
305 310 315 320 



Met Ala Gly He Gly He Arg Glu Ala Ser Ser Gly Gly Gly Gly Ser 
325 330 335 



Ser Ser Asn Phe His He Asn Val Glu Glu Ser Val Asp Gly Gin Val 
340 345 350 



Val Ser Ser His Lys Arg Glu He 
355 360 



<210> 302 

<211> 393 

<212> PRT 

<213> Homo sapien 
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<400> 302 



Met Thr Thr Thr Phe Leu Gin Thr Ser Ser Ser Thr Phe Gly Gly Gly 
5 10 15 

Ser Thr Arg Gly Gly Ser Leu Leu Ala Gly Gly Gly Gly Phe Gly Gly 

25 30 

Gly Ser Leu Ser Gly Gly Gly Gly Ser Arg Ser He Ser Ala Ser Ser 



40 



45 



Ala Arg Phe Val Ser Ser Gly Ser Gly Gly Gly Tyr Gly Gly Gly Met 

55 60 

Arg Val Cys Gly Phe Gly Gly Gly Ala Gly Ser Val Phe Gly Gly Gly 

^ ^ 8 0 

Phe Gly Gly Gly Val Gly Gly Gly Phe Gly Gly Gly Phe Gly Gly Gly 
Asp Gly Gly Leu Leu Ser Gly Asn Glu Lys He Thr Met Gin 



100 1.05 



Asn Leu 
110 



Asn Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu 

120 125 

Ala Asn Ala Asp Leu Glu Val Lys He His Asp Trp Tyr Gin Lys Gin 

135 140 

Thr Pro Ala Ser Pro Glu Cys Asp Tyr Ser Gin Tyr Phe Lys Thr lie 

150 !55 160 

Glu Glu Leu Arg Asp Lys He Met Ala Thr Thr He Asp Asn Ser Arg 



170 



175 



Val He Leu Glu He Asp Asn Ala Arg Leu Ala Ala Asp Asp Phe Arg 
180 185 190 

Leu Lys Tyr Glu Asn Glu Leu Ala Leu Arg Gin Gly Val Glu Ala Asp 
195 200 205 

He Asn Gly Leu Arg Arg Val Leu Asp .Glu Leu Thr Leu Ala Arg Thr 

215 220 

Asp Leu Glu Met Gin lie Glu Gly Leu Asn Glu Glu Leu Ala Tyr Leu 

230 2 3S 240 
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Lys Lys Asn His Glu Glu Glu Met Lys Glu Phe Ser Ser Gin Leu Ala 
245 250 255 

Gly Gin Val Asn Val Glu Met Asp Ala Ala Pro Gly Val Asp Leu Thr 
260 265 270 

Arg Val Leu Ala Glu Met Arg Glu Gin Tyr Glu Ala Met Ala Glu Lys 
275 280 285 

Asn Arg Arg Asp Val Glu Ala Trp Phe Phe Ser Lys Thr Glu Glu Leu 
290 295 300 

Asn Lys Glu Val Ala Ser Asn Thr Glu Met lie Gin Thr Ser Lys Thr 
305 310 315 320 

Glu He Thr Asp Leu Arg Arg Thr Met Gin Glu Leu Glu He Glu Leu 
325 330 335 

Gin Ser Gin Leu Ser Met Lys Ala Gly Leu Glu Asn Ser Leu Ala Glu 
340 345 350 

Thr Glu Cys Arg Tyr Ala Thr Gin Leu Gin Gin He Gin Gly Leu He 
355 * 360 365 

Gly Gly Leu Glu Ala Gin Leu Ser Glu Leu Arg Cys Glu Met Glu Ala 
370 375 380 

Gin Asn Gin Glu Val Gin Asp Ala Ala 
385 390 

<210> 303 

<211> 499 

<212> PRT 

<213> Homo sapien 

<400> 303 

Glu Leu Thr Gly Ser Ser Tyr Leu Ala Met Thr Thr Thr Phe Leu Gin 
15 10 15 

Thr Ser Ser Ser Thr Phe Gly Gly Gly Ser Thr Arg Gly Gly Ser Leu 
20 25 30 

Leu Ala Gly Gly Gly Gly Phe Gly Gly Gly Ser Leu Ser Gly Gly Gly 
35 40 45 



Gly Ser Arg Ser He Ser Ala Ser Ser Ala Arg Phe Val Ser Ser Gly 
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50 55 60 

Ser Gly Gly Gly Tyr Gly Gly Gly Met Arg Val Cys Gly Phe Gly Gly 
65 70 75 80 

Gly Ala Gly Ser Val Phe Gly Gly Gly Phe Gly Gly Gly Val Gly Gly 
85 90 95 

Gly Phe Gly Gly Gly Phe Gly Gly Gly Asp Gly Gly Leu Leu Ser Gly 
100 105 HO 

Asn Glu Lys lie Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr 
115 120 125 

Leu Asp Lys Val Arg Ala Leu Glu Glu Ala Asn Ala Asp Leu Glu Val 
130 " 135 140 

Lys He His Asp Trp Tyr Gin Lys Gin Thr Pro Ala Ser Pro Glu Cys 
14 5 ~ 150 155 160 

Asp Tyr Ser Gin Tyr Phe Lys Thr He Glu Glu Leu Arg Asp Lys He 
165 170 175 

Met Ala Thr Thr He Asp Asn Ser Arg Val He Leu Glu He Asp Asn 
180 185 190 

Ala Arg Leu Ala Ala Asp Asp Phe Arg Leu Lys Tyr Glu Asn Glu Leu 
195 200 205 

Ala Leu Arg Gin Gly Val Glu Ala Asp He Asn Gly Leu Arg Arg Val 
210 215 220 

Leu Asp Glu Leu Thr Leu Ala Arg Thr Asp Leu Glu Met Gin He Glu 
225 230 235 240 

Gly Leu Asn Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu 
245 250 255 

Met Lys Glu Phe Ser Ser Gin Leu Ala Gly Gin Val Asn Val Glu Met 
260 265 270 

Asp Ala Ala Pro Gly Val Asp Leu Thr Arg Val Leu Ala Glu Met Arg 
275 280 285 



Glu Gin Tyr Glu Ala Met Ala Glu Lys Asn Arg Arg Asp Val Glu Ala 
290 295 300 
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Trp Phe Phe Ser Lys Thr Glu Glu Leu Asn Lys Glu Val Ala Ser Asn 
305 310 315 320 

Thr Glu Met lie Gin Thr Ser Lys Thr Glu He Thr Asp Leu Arg Arg 
325 330 335 



Thr Met Gin Glu Leu Glu He Glu Leu Gin Ser Gin Leu Ser Met Lys 
340 345 350 

Ala Gly Leu Glu Asn Ser Leu Ala Glu Thr Glu Cys Arg Tyr Ala Thr 
355 360 365 

Gin Leu Gin Gin He Gin Gly Leu He Gly Gly Leu Glu Ala Gin Leu 
370 375 380 

Ser Glu Leu Arg Cys Glu Met Glu Ala Gin Asn Gin Glu Tyr Lys Met 
385 390 395 400 

Leu Leu Asp He Lys Thr Arg Leu Glu Gin Glu He Ala Thr Tyr Arg 
405 410 415 

Ser Leu Leu Glu Gly Gin Asp Ala Lys Met Ala Gly He Gly He Arg 
420 425 430 

Glu Asp Val Pro Cys His Ser Pro Leu Ser Ser Gly Gin Val Glu Asp 
435 440 445 

Trp Pro Glu Gly Leu His Met Gin Thr Pro Val Pro Ala Phe Arg Glu 
450 455 460 

Leu Lys Arg Val Pro Arg Ser Phe He Ser Gly Leu Cys Met Arg Ser 
465 ~ 470 475 480 

He Pro Pro Leu Pro Leu Pro Thr Phe Phe Gly Ala Arg Arg Cys Ser 
485 490 495 



Cys He Val 



<210> 304 

<211> 458 

<212> PRT 

<213> Homo sapien 



<400> 304 
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Glu Leu Thr Gly Ser Ser Tyr Leu Ala Met Thr Thr Thr Phe Leu Gin 
1 5 10 15 

Thr Ser Ser Ser Thr Phe Gly Gly Gly Ser Thr Arg Gly Gly Ser Leu 
20 25 30 



Leu Ala Gly Gly Gly Gly Phe Gly Gly Gly Ser Leu Ser Gly Gly Gly 
35 40 45 



Gly Ser Arg Ser He Ser Ala Ser Ser Ala Arg Phe Val Ser Ser Gly 
50 55 60 

Ser Gly Gly Gly Tyr Gly Gly Gly Met Arg Val Cys Gly Phe Gly Gly 
65 70 75 80 

Gly Ala Gly Ser Val Phe Gly Gly Gly Phe Gly Gly Gly Val Gly Gly 
85 90 95 



Gly Phe Gly Gly Gly Phe Gly Gly Gly Asp Gly Gly Leu Leu Ser Gly 
100 105 HO 



Asn Glu Lys He Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr 
115 120 125 

Leu Asp Lys Val Arg Ala Leu Glu Glu Ala Asn Ala Asp Leu Glu Val 
130 135 140 

Lys He His Asp Trp Tyr Gin Lys Gin Thr Pro Ala Ser Pro Glu Cys 
145 ^ 150 155 160 

Asp Tyr Ser Gin Tyr Phe Lys Thr He Glu Glu Leu Arg Asp Lys He 
165 170 175 



Met 5 Ala Thr Thr He Asp Asn Ser Arg Val He Leu Glu He Asp Asn 
180 185 190 



Ala Arg Leu Ala Ala Asp Asp Phe Arg Leu Lys Tyr Glu Asn Glu Leu 
195 200 205 

Ala Leu Arg Gin Gly Val Glu Ala Asp He Asn Gly Leu Arg Arg Val 
210 215 220 

Leu Asp Glu Leu Thr Leu Ala Arg Thr Asp Leu Glu Met Gin He Glu 
225 230 235 240 



Gly Leu Asn Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu 
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245 250 255 

Met Lys Glu Phe Ser Ser Gin Leu Ala Gly Gin Val Asn Val Glu Met 
260 265 270 

Asp Ala Ala Pro Gly Val Asp Leu Thr Arg Val Leu Ala Glu Met Arg 
275 280 285 

Glu Gin Tyr Glu Ala Met Ala Glu Lys Asn Arg Arg Asp Val Glu Ala 
290 295 300 

Trp Phe Phe Ser Lys Thr Glu Glu Leu Asn Lys Glu Val Ala Ser Asn 
305 310 315 320 

Thr Glu Met He Gin Thr Ser Lys Thr Glu He Thr Asp Leu Arg Arg 
325 330 335 



Thr Met Gin Glu Leu Glu He Glu Leu Gin Ser Gin Leu Ser Met Lys 
340 345 350 

Ala Gly Leu Glu Asn Ser Leu Ala Glu Thr Glu Cys Arg Tyr Ala Thr 
355 360 365 

Gin Leu Gin Gin He Gin Gly Leu He Gly Gly Leu Glu Ala Gin Leu 
370 375 380 

Ser Glu Leu Arg Cys Glu Met Glu Ala Gin Asn Gin Glu Tyr Lys Met 
385 390 395 400 

Leu Leu Asp He Lys Thr Arg Leu Glu Gin Glu He Ala Thr Tyr Arg 
405 410 415 



Ser Leu Leu Glu Gly Gin Asp Ala Lys Met Ala Gly He Gly He Arg 
420 425 430 

Glu Gly Leu Cys Met Arg Ser He Pro Pro Leu Pro Leu Pro Thr Phe 
435 440 445 



Phe Gly Ala Arg Arg Cys Ser Cys He Val 
450 455 



<210> 305 

<211> 281 

<212> PRT 

<213> Homo sapien 



<400> 305 
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Met Thr Thr Thr Phe Leu Gin Thr Ser Ser Ser Thr Phe Gly Gly Gly 
15 10 15 

Ser Thr Arg Gly Gly Ser Leu Leu Ala Gly Gly Gly Gly Phe Gly Gly 
20 25 30 



Gly Ser Leu Ser Gly Gly Gly Gly Ser Arg Ser He Ser Ala Ser Ser 
35 40 45 

Ala Arg Phe Val Ser Ser Gly Ser Gly Gly Gly Tyr Gly Gly Gly Met 
50 55 60 

Arg Val Cys Gly Phe Gly Gly Gly Ala Gly Ser Val Phe Gly Gly Gly 
65 70 75 80 

Phe Gly Gly Gly Val Gly Gly Gly Phe Gly Gly Gly Phe Gly Gly Gly 
85 90 95 



Asp Gly Gly Leu Leu Ser Gly Asn Glu Lys He Thr Met Gin Asn Leu 
100 105 110 



Asn Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg Ala Leu Glu Glu 
115 120 125 



Ala Asn Ala Asp Leu Glu Val Lys He His Asp Trp Tyr Gin Lys Gin 
130 135 140 



Thr Pro Ala Ser Pro Glu Cys Asp Tyr Ser Gin Tyr Phe Lys Thr He 
145 150 155 160 



Glu Glu Leu Arg Asp Lys He Met Ala Thr Thr He Asp Asn Ser Arg 
165 170 175 



Val He Leu Glu He Asp Asn Ala Arg Leu Ala Ala Asp Asp Phe Arg 
180 185 190 



Leu Lys Tyr Glu Asn Glu Leu Ala Leu Arg Gin Gly Val Glu Ala Asp 
195 200 205 



He Asn Gly Leu Arg Arg Val Leu Asp Glu Leu Thr Leu Ala Arg Thr 
210 215 220 



Asp Leu Glu Met Gin He Glu Gly Glu Gly Leu His Met Gin Thr Pro 
225 230 235 240 
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Val Pro Ala Phe Arg Glu Leu Lys Arg Val Pro Arg Ser Phe He Ser 
245 250 255 



Gly Leu Cys Met Arg Ser He Pro Pro Leu Pro Leu Pro Thr Phe Phe 
260 265 270 



Gly Ala Arg Arg Cys Ser Cys He Val 

280 





275 


<210> 


306 


<211> 


49 


<212> 


PRT 


<213> 


Homo 


<400> 


306 



Gly Arg Leu Leu Leu Leu Asn Ser Arg Pro Arg Arg Gin He Cys Leu 
1 ~ 5 10 15 

His His Leu Leu Leu Pro Glu Glu Leu Gin Glu Leu Arg Thr Cys Cys 
20 25 30 



Lys Ser Leu Pro Ser Lys Cys Ser Asn Pro Ala His Gly Asp Cys Leu 
35 40 45 



Phe 



<210> 307 

<211> 98 

<212> PRT 

<213> Homo sapien 

<400> 307 

Ala Val Ala Gin Ala Met Phe Tyr Pro Phe Leu Glu Ser Ser Leu Asp 
15 10 15 

Gin Ala Asn Cys Arg Thr Thr Phe Phe Gly Ser Gin Glu Ser Pro He 
20 25 30 

Pro Ser Pro Trp Ser Pro Val Pro Gin Phe Tyr He Leu Leu Gin He 
35 40 45 



Ser Leu Gin Val Ser His Ser Met Ala Pro Ala Asp Thr Arg Thr Gin 
50 55 60 



Ser Phe Pro Lys Ser Lys Ser Ser Lys Gin Asn Pro His Pro Asn Pro 
65 70 75 80 
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Lys Phe Cys Phe Gly Ser Asn Tyr Leu Gin Asn Val Phe Asn Lys Met 
85 90 95 



Leu Leu 



<210> 308 

<211> 226 

<212> PRT 

<213> Homo sapien 

<400> 308 

Met Cys Arg Ala Thr Asp Pro Arg Cys Pro Pro Cys Ser Ser Asp His 
15 10 15 



Gly Gin His Gly Val Met Gly Val His Thr Gly Ala Asp Thr Arg Gly 
20 25 30 



Gin Tyr Leu Thr Tyr Leu Leu Tyr Arg Trp Glu Gin Gly Gly Ser Gly 
35 40 45 

Gly His Ser Gin Asn Tyr Thr Ala Phe Asn Arg Trp Gin Asn Trp Gly 
50 55 60 



Ser Asp Pro Asp Leu Gly Ser Ser His Ser Trp Cys Asp Cys Gly Ser 
65 70 75 80 



Ser Phe Pro His Leu Gly Leu Ala lie Ser Leu Ser Glu Trp Thr Trp 
85 90 95 



Arg Gly Arg Gly Pro Ser Ser Trp Met Ala Ala Gly He Lys Ser Ser 
100 105 HO 



Leu Gly Leu Ala Arg Arg Arg Ala Cys Gly Trp Trp Thr Gly Met Pro 
115 120 125 

Gly Ser Ser Pro Gly Ser Leu Leu Pro Ser Asn Arg Leu Ser Leu Val 
130 135 140 

Pro Leu Val Pro Ser Ala Ser Met Thr Arg Leu Met Arg Ser Arg Thr 
145 150 155 160 



Ala Ser Gly Ser Ser Val Thr Ser Leu Asp Gly Thr Arg Ser Arg Ser 
165 170 175 



His Thr Ser Glu Gly Thr Arg Ser Arg Ser His Thr Ser Glu Gly Thr 
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180 185 190 

Arg Ser Arg Ser His Thr Ser Glu Gly Ala His Leu Asp lie Thr Pro 
195 200 205 

Asn Ser Gly Ala Ala Gly Asn Ser Ala Gly Pro Lys Ser Met Glu Val 
210 215 220 

Ser Cys 
225 

<210> 309 
<211> 208 
<212> PRT 
<213> Homo sapien 

<400> 309 

Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val Pro 
15 10 15 

Pro Ala Glu Ala Asn Lys Val Arg Glu Val Ser Leu Gin His Leu Val 
20 25 30 

Thr Thr Thr Val His Gly His Pro Val Tyr Arg Ala Asp Ser Glu Ser 
35 40 45 

Ser Glu Asp He Arg Cys Lys Cys He Cys Pro Pro Tyr Arg Asn He 
50 55 60 

Ser Gly His He Tyr Asn Gin Asn Val Ser Gin Lys Asp Cys Asn Cys 
65 70 75 80 

Leu His Val Val Glu Pro Met Pro Val Pro Gly His Asp Val Glu Ala 
85 90 95 

Tyr Cys Leu Leu Cys Glu Cys Arg Tyr Glu Glu Arg Ser Thr Thr Thr 
100 105 HO 

He Lys Val He He Val He Tyr Leu Ser Val Val Gly Ala Leu Leu 
115 120 125 

Leu Tyr Met Ala Phe Leu Met Leu Val Asp Pro Leu He Arg Lys Pro 
130 135 140 



Asp Ala Tyr Thr Glu Gin Leu His Asn Glu Glu Glu Asn Glu Asp Ala 
145 * 150 155 160 
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Arg Ser Met Ala Ala Ala Ala Ala Ser Leu Gly Gly Pro Arg Ala Asn 
165 170 175 



Thr Val Leu Glu Arg Val Glu Gly Ala Gin Gin Arg Trp Lys Leu Gin 
180 185 190 



Val Gin Glu Gin Arg Lys Thr Val Phe Asp Arg His Lys Met Leu Ser 

200 205 





195 


<210> 


310 


<211> 


170 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


310 



Met Thr Arg Gin Gly Pro Gin Pro Ala Ala Leu Gly Glu Ala Gin Pro 
1 5 10 15 

Pro Ser Leu Gly Lys Val Arg Leu Trp Gly Ser Phe Phe Pro Cys Gin 
20 25 30 



Thr Phe Arg lie Gin Asp Pro Ser Gly Leu Pro Cys Gin He Phe Ser 
35 40 45 



Phe Phe Leu Pro Thr Thr Gly Cys Ser Leu Tyr Gly Ser Ser Cys Cys 
50 55 60 

He Pro Arg Gly Thr Pro Ser Lys His Ser Pro Gly Ala Cys Gly Arg 
65 70 75 80 

Cys Pro Ala Ala Val Glu Ala Ala Gly Ala Gly Ala Ala Glu Asp Ser 
85 90 95 

Leu* Arg Ser Ala Gin Asp Ala Gin Leu Asp Gly Leu Val Trp Leu Gly 
100 105 HO 



Gin Gly Pro Asn Thr Met Ala Ala Ser Phe Gin Ala Gly Gin Ser Arg 
115 120 125 



Gly Leu Leu Leu Pro Ser Leu Gly Ser Ser Leu Pro Phe Lys Ser Leu 
130 135 140 

Trp His Phe Ser Ser Phe Ser Leu Thr Leu Glu Met Leu Tyr Leu Ala 

145 150 155 160 



He Leu He Arg Glu Glu Gly Cys Gly Leu 
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401 

165 170 



<210> 311 

<211> 67 

<212> PRT 

<213> Homo sapien 

<400> 311 

Pro Gin Val Cys Trp Asn Ser Pro Leu Ala Trp Ser Arg Pro Arg Tyr 
15 10 15 



Arg Arg Leu Leu Glu Gly Glu Ser Glu Gly Thr Arg Glu Glu Ser Lys 
20 " 25 30 



Ser Ser Met Lys Val Ser Ala Thr Pro Lys lie Lys Ala lie Thr Gin 
35 40 45 



Glu Thr lie Asn Gly Arg Leu Val Leu Cys Gin Val Asn Glu lie Gin 
50 55 60 



Lys His Ala 
65 



<210> 312 

<211> 32 

<212> PRT 

<213> Homo sapien 

<400> 312 

Pro Gin Val Cys Trp Asn Ser Pro Leu Ala Trp Ser Arg Pro Ser Thr 
15 10 15 

Ala Leu Lys Glu Lys Arg Asn Lys Lys Glu Val Glu Thr Thr Lys Val 
20 25 30 



<210> 313 

<211> 74 

<212> PRT 

<213> Homo sapien 

<400> 313 

Ala Ala Gly Val Leu Glu Phe Ala Leu Ser Val Val Ala Ala Glu Tyr 
15 10 15 



Cys Phe Glu Gly Glu Lys Glu Gin Glu Arg Gly Arg Asn Asn Lys Ser 
20 25 30 



Leu Thr Leu Phe Ser Pro Val Phe Pro Asn lie Phe Asp Leu Glu Thr 
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402 

35 40 45 



Cys Phe Leu Arg Leu Pro Leu He Ser His Arg Lys Val Pro Gly Asp 
50 55 60 



Cys Ser Leu Gly Gin Val Ala Leu Ser Asp 
65 70 



<210> 


314 






<211> 


66 






<212> 


PRT 






<213> 


Homo 


sapien 




<400> 


314 






Met His Val 


Glu Arg Arg Ser Val 


Met Asp 


1 




5 


10 



15 



Trp Gin Gly Ser Val Ala Gly Ser Leu Ser Ser Leu Glu Ser Ala Thr 
20 25 30 



Thr Asp Ser Asp Leu Asp Tyr Asp Tyr Leu Gin Asn Trp Gly Pro Arg 
35 40 45 



Phe Lys Lys Leu Ala Asp Leu Tyr Gly Ser Lys Asp Thr Phe Asp Asp 
50 55 60 



Asp Ser 
65 



<210> 315 

<211> 94 

<212> PRT 

<213> Homo sapien 

<400> 315 

Thr Ser Ser Leu Ala Ser Gin Arg Leu Lys Met Asn Ser Asp Ala Phe 
15 10 15 



He Leu Leu Leu Tyr Met Asn Arg Ala Leu Arg Thr Ser Pro Val Ser 
20 25 30 



Phe His Ser He Leu Leu Ser Val His Asp Ala Pro Ala Thr Leu Ala 
35 40 45 



He Phe Arg Phe Leu He Gin Lys Lys Thr Arg Ser Phe Ser Met Glu 
50 55 60 
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Ser Arg Ser Pro Leu Leu Phe Cys lie Asp Asp Asn Ser Leu Asn Leu 
65 70 75 80 



Phe Cys Phe Leu Ala Leu Cys Met Cys Val Gly Gly Trp Asp 
85 90 



<210> 316 

<211> 30 

<212> PRT 

<213> Homo sapien 

<400> 316 

Tyr Ala Leu lie Gly Thr Gly Leu Tyr Leu Glu Arg Arg Gin Cys Asp 
15 10 15 



Gly Cys Val Val Ala Ala Glu Val Asp Leu Val Leu Arg Asn 
20 25 30 



<210> 317 

<211> 94 

<212> PRT 

<213> Homo sapien 

<400> 317 

Thr Ser Ser Leu Ala Ser Gin Arg Leu Lys Met Asn Ser Asp Ala Phe 
15 10 15 

lie Leu Leu Leu Tyr Met Asn Arg Ala Leu Arg Thr Ser Pro Val Ser 
20 25 30 

Phe His Ser lie Leu Leu Ser Val His Asp Ala Pro Ala Thr Leu Ala 
35 40 45 

lie Phe Arg Phe Leu He Gin Lys Lys Thr Arg Ser Phe Ser Met Glu 
50 55 60 

Ser Arg Ser Pro Leu Leu Phe Cys He Asp Asp Asn Ser Leu Asn Leu 
65 " 70 75 80 



Phe Cys Phe Leu Ala Leu Cys Met Cys Val Gly Gly Trp Asp 
85 90 



<210> 318 

<211> 147 

<212> PRT 

<213> Homo sapien 



<400> 318 
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Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 
1 5 10 15 

Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser lie Leu Pro 
20 25 30 



Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu 
35 40 45 



Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Val 
50 55 60 

Ser Phe Tyr Gin Val Ala Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 

65 70 75 80 

Ala Glu Leu Gin Gly His His Ala Glu Lys Leu Pro Ala Gly Ala Gly 
85 90 95 



Ala Pro Lys Ala Gly Leu Glu Glu Ala Pro Ala Val Thr Ala Gly Leu 
100 105 HO 

Lys Val Ser Leu Gin Gin Leu Gin Asp Ala Gly Lys lie Leu Pro Thr 

115 120 125 



Leu Leu Pro Leu Pro Arg Leu Ser Cys Leu Ser Asn Asn Leu Lys Phe 
130 135 140 



Phe Cys Ser 
145 



<210> 319 

<211> 353 

<212> PRT 

<213> Homo sapien 

<400> 319 

Met Asp His His Phe lie Ala Glu Phe Lys Arg Thr His Lys Lys Asp 
15 10 15 

He Ser Glu Asn Lys Arg Ala Val Arg Arg Leu Arg Thr Ala Cys Glu 
20 25 30 

Arg Ala Lys Arg Thr Leu Ser Ser Ser Thr Gin Ala Ser He Glu He 
35 40 45 



Asp Ser Leu Tyr Glu Gly He Asp Phe Tyr Thr Ser He Thr Arg Ala 
50 55 60 
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Arg Phe Glu Glu Leu Asn Ala Asp Leu Phe Arg Gly Thr Leu Asp Pro 
65 70 75 80 



Val Glu Lys Ala Leu Arg Asp Ala Lys Leu Asp Lys Ser Gin lie His 
85 90 95 



Asp He Val Leu Val Gly Gly Ser Thr Arg He Pro Lys He Gin Lys 
100 105 HO 



Leu Leu Gin Asp Phe Phe Asn Gly Lys Glu Leu Asn Lys Ser He Asn 
115 120 125 



Pro Asp Glu Ala Val Ala Tyr Gly Ala Ala Val Gin Ala Ala He Leu 
130 135 140 



Ser Gly Asp Lys Ser Glu Asn Val Gin Asp Leu Leu Leu Leu Asp Val 
145 150 155 160 



Thr Pro Leu Ser Leu Gly He Glu Thr Ala Gly Gly Val Met Thr Val 
165 170 175 



Leu He Lys Arg Asn Thr Thr He Pro Thr Lys Gin Thr Gin Thr Phe 
180 185 190 



Thr Thr Tyr Ser Asp Asn Gin Pro Gly Val Leu He Gin Val Tyr Glu 
195 200 205 



Gly Glu Arg Ala Met Thr Lys Asp Asn Asn Leu Leu Gly Lys Phe Glu 
210 ~ 215 220 



Leu Thr Gly He Pro Pro Ala Pro Arg Gly Val Pro Gin He Glu Val 
225 230 235 240 



Thr Phe Asp He Asp Ala Asn Gly He Leu Asn Val Ser Ala Val Asp 
245 250 255 



Lys Ser Thr Gly Lys Glu Asn Lys He Thr He Thr Asn Asp Lys Gly 
260 265 270 



Arg Leu Ser Lys Glu Asp He Glu Arg Met Val Gin Glu Ala Glu Lys 
275 280 285 



Tyr Lys Ala Glu Asp Glu Lys Gin Arg Asp Lys Val Ser Ser Lys Asn 
290 295 300 
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Ser Leu Glu Ser Tyr Ala Phe Asn Met Lys Ala Thr Val Glu Asp Glu 
305 310 315 320 



Asn Phe Arg Gin lie Thr Val Arg Gin Gin Ser Ser Trp Gin Gly Tyr 
325 330 335 



Glu Tyr Gin Leu Ala Asp Lys lie Ser Ser Gly Gly Gly Phe Asp lie 
340 345 350 



Thr 



<210> 320 

<211> 205 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > M I SC_FEATURE 

<222> (201) . . (201) 

<22 3> x=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (204) . . (204) 

<223> x=any amino acid 



<400> 320 

Gin Leu Leu Leu Met Gly Ala Ala Val Gin Ala Ala He Leu Ser Gly 
15 10 15 



Asp Lys Ser Glu Asn Val Gin Asp Leu Leu Leu Leu Asp Val Thr Pro 
20 25 30 



Leu' Ser Leu Gly He Glu Thr Ala Gly Gly Val Met Thr Val Leu He 
35 40 45 



Lys Arg Asn Thr Thr He Pro Thr Lys Gin Thr Gin Thr Phe Thr Thr 
50 55 60 

Tyr Ser Asp Asn Gin Pro Gly Val Leu He Gin Val Tyr Glu Gly Glu 
65 " 70 75 80 



Arg Ala Met Thr Lys Asp Asn Asn Leu Leu Gly Lys Phe Glu Leu Thr 
85 90 95 



Gly He Pro Pro Ala Pro Arg Gly Val Pro Gin He Glu Val Thr Phe 
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100 105 HO 

Asp He Asp Ala Asn Gly He Leu Asn Val Ser Ala Val Asp Lys Ser 
115 120 125 

Thr Gly Lys Glu Asn Lys He Thr He Thr Asn Asp Lys Gly Arg Leu 
130 135 140 

Ser Lys Glu Asp He Glu Arg Met Val Gin Glu Ala Glu Lys Tyr Lys 
145 150 155 160 

Ala Glu Asp Glu Lys Gin Arg Asp Lys Val Ser Ser Lys Asn Ser Leu 
165 170 175 

Glu Ser Tyr Ala Phe Asn Met Lys Ala Thr Val Glu Asp Glu Asn Phe 
180 185 190 

Arg Gin He Thr Val Arg Gin Gin Xaa Ser Gly Xaa Leu 
195 200 205 

<210> 321 

<211> 118 

<212> PRT 

<213> Homo sapien 

<400> 321 

Met Cys Pro Arg Cys Met Leu Glu Arg Arg Ser Val Met Asp Gly Arg 
1 5 10 15 

Gly Arg Gly Gly Gly Pro Ala Ser Gly His His Ser Gly Pro Ser Leu 
20 25 30 

His Ala Glu Asn His Thr Ser Gin Thr Phe Thr Gin His Phe Leu Pro 
35 40 45 

Gin Ser Gin Lys Met His Lys Glu Glu His Glu Val Ala Val Leu Gly 
50 55 60 

Ala Pro Pro Ser Thr He Leu Pro Arg Ser Thr Val He Asn He His 
65 70 75 80 

Ser Glu Thr Ser Val Pro Asp His Val Val Trp Ser Leu Phe Asn Thr 
85 90 95 



Leu Phe Met Asn Pro Cys Cys Leu Asn Trp Cys Cys Leu Gly Phe Asn 
100 105 HO 
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Ser lie Arg Leu Thr Pro 





115 


<210> 


322 


<211> 


183 


<212> 


PRT 


<213> 


Homo sap i en 


<400> 


322 



Arg Val Asp Ser Tyr Ser Glu Cys Ala Leu Asp His Ala Arg Ala Ala 
1 " 5 10 15 



Gin Cys Asp Gly Trp Ser Arg Ala Arg Gly Gly Pro Ala Ser Gly His 
20 25 30 



His Ser Gly Pro Ser Leu His Ala Glu Asn His Thr Ser Gin Thr Phe 
35 40 45 



Thr Gin His Phe Leu Pro Gin Ser Gin Lys Met His Lys Glu Glu His 
50 55 60 



Glu Val Ala Val Leu Gly Ala Pro Pro Ser Thr lie Leu Pro Arg Ser 
65 70 75 80 

Thr Val lie Asn lie His Ser Glu Thr Ser Val Pro Asp His Val Val 
85 90 95 



Trp Ser Leu Phe Asn Thr Leu Phe Leu Asn Trp Cys Cys Leu Gly Phe 
100 105 HO 



He Ala Phe Ala Tyr Ser Val Lys Ser Arg Asp Arg Lys Met Val Gly 
115 120 125 



Asp Val Thr Gly Ala Gin Ala Tyr Ala Ser Thr Ala Lys Cys Leu Asn 
130 135 140 

He Trp Ala Leu He Leu Gly He Leu Met Thr He Gly Phe He Leu 
145 150 155 160 

Leu Leu Val Phe Gly Ser Val Thr Val Tyr His He Met Leu Gin He 
165 170 175 



He Gin Glu Lys Arg Gly Tyr 
180 



<210> 323 
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409 

<211> 87 

<212> PRT 

<213> Homo sapien 

<400> 323 

Met Asn His Thr Val Gin Thr Phe Phe Ser Pro Val Asn Ser Gly Gin 
15 10 15 

Pro Pro Asn Tyr Glu Met His Lys Glu Glu His Glu Val Ala Val Leu 
20 25 30 

Gly Ala Pro Pro Ser Thr lie Leu Pro Arg Ser Thr Val lie Asn lie 
35 40 45 

His Ser Glu Thr Ser Val Pro Asp His Val Val Trp Ser Leu Phe Asn 
50 55 60 

Thr Leu Phe Met Asn Pro Cys Cys Leu Asn Trp Cys Cys Leu Gly Phe 
65 70 75 80 

Asn Ser lie Arg Leu Thr Pro 
85 



<210> 324 

<211> 156 

<212> PRT 

<213> Homo sapien 

<400> 324 

Pro Asp Arg Arg Trp Ser Ser Leu Asp Thr Met Asn His Thr Val Gin 
1 - 5 1Q 15 

Thr Phe Phe Ser Pro Val Asn Ser Gly Gin Pro Pro Asn Tyr Glu Met 
20 25 30 

His Lys Glu Glu His Glu Val Ala Val Leu Gly Ala Pro Pro Ser Thr 
35 40 45 

He Leu Pro Arg Ser Thr Val He Asn He His Ser Glu Thr Ser Val 
50 55 60 

Pro Asp His Val Val Trp Ser Leu Phe Asn Thr Leu Phe Leu Asn Trp 
65 ^ 70 75 80 



Cys Cys Leu Gly Phe He Ala Phe Ala Tyr Ser Val Lys Ser Arg Asp 
85 90 95 
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Arg Lys Met Val Gly Asp Val Thr Gly Ala Gin Ala Tyr Ala Ser Thr 
100 105 110 



Ala Lys Cys Leu Asn He Trp Ala Leu He Leu Gly He Leu Met Thr 
115 120 125 



He Gly Phe He Leu Leu Leu Val Phe Gly Ser Val Thr Val Tyr His 
130 135 140 



He Met Leu Gin He He Gin Glu Lys Arg Gly Tyr 
145 150 155 



<210> 325 

<211> 76 

<212> PRT 

<213> Homo sapien 

<400> 325 

Met His Ala Arg Ala Ala Gin Cys Asp Gly Ser Trp Ser Arg Pro Ser 
15 10 15 



Val Val Glu Ala Gly His Leu Glu Leu Arg Gin Ser Arg Arg Arg Asn 
20 25 30 

Gly Glu Asp Ser Gly Gly Gly Gly Arg Pro Gly Trp Asp Glu Val Trp 
35 40 45 

Trp Trp Val Val Ser Leu Gly Gly Asp Cys He Leu Gin His Leu Asn 
50 55 60 



Ser Val Cys Leu Leu Cys Glu Thr Ser Ala Asp His 
65 70 75 



<210> 326 

<211> 105 

<212> PRT 

<213> Homo sapien 

<400> 326 

Asp Pro Ser He Phe Leu Lys Ser Pro Leu Gly Trp Leu Arg Gly Arg 
1 5 10 15 

Gly Leu Gly Val Gly Gly Leu Ser Arg Ser Asp Cys Arg Asp Arg Leu 
20 25 30 



Val Cys Ser Val Asn Thr Asn Lys He Asp Leu Leu Ser Gly Lys Arg 
35 40 45 
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Lys Arg Lys Glu Lys Lys Thr Leu Cys Gly lie Thr Gin Trp Val lie 
50 55 60 



Arg Arg Val Pro Val Gly Trp Thr Leu Val Phe Pro Gly Ser Gin Phe 
65 70 75 80 



Pro Ala Gin His Met Ser Thr Asn Gly Glu Thr Thr Arg Ala Ala Gly 
85 90 95 



Gly Gin Trp Lys Lys Arg Thr His Gly 
100 105 



<210> 327 

<211> 109 

<212> PRT 

<213> Homo sapien 

<400> 327 

Met Pro Ser Ala Met Thr Val Tyr Ala Leu Val Val Val Ser Tyr Phe 
15 10 15 

Leu He Thr Gly Gly He He Tyr Asp Val He Val Glu Pro Pro Ser 
20 * 25 30 

Val Gly Ser Met Thr Asp Glu His Gly His Gin Arg Pro Val Ala Phe 
35 40 45 

Leu Ala Tyr Arg Val Asn Gly Gin Tyr He Met Glu Gly Leu Ala Ser 
50 55 60 



Ser Phe Leu Phe Thr Met Gly Gly Leu Gly Phe He He Leu Asp Arg 
65 70 75 80 

Ser Asn Ala Pro Asn He Pro Lys Leu Asn Arg Phe Leu Leu Leu Phe 
85 90 95 



Met Trp He Arg Leu Cys Pro He Glu Phe Phe His Gly 
100 105 



<210> 328 

<211> 153 

<212> PRT 

<213> Homo sapien 

<400> 328 

Pro Leu Ala Trp Ser Arg Pro Arg Tyr Arg Val Pro Phe Leu Val Leu 
15 10 15 
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Glu Cys Pro Asn Leu Lys Leu Lys Lys Pro Pro Trp Leu His Met Pro 
20 25 30 



Ser Ala Met Thr Val Tyr Ala Leu Val Val Val Ser Tyr Phe Leu He 
35 40 45 

Thr Gly Gly He He Tyr Asp Val He Val Glu Pro Pro Ser Val Gly 
50 55 60 

Ser Met Thr Asp Glu His Gly His Gin Arg Pro Val Ala Phe Leu Ala 
65 70 75 80 

Tyr Arg Val Asn Gly Gin Tyr He Met Glu Gly Leu Ala Ser Ser Phe 
85 90 95 



Leu Phe Thr Met Gly Gly Leu Gly Phe He He Leu Asp Arg Ser Asn 
100 105 HO 



Ala Pro Asn He Pro Lys Leu Asn Arg Phe Leu Leu Leu Phe He Gly 

115 120 125 

Phe Val Cys Val Leu Leu Ser Phe Phe Met Ala Arg Val Phe Met Arg 

130 135 140 



Met Lys Leu Pro Gly Tyr Leu Met Gly 
145 150 



<210> 329 

<211> 61 

<212> PRT 

<213> Homo sapien 

<400> 329 

Leu Leu Gly Arg Ala Gly Leu Phe Pro Gly Gly Ala Trp Gly Leu Arg 
15 10 15 

Pro Arg Thr Ala Leu Ala Ala Thr Asn Met Glu Thr Leu Tyr Arg Val 
20 25 30 



Pro Phe Leu Val Leu Glu Cys Pro Asn Leu Lys Leu Lys Lys Pro Pro 
35 40 45 



Trp Leu His Met Pro Ser Ala Met Thr Val Asn Asn Leu 
50 55 60 
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<210> 330 
<211> 102 
<212> PRT 
<213> Homo sapien 

<400> 330 

He He Tyr Asp Val He Val Glu Pro Pro Ser Val Gly Ser Met Thr 
15 10 15 

Asp Glu His Gly His Gin Arg Pro Val Ala Phe Leu Ala Tyr Arg Val 
20 25 30 

Asn Gly Gin Tyr He Met Glu Gly Leu Ala Ser Ser Phe Leu Phe Thr 
35 40 45 

Met Gly Gly Leu Gly Phe He He Leu Asp Arg Ser Asn Ala Pro Asn 
50 55 60 

He Pro Lys Leu Asn Arg Phe Leu Leu Leu Phe He Gly Phe Val Cys 
65 70 75 80 

Val Leu Leu Ser Phe Phe Met Ala Arg Val Phe Met Arg Met Lys Leu 
85 90 95 

Pro Gly Tyr Leu Met Gly 
100 

<210> 331 

<211> 83 

<212> PRT 

<213> Homo sapien 

<400> 331 

Met Glu Thr Leu Tyr Arg Val Pro Phe Leu Val Leu Glu Cys Pro Asn 
1 5 10 15 

Leu Lys Leu Lys Lys Pro Pro Trp Leu His Met Pro Ser Ala Met Thr 
20 25 3 0 

Val Tyr Ala Leu Val Val Val Ser Tyr Phe Leu He Thr Gly Gly He 
35 40 45 

He Tyr Asp Val He Val Glu Pro Pro Ser Val Gly Ser Met Thr Asp 
50 55 60 



Glu His Gly His Gin Arg Pro Val Ala Phe Leu Ala Tyr Arg Gly Tyr 
65 70 75 80 
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Leu Met Gly 



<210> 332 

<211> 123 

<212> PRT 

<213> Homo Bapien 

<400> 332 

Met Pro Ser Ala Met Thr Val Tyr Ala Leu Val Val Val Ser Tyr Phe 
15 10 15 



Leu He Thr Gly Gly He He Tyr Asp Val He Val Glu Pro Pro Ser 
20 25 30 



Val Gly Ser Met Thr Asp Glu His Gly His Gin Arg Pro Val Ala Phe 
35 40 45 



Leu Ala Tyr Arg Val Asn Gly Gin Tyr He Met Glu Gly Leu Ala Ser 
50 55 60 



Ser Phe Leu Phe Thr Met Gly Gly Leu Gly Phe He He Leu Asp Arg 
65 70 75 80 



Ser Asn Ala Pro Asn He Pro Lys Leu Asn Arg Phe Leu Leu Leu Phe 
85 90 95 



He Gly Phe Val Cys Val Leu Leu Ser Phe Phe Met Ala Arg Val Phe 
100 105 HO 



Met Arg Met Lys Leu Pro Gly Tyr Leu Met Gly 
115 120 



<210> 333 

<211> 83 

<212> PRT 

<213> Homo sapien 

<400> 333 

Met Glu Thr Leu Tyr Arg Val Pro Phe Leu Val Leu Glu Cys Pro Asn 
15 10 15 

Leu Lys Leu Lys Lys Pro Pro Trp Leu His Met Pro Ser Ala Met Thr 
20 25 30 



Val Tyr Ala Leu Val Val Val Ser Tyr Phe Leu He Thr Gly Gly He 
35 40 45 
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He Tyr Asp Val He Val Glu Pro Pro Ser Val Gly Ser Met Thr Asp 
50 55 60 



Glu His Gly His Gin Arg Pro Val Ala Phe Leu Ala Tyr Arg Gly Tyr 
65 70 75 80 



Leu Met Gly 



<210> 334 

<211> 95 

<212> PRT 

<213> Homo sapien 

<400> 334 

Met Thr Glu Leu Glu Thr Ala Met Gly Met He He Asp Val Phe Ser 
15 10 15 



Arg Tyr Ser Gly Ser Glu Gly Ser Thr Gin Thr Leu Thr Lys Gly Glu 
20 25 30 



Leu Lys Val Leu Met Glu Lys Glu Leu Pro Gly Phe Leu Gin Ser Gly 
35 40 45 



Lys Asp Lys Asp Ala Val Asp Lys Leu Leu Lys Asp Leu Asp Ala Asn 
50 55 60 



Gly Asp Ala Gin Val Asp Phe Ser Glu Phe He Val Phe Val Ala Ala 
65 70 75 80 



He Thr Ser Ala Cys His Lys Tyr Phe Glu Lys Ala Gly Leu Lys 
85 90 95 



<210> 335 

<211> 184 

<212> PRT 

<213> Homo sapien 

<400> 335 

He Gin Ser Gin Cys Leu Gly Gly Ala His Pro Ser Lys Cys Lys Ser 
15 10 15 



Ser Arg Gly Val Thr Glu Leu Ala Asn Arg Leu Val Cys Leu Val Phe 
20 25 30 



Leu Leu His Val Asp He He Leu Leu He Leu Leu Pro Gly Pro Pro 
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35 40 45 

Gin Gly Tyr Arg Lys Val Lys Ser Ser Pro Glu Pro He Met Ser Ser 
50 ~ 55 60 

Leu Leu Thr Glu Gly Thr Cys Pro Ala Thr Ala Arg Val Ala Ala Arg 
65 70 " 75 80 

Glu Glu Gly Gly Ser Glu Ser Ser Thr Met Thr Glu Leu Glu Thr Ala 
85 90 95 

Met Gly Met He He Asp Val Phe Ser Arg Tyr Ser Gly Ser Glu Gly 
100 105 HO 

Ser Thr Gin Thr Leu Thr Lys Gly Glu Leu Lys Val Leu Met Glu Lys 
115 120 125 

Glu Leu Pro Gly Phe Leu Gin Ser Gly Lys Asp Lys Asp Ala Val Asp 
130 135 140 

Lys Leu Leu Lys Asp Leu Asp Ala Asn Gly Asp Ala Gin Val Asp Phe 
145 ' 150 155 160 

Ser Glu Phe He Val Phe Val Ala Ala He Thr Ser Ala Cys His Lys 
165 170 175 

Tyr Phe Glu Lys Ala Gly Leu Lys 
180 



<210> 336 

<211> 64 

<212> PRT 

<213> Homo sapien 

<400> 336 

Cys Arg He Arg Arg Ala Arg His Glu Ser Pro Gly Leu Arg Lys Gly 
1^5 10 15 

Thr Ser Leu Leu Arg Ser Asn Thr Gin Lys Gly Arg Phe Phe Gin Gly 
20 ~ 25 30 



Cys Arg He Val Gly Ser Gly Pro Lys Trp Leu Met Ala Pro Ser Lys 
35 * 40 45 

Thr Phe He Phe Asn Asn Val Lys Asp Leu Arg He Lys Arg He Gly 
50 55 60 
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<210> 337 

<211> 51 

<212> PRT 

<213> Homo sapien 

<400> 337 

Ser Ser Glu lie Pro Lys Asn Ser Cys Asn Val Arg Val Arg Lys Asp 
15 10 15 



Gly Val Tyr Ser Ser Leu His Phe Tyr Gly Glu He Lys Ser Phe Ser 
20 25 30 



Asn Glu Leu Lys Lys Lys Lys Lys Gly Gly Arg Ser Arg Ser Arg Thr 
35 40 45 



Ser Phe Phe 
50 



<210> 338 

<211> 140 

<212> PRT 

<213> Homo sapien 

<400> 338 

Pro Cys Gly Pro Arg Leu Pro Phe Lys Arg Ala Gly Pro Ala Pro Ala 
1 5 10 15 



Ala Pro His Arg Gly Asp Gin Glu Ala Arg Trp Phe Ser Gly Ala Ala 
20 25 30 



Pro Ser Arg Leu Pro Pro Ala Pro Arg Phe Ser Gly Pro Ala Ala He 
35 40 45 



Phe Leu Ser Ala Gin Gly Pro Pro Ser Gly Ala Met Gin Pro Thr Leu 
50 55 60 



Leu Leu Ser Leu Leu Gly Ala Val Gly Leu Ala Ala Val Asn Ser Met 
65 70 75 80 



Pro Val Asp Asn Arg Asn His Asn Glu Gly Met Val Thr Arg Cys He 
85 90 95 



He Glu Val Leu Ser Asn Ala Leu Ser Lys Ser Ser Ala Pro Pro He 
100 105 110 



Thr Pro Glu Cys Arg Gin Val Leu Lys Thr Lys Lys Arg Thr Arg Lys 
115 120 125 
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Leu Gly Cys Asn Gly Phe Gly Thr Thr Glu Asp Ser 
130 135 140 



<210> 339 

<211> 141 

<212> PRT 

<213> Homo sapien 

<400> 339 

Met Lys Gly Asp Tyr Tyr Arg Tyr Leu Ala Glu Val Ala Ala Gly Asp 
1 5 10 15 



Glu Pro Glu Arg Asp Trp Pro He Arg Ser Thr Gin Ser He Pro Lys 
20 25 30 



Gly Lys Ala Phe Glu He Ser Lys Lys Glu Met Gin Pro Thr His Pro 
35 40 45 

He Arg Leu Gly Leu Ala Leu Asn Phe Ser Val Phe Tyr Tyr Glu He 
50 55 60 

Leu Asn Ser Pro Glu Lys Ala Trp Ser Leu Ala Lys Thr Ala Phe Asp 

65 70 75 80 



Glu Ala He Ala Glu Leu Asp Thr Leu Ser Glu Glu Ser Tyr Lys Asp 
85 90 95 



Ser Thr Leu He Met Gin Leu Leu Arg Asp Asn Leu Thr Leu Trp Thr 
100 105 HO 



Ser Asp Thr Gin Gly Asp Glu Ala Glu Ala Gly Glu Gly Gly Glu Asn 
115 120 125 



Ser Ala Gly Leu Ser Lys Val Leu Ser Ala Ser Val Ser 
130 135 140 



<210> 340 

<211> 122 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MI S COFEATURE 

<222> (83).. (83) 

<223> x*any amino acid 



<220> 
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<221> MI S COFEATURE 
<222> (117) . . (117) 
<223> x=any amino acid 



<400> 340 



Ala Arg Ala Pro Ala Gly Glu Lys He Glu Thr Glu Leu Arg Asp He 
15 10 15 



Cys Asn Gin Cys Thr Val Ser Leu Arg Lys Val Leu Asp Pro Asn Ala 
20 25 30 



Ser Gin Ala Glu Ser Lys Val Phe Tyr Leu Lys Met Lys Gly Asp Tyr 
35 40 45 



Tyr Arg Tyr Leu Ala Glu Val Ala Ala Gly Asp Glu Pro Glu Arg Asp 
50 55 60 



Trp Pro He Arg Ser Thr Gin Ser He Pro Lys Gly Lys Ala Phe Glu 
65 70 75 80 



He Ser Xaa Lys Glu Met Gin Pro Thr His Pro He Arg Leu Gly Leu 
85 90 95 



Ala Leu Asn Phe Ser Val Phe Tyr Tyr Glu He Leu Asn Ser Pro Glu 
100 105 HO 



Lys Ala Trp Ser Xaa Cys Lys Asp Ser Phe 
115 120 



<210> 341 

<211> 51 

<212> PRT 

<213> Homo sapien 



<220> 

<221> MI S COFEATURE 

<222> (5) . . (5) 

<223> x=any amino acid 



<400> 341 

Gly Arg Gly Arg Xaa Arg Ala Thr Cys Leu Ser Gly Arg Cys Trp Ala 
1 5 10 15 

Arg Thr Val Glu Met Ser Glu Lys Lys Gin Pro Val Asp Leu Gly Leu 
20 25 30 



Leu Glu Glu Asp Asp Glu Phe Glu Glu Phe Pro Ala Glu Gly Leu Gly 
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35 40 45 



Trp Leu Arg 
50 



<210> 342 

<211> 90 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (5) . . (5) 

<223> x=any amino acid 



<400> 342 



Gly Arg Gly Arg Xaa Arg Ala Thr Cys Leu Ser Gly Arg Cys Trp Ala 
15 10 15 

Arg Thr Val Glu Met Ser Glu Lys Lys Gin Pro Val Asp Leu Gly Leu 
20 25 30 



Leu Glu Glu Asp Asp Glu Phe Glu Glu Phe Pro Ala Glu Asp Trp Ala 
35 " 40 45 



Gly Leu Asp Glu Asp Glu Asp Ala His Val Trp Glu Asp Asn Trp Asp 
50 " 55 60 

Asp Asp Asn Val Glu Asp Asp Phe Ser Asn Gin Leu Arg Ala Glu Leu 
65 ^ 70 75 80 



Glu Lys His Gly Tyr Lys Met Glu Thr Ser 
85 90 



<210> 343 

<211> 44 

<212> PRT 

<213> Homo sapien 

<400> 343 

Leu Ala Trp Ser Arg Pro Arg Cys Gly Ser Asp Gly Gly Val Ser Leu 
1 " 5 10 15 



Arg Lys Ser Glu Gly Ser Asn Phe Ser Ala Tyr Leu Gly Gly Val Gly 
20 25 30 



Arg Gly Gin Ser Arg Cys Gin Arg Lys Ser Ser Arg 
35 40 



WO 2004/092338 



PCT/US2004/011104 



421 



<210> 344 

<211> 88 

<212> PRT 

<213> Homo sapien 

<400> 344 

Lys Lys Lys Lys Lys Lys His Pro Lys Leu Val Leu Ser Leu Ser Leu 
15 10 15 



Ser Pro Arg Val Glu Ala Leu Ala Gly Met Gly Gly His Lys Leu Gly 
20 25 30 



Pro Gin Pro Ala Gin Ser Ala His Ser Asp Leu Gly Gly Lys Leu Gly 
35 40 45 



Gly Thr Pro Gly Thr His Tyr His Ala Gly Ala Gly Arg Ser Arg Cys 
50 55 60 



Thr Gin Gly lie Pro Pro Thr Ala Glu Gly Ser Arg Asn Ser Thr Ser 
65 70 75 80 



Pro Thr lie Leu His Gin Thr Val 
85 



<210> 345 

<211> 680 

<212> PRT 

<213> Homo sapien 

<400> 345 

Met Ala Leu Glu lie His Met Ser Asp Pro Met Cys Leu lie Glu Asn 
15 10 15 



Phe Asn Glu Gin Leu Lys Val Asn Gin Glu Ala Leu Glu lie Leu Ser 
20 25 30 



Ala He Thr Gin Pro Val Val Val Val Ala He Val Gly Leu Tyr Arg 
35 40 45 



Thr Gly Lys Ser Tyr Leu Met Asn Lys Leu Ala Gly Lys Asn Lys Gly 
50 55 60 

Phe Ser Val Ala Ser Thr Val Gin Ser His Thr Lys Gly He Trp He 
65 70 75 80 



Trp Cys Val Pro His Pro Asn Trp Pro Asn His Thr Leu Val Leu Leu 
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85 90 95 

Asp Thr Glu Gly Leu Gly Asp Val Glu Lys Ala Asp Asn Lys Asn Asp 
100 105 HO 

He Gin He Phe Ala Leu Ala Leu Leu Leu Ser Ser Thr Phe Val Tyr 
115 120 125 

Asn Thr Val Asn Lys He Asp Gin Gly Ala He Asp Leu Leu His Asn 
130 135 140 

Val Thr Glu Leu Thr Asp Leu Leu Lys Ala Arg Asn Ser Pro Asp Leu 
145 150 155 160 

Asp Arg Val Glu Asp Pro Ala Asp Ser Ala Ser Phe Phe Pro Asp Leu 
165 170 175 

Val Trp Thr Leu Arg Asp Phe Cys Leu Gly Leu Glu He Asp Gly Gin 
180 185 190 

Leu Val Thr Pro Asp Glu Tyr Leu Glu Asn Ser Leu Arg Pro Lys Gin 
195 200 205 

Gly Ser Asp Gin Arg Val Gin Asn Phe Asn Leu Pro Arg Leu Cys He 
210 215 220 

Gin Lys Phe Phe Pro Lys Lys Lys Cys Phe He Phe Asp Leu Pro Ala 
225 230 235 240 

His Gin Lys Lys Leu Ala Gin Leu Glu Thr Leu Pro Asp Asp Glu Leu 
245 250 255 

Glu Pro Glu Phe Val Gin Gin Val Thr Glu Phe Cys Ser Tyr He Phe 
260 265 270 

Ser His Ser Met Thr Lys Thr Leu Pro Gly Gly He Met Val Asn Gly 
275 280 285 

Ser Arg Leu Lys Asn Leu Val Leu Thr Tyr Val Asn Ala He Ser Ser 
290 295 300 

Gly Asp Leu Pro Cys He Glu Asn Ala Val Leu Ala Leu Ala Gin Arg 
305 310 315 320 



Glu Asn Ser Ala Ala Val Gin Lys Ala lie Ala His Tyr Asp Gin Gin 
325 330 335 
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Met Gly Gin Lys Val Gin Leu Pro Met Glu Thr Leu Gin Glu Leu Leu 
340 345 350 



Asp Leu His Arg Thr Ser Glu Arg Glu Ala He Glu Val Phe Met Lys 
355 360 365 



Asn Ser Phe Lys Asp Val Asp Gin Ser Phe Gin Lys Glu Leu Glu Thr 
370 375 380 



Leu Leu Asp Ala Lys Gin Asn Asp He Cys Lys Arg Asn Leu Glu Ala 
385 390 395 400 



Ser Ser Asp Tyr Cys Ser Ala Leu Leu Lys Asp He Phe Gly Pro Leu 
405 410 415 



Glu Glu Ala Val Lys Gin Gly He Tyr Ser Lys Pro Gly Gly His Asn 
420 425 430 



Leu Phe He Gin Lys Thr Glu Glu Leu Lys Ala Lys Tyr Tyr Arg Glu 
435 440 445 



Pro Arg Lys Gly He Gin Ala Glu Glu Val Leu Gin Lys Tyr Leu Lys 
450 455 460 



Ser Lys Glu Ser Val Ser His Ala He Leu Gin Thr Asp Gin Ala Leu 
465 470 475 480 



Thr Glu Thr Glu Lys Lys Lys Lys Gly Glu Lys Lys Val Glu He Met 
485 490 495 



Gin Asp Arg Lys Lys Ser He Asn Phe Lys Leu Asn Leu Ala Trp Pro 
500 505 510 



Ser Trp Asp Val Lys Leu Glu Gin Glu Trp Gin Arg Cys Phe Leu Ala 
515 520 525 



Pro Gin Ala Tyr Leu Thr Gly Met He Leu His Cys Gly Tyr Leu Glu 
530 535 540 



Gly Lys Asn Asn Pro Trp Glu Phe Tyr Pro Gly Ser Trp Asn Asn His 
545 550 555 560 



Lys Gin Lys Trp Glu Ala Glu Gly Arg Gly Thr Leu He Leu Glu Lys 
565 570 575 
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He He Phe Phe Ser Ser Glu Ala Gin Val Lys Ala Glu Ala Glu Lys 
580 585 590 

Ala Glu Ala Gin Arg Leu Ala Ala He Gin Arg Gin Asn Glu Gin Met 
595 600 605 

Met Gin Glu Arg Glu Arg Leu His Gin Glu Gin Val 'Arg Gin Met Glu 
610 615 620 

He Ala Lys Gin Asn Trp Leu Ala Glu Gin Gin Lys Met Gin Glu Gin 
625 630 635 640 

Gin Met Gin Glu Gin Ala Ala Gin Leu Ser Thr Thr Phe Gin Ala Gin 
645 650 655 



Asn Arg Ser Leu Leu Ser Glu Leu Gin His Ala Gin Arg Thr Val Asn 
660 665 670 



Asn Asp Asp Pro Cys Val Leu Leu 
675 680 



<210> 346 

<211> 544 

<212> PRT 

<213> Homo sapien 

<400> 346 

He He Thr Ser Arg Cys Pro Tyr Leu Ser Ser Gly Lys He He Leu 
15 10 15 



Ala Ser Ala Ala Tyr Lys Ser Gly Asn Gin Asn Ser Thr Tyr He Arg 
20 25 30 



Gin Ser Asn He Leu Asp Met Ala Leu Glu He His Met Ser Asp Pro 
35 40 45 

Met Cys Leu He Glu Asn Phe Asn Glu Gin Leu Lys Val Asn Gin Glu 
50 55 60 

Ala Leu Glu He Leu Ser Ala He Thr Gin Pro Val Val Val Val Ala 
65 70 75 80 

He Val Gly Leu Tyr Arg Thr Gly Lys Ser Tyr Leu Met Asn Lys Leu 
85 90 95 



Ala Gly Lys Asn Lys Gly Phe Ser Val Ala Ser Thr Val Gin Ser His 
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100 105 110 

Thr Lys Gly He Trp He Trp Cys Val Pro His Pro Asn Trp Pro Asn 
115 120 125 

His Thr Leu Val Leu Leu Asp Thr Glu Gly Leu Gly Asp Val Glu Lys 
130 135 140 

Ala Asp Asn Lys Asn Asp He Gin He Phe Ala Leu Ala Leu Leu Leu 
145 150 155 160 

Ser Ser Thr Phe Val Tyr Asn Thr Val Asn Lys He Asp Gin Gly Ala 
165 170 175 

He Asp Leu Leu His Asn Val Thr Glu Leu Thr Asp Leu Leu Lys Ala 
180 185 190 

Arg Asn Ser Pro Asp Leu Asp Arg Val Glu Asp Pro Ala Asp Ser Ala 
195 200 205 

Ser Phe Phe Pro Asp Leu Val Trp Thr Leu Arg Asp Phe Cys Leu Gly 
210 215 220 

Leu Glu He Asp Gly Gin Leu Val Thr Pro Asp Glu Tyr Leu Glu Asn 
225 ^ 230 235 240 

Ser Leu Arg Pro Lys Gin Gly Ser Asp Gin Arg Val Gin Asn Phe Asn 
245 250 255 

Leu Pro Arg Leu Cys He Gin Lys Phe Phe Pro Lys Lys Lys Cys Phe 
260 265 270 

He Phe Asp Leu Pro Ala His Gin Lys Lys Leu Ala Gin Leu Glu Thr 
275 280 285 

Leu Pro Asp Asp Glu Leu Glu Pro Glu Phe Val Gin Gin Val Thr Glu 
290 295 300 

Phe Cys Ser Tyr He Phe Ser His Ser Met Thr Lys Thr Leu Pro Gly 
305 ' 310 315 320 

Gly He Met Val Asn Gly Ser Arg Leu Lys Asn Leu Val Leu Thr Tyr 
325 330 335 



Val Asn Ala He Ser Ser Gly Asp Leu Pro Cys He Glu Asn Ala Val 
340 345 350 



WO 2004/092338 



426 



PCT/US2004/011104 



Leu Ala Leu Ala Gin Arg Glu Asn Ser Ala Ala Val Gin Lys Ala lie 
355 360 365 



Ala His Tyr Asp Gin Gin Met Gly Gin Lys Val Gin Leu Pro Met Glu 
370 375 380 



Thr Leu Gin Glu Leu Leu Asp Leu His Arg Thr Ser Glu Arg Glu Ala 
385 390 395 400 



He Glu Val Phe Met Lys Asn Ser Phe Lys Asp Val Asp Gin Ser Phe 
405 410 415 



Gin Lys Glu Leu Glu Thr Leu Leu Asp Ala Lys Gin Asn Asp He Cys 
420 425 430 



Lys Arg Asn Leu Glu Ala Ser Ser Asp Tyr Cys Ser Ala Leu Leu Lys 
435 440 445 



Asp He Phe Gly Pro Leu Glu Glu Ala Val Lys Gin Gly He Tyr Ser 
450 455 460 

Lys Pro Gly Gly His Asn Leu Phe He Gin Lys Thr Glu Glu Leu Lys 

465 * 470 475 480 



Ala Lys Tyr Tyr Arg Glu Pro Arg Lys Gly He Gin Ala Glu Glu Val 
485 490 495 



Leu Gin Lys Tyr Leu Lys Ser Lys Glu Ser Val Ser His Ala He Leu 
500 505 510 



Gin Thr Asp Gin Ala Leu Thr Glu Thr Glu Lys Lys Lys Lys Gly Glu 
515 520 525 



Lys Lys Val Glu He Met Gin Asp Arg Lys Lys Ser He Asn Phe Lys 
530 535 540 



<210> 347 

<211> 487 

<212> PRT 

<213> Homo sapien 

<400> 347 



Met Val Trp Gin Cys Cys Leu Met Leu Leu Glu Arg Arg Ser Val Met 
1 5 10 15 
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Asp Gly Arg Pro Gly Arg Ala Trp Ser Arg Pro Arg Tyr Asn Thr Val 
20 25 30 



Asn Lys He Asp Gin Gly Ala He Asp Leu Leu His Asn Val Thr Glu 
35 40 45 



Leu Thr Asp Leu Leu Lys Ala Arg Asn Ser Pro Asp Leu Asp Arg Val 
50 55 60 

Glu Asp Pro Ala Asp Ser Ala Ser Phe Phe Pro Asp Leu Val Trp Thr 
65 70 75 80 



Leu Arg Asp Phe Cys Leu Gly Leu Glu He Asp Gly Gin Leu Val Thr 
85 90 95 



Pro Asp Glu Tyr Leu Glu Asn Ser Leu Arg Pro Lys Gin Gly Ser Asp 
100 105 HO 



Gin Arg Val Gin Asn Phe Asn Leu Pro Arg Leu Cys He Gin Lys Phe 
115 120 125 



Phe Pro Lys Lys Lys Cys Phe He Phe Asp Leu Pro Ala His Gin Lys 
130 ' 135 14 0 

Lys Leu Ala Gin Leu Glu Thr Leu Pro Asp Asp Glu Leu Glu Pro Glu 

145 150 155 160 



Phe Val Gin Gin Val Thr Glu Phe Cys Ser Tyr He Phe Ser His Ser 
165 170 175 



Met Thr Lys Thr Leu Pro Gly Gly lie Met Val Asn Gly Ser Arg Leu 
180 185 190 



Lys Asn Leu Val Leu Thr Tyr Val Asn Ala He Ser Ser Gly Asp Leu 
195 200 205 



Pro Cys He Glu Asn Ala Val Leu Ala Leu Ala Gin Arg Glu Asn Ser 
210 215 220 

Ala Ala Val Gin Lys Ala He Ala His Tyr Asp Gin Gin Met Gly Gin 
225 230 235 240 



Lys Val Gin Leu Pro Met Glu Thr Leu Gin Glu Leu Leu Asp Leu His 
245 250 255 



Arg Thr Ser Glu Arg Glu Ala He Glu Val Phe Met Lys Asn Ser Phe 



WO 2004/092338 



PCTYUS2004/011104 



428 

260 265 270 



Lys Asp Val Asp Gin Ser Phe Gin Lys Glu Leu Glu Thr Leu Leu Asp 
275 280 285 



Ala Lys Gin Asn Asp lie Cys Lys Arg Asn Leu Glu Ala Ser Ser Asp 
290 295 300 



Tyr Cys Ser Ala Leu Leu Lys Asp lie Phe Gly Pro Leu Glu Glu Ala 
305 310 315 320 



Val Lys Gin Gly lie Tyr Ser Lys Pro Gly Gly His Asn Leu Phe He 
325 330 335 



Gin Lys Thr Glu Glu Leu Lys Ala Lys Tyr Tyr Arg Glu Pro Arg Lys 
340 345 350 



Gly He Gin Ala Glu Glu Val Leu Gin Lys Tyr Leu Lys Ser Lys Glu 
355 360 365 



Ser Val Ser His Ala He Leu Gin Thr Asp Gin Ala Leu Thr Glu Thr 
370 375 380 



Glu Lys Lys Lys Lys Glu Ala Gin Val Lys Ala Glu Ala Glu Lys Ala 
385 390 395 400 



Glu Ala Gin Arg Leu Ala Ala He Gin Arg Gin Asn Glu Gin Met Met 
405 410 415 



Gin Glu Arg Glu Arg Leu His Gin Glu Gin Val Arg Gin Met Glu He 
420 425 430 



Ala Lys Gin Asn Trp Leu Ala Glu Gin Gin Lys Met Gin Glu Gin Gin 
435 440 445 



Met Gin Glu Gin Ala Ala Gin Leu Ser Thr Thr Phe Gin Ala Gin Asn 
450 455 460 



Arg Ser Leu Leu Ser Glu Leu Gin His Ala Gin Arg Thr Val Asn Asn 
465 470 475 480 



Asp Asp Pro Cys Val Leu Leu 
485 



<210> 348 
<211> 472 
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<212> PRT 

<213> Homo sapien 

<400> 348 

Trp He Gly Arg Pro Gly Arg Ala Trp Ser Arg Pro Arg Tyr Asn Thr 
15 10 15 

Val Asn Lys He Asp Gin Gly Ala He Asp Leu Leu His Asn Val Thr 
20 25 30 

Glu Leu Thr Asp Leu Leu Lys Ala Arg Asn Ser Pro Asp Leu Asp Arg 
35 40 45 

Val Glu Asp Pro Ala Asp Ser Ala Ser Phe Phe Pro Asp Leu Val Trp 
50 55 60 

Thr Leu Arg Asp Phe Cys Leu Gly Leu Glu He Asp Gly Gin Leu Val 
65 " 70 75 80 

Thr Pro Asp Glu Tyr Leu Glu Asn Ser Leu Arg Pro Lys Gin Gly Ser 
85 90 95 

Asp Gin Arg Val Gin Asn Phe Asn Leu Pro Arg Leu Cys He Gin Lys 
100 105 HO 

Phe Phe Pro Lys Lys Lys Cys Phe He Phe Asp Leu Pro Ala His Gin 
115 120 125 

Lys Lys Leu Ala Gin Leu Glu Thr Leu Pro Asp Asp Glu Leu Glu Pro 
130 135 140 

Glu Phe Val Gin Gin Val Thr Glu Phe Cys Ser Tyr He Phe Ser His 
145 150 155 160 

Ser Met Thr Lys Thr Leu Pro Gly Gly He Met Val Asn Gly Ser Arg 
165 170 175 

Leu Lys Asn Leu Val Leu Thr Tyr Val Asn Ala He Ser Ser Gly Asp 
180 185 190 

Leu Pro Cys He Glu Asn Ala Val Leu Ala Leu Ala Gin Arg Glu Asn 
195 200 205 



Ser Ala Ala Val Gin Lys Ala He Ala His Tyr Asp Gin Gin Met Gly 
210 215 220 
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Gin Lys Val Gin Leu Pro Met Glu Thr Leu Gin Glu Leu Leu Asp Leu 
225 230 235 240 

His Arg Thr Ser Glu Arg Glu Ala lie Glu Val Phe Met Lys Asn Ser 
245 250 255 

Phe Lys Asp Val Asp Gin Ser Phe Gin Lys Glu Leu Glu Thr Leu Leu 
260 265 270 

Asp Ala Lys Gin Asn Asp lie Cys Lys Arg Asn Leu Glu Ala Ser Ser 
275 280 285 

Asp Tyr Cys Ser Ala Leu Leu Lys Asp lie Phe Gly Pro Leu Glu Glu 
290 295 300 

Ala Val Lys Gin Gly lie Tyr Ser Lys Pro Gly Gly His Asn Leu Phe 
305 A 310 315 320 

He Gin Lys Thr Glu Glu Leu Lys Ala Lys Tyr Tyr Arg Glu Pro Arg 
325 330 335 

Lys Gly He Gin Ala Glu Glu Val Leu Gin Lys Tyr Leu Lys Ser Lys 
340 345 350 

Glu Ser Val Ser His Ala He Leu Gin Thr Asp Gin Ala Leu Thr Glu 
355 360 365 

Thr Glu Lys Lys Lys Lys Glu Ala Gin Val Lys Ala Glu Ala Glu Lys 
370 375 380 

Ala Glu Ala Gin Arg Leu Ala Ala He Gin Arg Gin Asn Glu Gin Met 
385 390 395 400 

Met Gin Glu Arg Glu Arg Leu His Gin Glu Gin Val Arg Gin Met Glu 
405 410 415 

He Ala Lys Gin Asn Trp Leu Ala Glu Gin Gin Lys Met Gin Glu Gin 
420 425 430 

Gin Met Gin Glu Gin Ala Ala Gin Leu Ser Thr Thr Phe Gin Ala Gin 
435 440 445 

Asn Arg Ser Leu Leu Ser Glu Leu Gin His Ala Gin Arg Thr Val Asn 
450 455 460 



Asn Asp Asp Pro Cys Val Leu Leu 
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465 470 

<210> 349 

<211> 401 

<212> PRT 

<213> Homo sapien 

<400> 349 

Met Gly Gly Asp Leu Val Leu Gly Leu Gly Ala Leu Arg Arg Arg Lys 
15 10 15 

Arg Leu Leu Glu Gin Glu Lys Ser Leu Ala Gly Trp Ala Leu Val Leu 
20 25 30 

Ala Gly Thr Gly lie Gly Leu Met Val Leu His Ala Glu Met Leu Trp 
35 40 45 

Phe Gly Gly Cys Ser Trp Ala Leu Tyr Leu Phe Leu Val Lys Cys Thr 
50 55 60 

lie Ser lie Ser Thr Phe Leu Leu Leu Cys Leu He Val Ala Phe His 
65 70 75 80 

Ala Lys Glu Val Gin Leu Phe Met Thr Asp Asn Gly Leu Arg Asp Trp 
85 90 95 

Arg Val Ala Leu Thr Gly Arg Gin Ala Ala Gin He Val Leu Glu Leu 
100 105 110 

Val Val Cys Gly Leu His Pro Ala Pro Val Arg Gly Pro Pro Cys Val 
115 120 125 

Gin Asp Leu Gly Ala Pro Leu Thr Ser Pro Gin Pro Trp Pro Gly Phe 
130 135 140 

Leu Gly Gin Gly Glu Ala Leu Leu Ser Leu Ala Met Leu Leu Arg Leu 
145 150 155 160 

Tyr Leu Val Pro Arg Ala Val Leu Leu Arg Ser Gly Val Leu Leu Asn 
165 170 175 

Ala Ser Tyr Arg Ser He Gly Ala Leu Asn Gin Val Arg Phe Arg His 
180 185 190 



Trp Phe Val Ala Lys Leu Tyr Met Asn Thr His Pro Gly Arg Leu Leu 
195 200 205 
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Leu Gly Leu Thr Leu Gly Leu Trp Leu Thr Thr Ala Trp Val Leu Ser 
210 215 220 



Val Ala Glu Arg Gin Ala Val Asn Ala Thr Gly His Leu Ser Asp Thr 
225 230 235 240 



Leu Trp Leu He Pro He Thr Phe Leu Thr He Gly Tyr Gly Asp Val 
245 250 255 



Val Pro Gly Thr Met Trp Gly Lys He Val Cys Leu Cys Thr Gly Val 
260 265 270 



Met Gly Val Cys Cys Thr Ala Leu Leu Val Ala Val Val Ala Arg Lys 
275 280 285 



Leu Glu Phe Asn Lys Ala Glu Lys His Val His Asn Phe Met Met Asp 
290 295 300 



He Gin Tyr Thr Lys Glu Met Lys Glu Ser Ala Ala Arg Val Leu Gin 
305 310 315 320 



Glu Ala Trp Met Phe Tyr Lys His Thr Arg Arg Lys Glu Ser His Ala 
325 330 335 



Ala Arg Arg His Gin Arg Lys Leu Leu Ala Ala He Asn Ala Arg Ala 
340 345 350 



Ala Leu Tyr Ala His Val Ser Met Cys Thr His Val Gin Val Thr Ser 
355 360 365 



Leu His Gly Cys Val Cys Ala Cys Pro Cys Leu Ser Arg Ser Gly His 
370 375 380 



Pro Gly Val Val Ser Leu Asn He Gin Val Ser Pro Gly Ser Asp Arg 
385 ' 390 395 400 



Ala 



<210> 350 

<211> 134 

<212> PRT 

<213> Homo sapien 

<400> 350 



Met Ala Gly Arg Gin Gly Arg Leu Phe Ser Ser Ala Leu Ala Leu Ser 
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10 15 



Gly Gly Lys Asp Ser Val Arg Gly Trp Thr Gly Ser Glu Gly Arg Trp 
20 25 30 



Cys Thr Leu Ser Pro Ser Leu Thr Leu Asp Gly Leu Leu Pro Leu Cys 
35 40 45 



Leu Val Ser Leu Ser Leu Ser Ala Cys Pro Gly His lie Val Trp Leu 
50 55 60 



Ser lie Gin Cys Leu Cys Leu Asn Ala Leu Leu Pro Pro Gly Leu Gly 
65 70 75 80 



Ala Arg Lys His Leu Pro Pro Val Ser His Phe Cys Pro Pro Val Ser 
85 90 95 



Val Cys Thr Ser Val Cys Pro Thr Leu Thr Leu Pro Leu Pro Gly Leu 
100 105 110 



Pro Leu His Gin Ser Leu Cys Leu Ser Arg Thr His Glu Glu Glu Pro 
115 120 125 



Gly Tyr Phe Pro Gin Tyr 
130 



<210> 351 

<211> 161 

<212> PRT 

<213> Homo sapien 

<400> 351 

Gly Gly Trp Asp Leu Gly Arg Lys Ala Ser Trp Arg Lys Gly Ser Cys 
15 10 15 



Gly Gin His Pro Met Trp Leu Arg Gly Arg Gly Met Ala Gly Arg Gin 
20 25 30 



Gly Arg Leu Phe Ser Ser Ala Leu Ala Leu Ser Gly Gly Lys Asp Ser 
35 40 45 



Val Arg Gly Trp Thr Gly Ser Glu Gly Arg Trp Cys Thr Leu Ser Pro 
50 55 60 



Ser Leu Thr Leu Asp Gly Leu Leu Pro Leu Cys Leu Val Ser Leu Ser 
65 70 75 80 
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Leu Ser Ala Cys Pro Gly His He Val Trp Leu Ser He Gin Cys Leu 
85 90 95 



Cys Leu Asn Ala Leu Leu Pro Pro Gly Leu Gly Ala Arg Lys His Leu 
100 105 HO 



Pro Pro Val Ser His Phe Cys Pro Pro Val Ser Val Cys Thr Ser Val 
115 120 125 



Cys Pro Thr Leu Thr Leu Pro Leu Pro Gly Leu Pro Leu His Gin Ser 
130 135 140 



Leu Cys Leu Ser Arg Thr His Glu Glu Glu Pro Gly Tyr Phe Pro Gin 
145 150 155 160 



Tyr 



<210> 352 

<211> 427 

<212> PRT 

<213> Homo sapien 

<400> 352 

Met Gly Gly Asp Leu Val Leu Gly Leu Gly Ala Leu Arg Arg Arg Lys 
1 5 10 15 



Arg Leu Leu Glu Gin Glu Lys Ser Leu Ala Gly Trp Ala Leu Val Leu 
20 25 30 



Ala Gly Thr Gly He Gly Leu Met Val Leu His Ala Glu Met Leu Trp 
35 " 40 45 



Phe Gly Gly Cys Ser Trp Ala Leu Tyr Leu Phe Leu Val Lys Cys Thr 
50 * 55 60 



He Ser He Ser Thr Phe Leu Leu Leu Cys Leu He Val Ala Phe His 
65 70 75 80 



Ala Lys Glu Val Gin Leu Phe Met Thr Asp Asn Gly Leu Arg Asp Trp 
85 90 95 



Arg Val Ala Leu Thr Gly Arg Gin Ala Ala Gin He Val Leu Glu Leu 
10 0 105 110 



Val Val Cys Gly Leu His Pro Ala Pro Val Arg Gly Pro Pro Cys Val 
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115 



120 



125 



Gin Asp Leu Gly Ala Pro Leu Thr Ser Pro Gin Pro Trp Pro Gly Phe 

130 135 140 

Leu Gly Gin Gly Glu Ala Leu Leu Ser Leu Ala Met Leu Leu Arg Leu 

145 150 155 160 



Tyr Leu Val Pro Arg Ala Val Leu Leu Arg Ser Gly Val Leu Leu Asn 
165 170 175 



Ala Ser Tyr Arg Ser He Gly Ala Leu Asn Gin Val Arg Phe Arg His 
180 185 190 



Trp Phe Val Ala Lys Leu Tyr Met Asn Thr His Pro Gly Arg Leu Leu 
195 200 205 

Leu Gly Leu Thr Leu Gly Leu Trp Leu Thr Thr Ala Trp Val Leu Ser 
210 215 220 

Val Ala Glu Arg Gin Ala Val Asn Ala Thr Gly His Leu Ser Asp Thr 
225 ~* 230 235 240 

Leu Trp Leu He Pro He Thr Phe Leu Thr He Gly Tyr Gly Asp Val 
245 250 255 

Val Pro Gly Thr Met Trp Gly Lys He Val Cys Leu Cys Thr Gly Val 
260 265 270 

Met Gly Val Cys Cys Thr Ala Leu Leu Val Ala Val Val Ala Arg Lys 
275 280 285 

Leu Glu Phe Asn Lys Ala Glu Lys His Val His Asn Phe Met Met Asp 
290 295 300 

He Gin Tyr Thr Lys Glu Met Lys Glu Ser Ala Ala Arg Val Leu Gin 
305 310 315 320 

Glu Ala Trp Met Phe Tyr Lys His Thr Arg Arg Lys Glu Ser His Ala 
325 330 335 



Ala Arg Arg His Gin Arg Lys Leu Leu Ala Ala He Asn Ala Phe Arg 
340 345 350 



Gin Val Arg Leu Lys His Arg Lys Leu Arg Glu Gin Val Asn Ser Met 
355 360 365 
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Val Asp He Ser Lys Met His Met He Leu Tyr Asp Leu Gin Gin Asn 
370 375 380 

Leu Ser Ser Ser His Arg Ala Leu Glu Lys Gin He Asp Thr Leu Ala 
385 390 395 400 

Gly Lys Leu Asp Ala Leu Thr Glu Leu Leu Ser Thr Ala Leu Gly Pro 
405 410 415 



Arg Gin Leu Pro Glu Pro Ser Gin Gin Ser Lys 
420 425 



<210> 353 

<211> 66 

<212> PRT 

<213> Homo sapien 

<400> 353 

Met His Ala Arg Ala Ala Gin Cys Asp Gly Cys Gly Arg Gly Glu Val 
1 5-10 15 

Lys Ala Met He Glu Thr Lys Thr Gly He He Pro Glu Thr Gin He 
20 25 30 



Val Thr Cys Asn Gly Lys Arg Leu Glu Asp Gly Lys Met Met Ala Asp 
35 40 45 

Tyr Gly He Arg Lys Gly Asn Leu Leu Phe Leu Ala Ser Tyr Cys He 
50 55 60 



Gly Gly 
65 



<210> 354 

<211> 74 

<212> PRT 

<213> Homo sapien 

<400> 354 

Asp Pro Asp Cys Asp Leu Gin Trp Lys Glu Thr Gly Arg Trp Glu Asp 
! 5 10 15 

Asp Gly Arg Leu Arg His Gin Lys Gly Gin Leu Thr Leu Pro Gly He 
20 25 30 



Leu Leu Tyr Trp Arg Val Thr Thr Leu Gly Met Gly Cys Trp Gin Gly 
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35 40 45 



Ser Lys Ser Leu Phe Leu Leu lie Ser Tyr Ser Thr Asn Thr Ser Ser 
50 55 60 



Asp Asp Phe Pro Lys Leu Met Arg Met Arg 

70 



65 




<210> 


355 


<211> 


535 


<212> 


PRT 


<213> 


Homo sap i en 


<400> 


355 



Met Pro Gly Trp lie Phe Ser Val Gly Ser Ser lie Ala Arg Arg Ala 
15 10 15 

Phe Leu Thr Trp Gin Lys Gin Ala His Gly Pro Leu Pro Leu Glu Cys 
20 25 30 

He Cys Leu Thr Cys Leu Gly Thr Ala Val Gin Glu His Leu Val Trp 
35 40 45 

Pro Gly Gly Trp Glu Gly Thr Thr Cys Asn He Ala Arg. Asn Ser Ser 
50 55 60 

Cys Leu Pro Asn Pro Cys His Asn Gly Gly Thr Cys Val Val Asn Gly 
65 70 75 SO 

Glu Ser Phe Thr Cys Val Cys Lys Glu Gly Trp Glu Gly Pro He Cys 
85 90 95 

Ala Gin Asn Thr Asn Asp Cys Ser Pro His Pro Cys Tyr Asn Ser Gly 
100 105 HO 

Thr Cys Val Asp Gly Asp Asn Trp Tyr Arg Cys Glu Cys Ala Pro Gly 
115 120 125 

Phe Ala Gly Pro Asp Cys Arg He Asn He Asn Glu Cys Gin Ser Ser 
130 135 140 

Pro Cys Ala Phe Gly Ala Thr Cys Val Asp Glu He Asn Gly Tyr Arg 
145 150 155 160 



Cys Val Cys Pro Pro Gly His Ser Gly Ala Lys Cys Gin Glu Val Ser 
165 * 170 175 
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Gly Arg Pro Cys He Thr Met Gly Ser Val He Pro Asp Gly Ala Lys 
180 185 190 



Trp Asp Asp Asp Cys Asn Thr Cys Gin Cys Leu Asn Gly Arg He Ala 
195 200 205 



Cys Ser Lys Val Trp Cys Gly Pro Arg Pro Cys Leu Leu His Lys Gly 
210 215 220 



His Ser Glu Cys Pro Ser Gly Gin Ser Cys He Pro He Leu Asp Asp 
225 230 235 240 



Gin Cys Phe Val His Pro Cys Thr Gly Val Gly Glu Cys Arg Ser Ser 
245 250 255 



Ser Leu Gin Pro Val Lys Thr Lys Cys Thr Ser Asp Ser Tyr Tyr Gin 
260 265 270 



Asp Asn Cys Ala Asn He Thr Phe Thr Phe Asn Lys Glu Met Met Ser 
275 280 285 



Pro Gly Leu Thr Thr Glu His He Cys Ser Glu Leu Arg Asn Leu Asn 
290 295 300 

He Leu Lys Asn Val Ser Ala Glu Tyr Ser He Tyr He Ala Cys Glu 

305 310 315 320 



Pro Ser Pro Ser Ala Asn Asn Glu He His Val Ala He Ser Ala Glu 
325 330 335 



Asp He Arg Asp Asp Gly Asn Pro He Lys Glu He Thr Asp Lys He 
340 345 350 



He Asp Leu Val Ser Lys Arg Asp Gly Asn Ser Ser Leu He Ala Ala 
355 360 365 



Val Ala Glu Val Arg Val Gin Arg Arg Pro Leu Lys Asn Arg Thr Asp 
370 375 380 



Phe Leu Val Pro Leu Leu Ser Ser Val Leu Thr Val Ala Trp He Cys 
385 390 395 400 



Cys Leu Val Thr Ala Phe Tyr Trp Cys Leu Arg Lys Arg Arg Lys Pro 
405 410 415 
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Gly Ser His Thr His Ser Ala Ser Glu Asp Asn Thr Thr Asn Asn Val 
420 425 430 



Arg Glu Gin Leu Asn Gin lie Lys Asn Pro He Glu Lys His Gly Ala 
435 440 445 



Asn Thr Val Pro He Lys Asp Tyr Glu Asn Lys Asn Ser Lys Met Ser 
450 455 460 



Lys He Arg Thr His Asn Ser Glu Val Glu Glu Asp Asp Met Asp Lys 
465 470 475 480 



His Gin Gin Lys Ala Arg Phe Ala Lys Gin Pro Ala Tyr Thr Leu Val 
485 490 495 



Asp Arg Glu Glu Lys Pro Pro Asn Gly Thr Pro Thr Lys His Pro Asn 
500 505 510 



Trp Thr Asn Lys Gin Asp Asn Arg Asp Leu Glu Ser Ala Gin Ser Leu 
515 520 525 



Asn Arg Met Glu Tyr He Val 
530 535 



<210> 356 

<211> 209 

<212> PRT 

<213> Homo sapien 

<400> 356 

Met Leu Tyr He Tyr Gin His Thr Thr Ser Ala Ser Asn Lys Lys Glu 
15 10 15 



Leu Glu Leu Asp He Cys Gin Arg Leu Pro Glu He Arg Trp Lys Leu 
20 25 30 



Phe Leu Leu He Phe Leu He Arg Phe Tyr Met Arg Thr Asn Pro Phe 
35 40 45 



Tyr Pro Glu Val Glu Leu Asn Phe He Ser Val Phe Trp Pro Gin Leu 
50 55 60 



Pro Asn Gly Leu Glu Ala Ala Tyr Glu Phe Ala Asp Arg Asp Glu Val 
65 70 75 80 



Arg Phe Phe Lys Gly Asn Lys Tyr Trp Ala Val Gin Gly Gin Asn Val 
85 90 95 



WO 2004/092338 



PCT7US2004/011104 



440 



Leu His Gly Tyr Pro Lys Asp He Tyr Ser Ser Phe Gly Phe Pro Arg 
100 105 HO 



Thr Val Lys His He Asp Ala Ala Leu Ser Glu Glu Asn Thr Gly Lys 
115 120 125 



Thr Tyr Phe Phe Val Ala Asn Lys Tyr Trp Arg Tyr Asp Glu Tyr Lys 
130 135 140 



Arg Ser Met Asp Pro Gly Tyr Pro Lys Met He Ala His Asp Phe Pro 

145 ~ 150 155 160 

Gly He Gly His Lys Val Asp Ala Val Phe Met Lys Asp Gly Phe Phe 
165 170 175 



Tyr Phe Phe His Gly Thr Arg Gin Tyr Lys Phe Asp Pro Lys Thr Lys 
180 ^ 185 190 



Arg He Leu Thr Leu Gin Lys Ala Asn Ser Trp Phe Asn Cys Arg Lys 
195 200 205 



Asn 



<210> 357 

<211> 640 

<212> PRT 

<213> Homo sapien 

<400> 357 

Met Lys Gly His Arg Gly Phe Asp Gly Arg Asn Gly Glu Lys Gly Glu 
15 10 15 



Thr Gly Ala Pro Gly Leu Lys Gly Glu Asn Gly Leu Pro Gly Glu Asn 
20 25 30 



Gly Ala Pro Gly Pro Met Gly Pro Arg Gly Ala Pro Gly Glu Arg Gly 
35 40 45 

Arg Pro Gly Leu Pro Gly Ala Ala Gly Ala Arg Gly Asn Asp Gly Ala 
50 55 60 



Arg Gly Ser Asp Gly Gin Pro Gly Pro Pro Gly Pro Pro Gly Thr Ala 
65 70 75 80 
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Gly Phe Pro Gly Ser Pro Gly Ala Lys Gly Glu Val Gly Pro Ala Gly 
85 90 95 



Ser Pro Gly Ser Asn Gly Ala Pro Gly Gin Arg Gly Glu Pro Gly Pro 
100 105 HO 



Gin Gly His Ala Gly Ala Gin Gly Pro Pro Gly Pro Pro Gly He Asn 
115 120 125 



Gly Ser Pro Gly Gly Lys Gly Glu Met Gly Pro Ala Gly He Pro Gly 

130 135 140 

Ala Pro Gly Leu Met Gly Ala Arg Gly Pro Pro Gly Pro Ala Gly Ala 

145 * 150 155 160 



Asn Gly Ala Pro Gly Leu Arg Gly Gly Ala Gly Glu Pro Gly Lys Asn 
165 170 175 



Gly Ala Lys Gly Glu Pro Gly Pro Arg Gly Glu Arg Gly Glu Ala Gly 
180 185 190 



He Pro Gly Val Pro Gly Ala Lys Gly Glu Asp Gly Lys Asp Gly Ser 
195 200 205 



Pro Gly Glu Pro Gly Ala Asn Gly Leu Pro Gly Ala Ala Gly Glu Arg 
210 215 220 

Gly Ala Pro Gly Phe Arg Gly Pro Ala Gly Pro Asn Gly He Pro Gly 
225 230 235 240 

Glu Lys Gly Pro Ala Gly Glu Arg Gly Ala Pro Gly Pro Ala Gly Pro 
245 250 255 



Arg Gly Ala Ala Gly Glu Pro Gly Arg Asp Gly Val Pro Gly Gly Pro 
260 265 270 



Gly Met Arg Gly Met Pro Gly Ser Pro Gly Gly Pro Gly Ser Asp Gly 

275 280 285 

Lys Pro Gly Pro Pro Gly Ser Gin Gly Glu Ser Gly Arg Pro Gly Pro 

290 295 300 

Pro Gly Pro Ser Gly Pro Arg Gly Gin Pro Gly Val Met Gly Phe Pro 

305 310 315 320 



Gly Pro Lys Gly Asn Asp Gly Ala Pro Gly Lys Asn Gly Glu Arg Gly 
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325 330 335 

Gly Pro Gly Gly Pro Gly Pro Gin Gly Pro Pro Gly Lys Asn Gly Glu 
340 345 350 

Thr Gly Pro Gin Gly Pro Pro Gly Pro Thr Gly Pro Gly Gly Asp Lys 
355 360 365 

Gly Asp Thr Gly Pro Pro Gly Pro Gin Gly Leu Gin Gly Leu Pro Gly 
370 375 380 

Thr Gly Gly Pro Pro Gly Glu Asn Gly Lys Pro Gly Glu Pro Gly Pro 
385 " 390 395 400 

Lys Gly Asp Ala Gly Ala Pro Gly Ala Pro Gly Gly Lys Gly Asp Ala 
405 410 415 



Gly Ala Pro Gly Glu Arg Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly 
420 425 430 

Leu Arg Gly Gly Ala Gly Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala 
435 440 445 

Ala Gly Pro Pro Gly Pro Pro Gly Ala Ala Gly Thr Pro Gly Leu Gin 
450 455 460 

Gly Met Pro Gly Glu Arg Gly Gly Leu Gly Ser Pro Trp Ser Ser Gin 
465 470 475 480 

Arg Trp Phe Arg Leu Gin Leu Pro Ala Pro Ala Thr Ser Arg Glu Gly 
485 490 495 



Ser Arg Gly Gly Arg Tyr Tyr Arg Ala Asp Asp Ala Asn Val Val Arg 
500 505 510 



Asp Arg Asp Leu Glu Val Asp Thr Thr Leu Lys Ser Leu Ser Gin Gin 
515 520 525 

lie Glu Asn lie Arg Ser Pro Glu Gly Ser Arg Lys Asn Pro Ala Arg 

530 535 540 



Thr Cys Arg Asp Leu Lys Met Cys His Ser Asp Trp Lys Ser Gly Glu 
545 550 555 560 



Tyr Trp lie Asp Pro Asn Gin Gly Cys Asn Leu Asp Ala lie Lys Val 
565 570 575 
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Phe Cys Asn Met Glu Thr Gly Glu Thr Cys Val Tyr Pro Thr Gin Pro 
580 585 590 

Ser Val Ala Gin Lys Asn Trp Tyr He Asn Lys Asn Pro Lys Asp Lys 
595 600 605 

Arg His Val Trp Phe Gly Glu Ser Met Thr Asp Gly He Pro Phe Gin 
610 615 620 

Phe Gly Gly Gin Gly Phe Asp Pro Ser Asp Val Ala He Gin Leu Thr 

630 635 640 



625 




<210> 


358 


<211> 


567 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


358 



Gin Gly Pro Pro Gly Glu Pro Gly Gin Ala Gly Pro Ser Gly Pro Pro 
15 10 15 

Gly Pro Pro Gly Ala He Gly Pro Ser Gly Pro Ala Gly Lys Asp Gly 
20 25 30 

Glu Ser Gly Arg Pro Gly Arg Pro Gly Glu Arg Gly Leu Pro Gly Pro 
35 40 45 

Pro Gly He Lys Gly Pro Ala Gly He Pro Gly Phe Pro Gly Met Lys 
50 55 60 

Gly His Arg Gly Phe Asp Gly Arg Asn Gly Glu Lys Gly Glu Thr Gly 
65 ™ 70 75 80 

Ala Pro Gly Leu Lys Gly Glu Asn Gly Leu Pro Gly Glu Asn Gly Ala 
85 90 95 

Pro Gly Pro Met Gly Pro Arg Gly Ala Pro Gly Glu Arg Gly Arg Pro 
100 105 HO 

Gly Leu Pro Gly Ala Ala Gly Ala Arg Gly Asn Asp Gly Ala Arg Gly 
115 120 125 



Ser Asp Gly Gin Pro Gly Pro Pro Gly Pro Pro Gly Thr Ala Gly Phe 
130 135 140 
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Pro Gly Ser Pro Gly Ala Lys Gly Glu Val Gly Pro Ala Gly Ser Pro 
145 * 150 155 160 

Gly Ser Asn Gly Ala Pro Gly Gin Arg Gly Glu Pro Gly Pro Gin Gly 
165 170 I 75 

His Ala Gly Ala Gin Gly Pro Pro Gly Pro Pro Gly He Asn Gly Ser 
180 185 190 

Pro Gly Gly Lys Gly Glu Met Gly Pro Ala Gly He Pro Gly Ala Pro 
195 200 205 

Gly Leu Met Gly Ala Arg Gly Pro Pro Gly Pro Ala Gly Ala Asn Gly 
210 215 220 

Ala Pro Gly Leu Arg Gly Gly Ala Gly Glu Pro Gly Lys Asn Gly Ala 
225 * 230 235 240 

Lys Gly Glu Pro Gly Pro Arg Gly Glu Arg Gly Glu Ala Gly He Pro 
245 250 255 

Gly Val Pro Gly Ala Lys Gly Glu Asp Gly Lys Asp Gly Ser Pro Gly 
260 265 270 

Glu Pro Gly Ala Asn Gly Leu Pro Gly Ala Ala Gly Glu Arg Gly Ala 
275 280 285 

Pro Gly Phe Arg Gly Pro Ala Gly Pro Asn Gly He Pro Gly Glu Lys 
290 295 300 

Gly Pro Ala Gly Glu Arg Gly Ala Pro Gly Pro Ala Gly Pro Arg Gly 
305 310 315 320 

Ala Ala Gly Glu Pro Gly Arg Asp Gly Val Pro Gly Gly Pro Gly Met 
325 330 335 

Arg Gly Met Pro Gly Ser Pro Gly Gly Pro Gly Ser Asp Gly Lys Pro 
340 345 350 

Gly Pro Pro Gly Ser Gin Gly Glu Ser Gly Arg Pro Gly Pro Pro Gly 
355 360 365 

Pro Ser Gly Pro Arg Gly Gin Pro Gly Val Met Gly Phe Pro Gly Pro 
370 375 380 

Lys Gly Asn Asp Gly Ala Pro Gly Lys Asn Gly Glu Arg Gly Gly Pro 
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385 



390 395 400 



Gly Gly Pro Gly Pro Gin Gly Pro Pro Gly Lys Asn Gly Glu Thr Gly 
405 410 415 

Pro Gin Gly Pro Pro Gly Pro Thr Gly Pro Gly Gly Asp Lys Gly Asp 
420 425 430 

Thr Gly Pro Pro Gly Pro Gin Gly Leu Gin Gly Leu Pro Gly Thr Gly 
435 ^ 440 445 

Gly Pro Pro Gly Glu Asn Gly Lys Pro Gly Glu Pro Gly Pro Lys Gly 
450 455 460 

Asp Ala Gly Ala Pro Gly Ala Pro Gly Gly Lys Gly Asp Ala Gly Ala 
465 470 475 480 

Pro Gly Glu Arg Gly Pro Pro Gly Leu Ala Gly Ala Pro Gly Leu Arg 
485 490 495 

Gly Gly Ala Gly Pro Pro Gly Pro Glu Gly Gly Lys Gly Ala Ala Gly 
500 505 510 

Pro Pro Gly Pro Pro Gly Ala Ala Gly Thr Pro Gly Leu Gin Gly Met 
515 520 525 

Pro Gly Glu Arg Gly Gly Leu Gly Ser Pro Trp Ser Ser Gin Arg Trp 
530 ' 535 540 

Phe Arg Leu Gin Leu Pro Ala Pro Ala Thr Ser Arg Glu Gly Ser Arg 
545 550 555 560 



Trp Trp Pro Leu Leu Pro Gly 
565 



<210> 359 

<211> 156 

<212> PRT 

<213> Homo sapien 

<400> 359 

Lvs Leu Arg Glu Val Ala Arg Leu Gly Gly Val Val Ser lie Glu Asp 
1 5 " 10 15 



Pro Phe Asp Gin Asp Asp Trp Gly Ala Trp Gin Lys Phe Thr Ala Ser 
20 25 30 
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Ala Gly lie Gin Val Val Gly Asp Asp Leu Thr Val Thr Asn Pro Lys 
35 40 45 

Arg lie Ala Lys Ala Val Asn Glu Lys Ser Cys Asn Cys Leu Leu Leu 
50 55 60 

Lys Val Asn Gin He Gly Ser Val Thr Glu Ser Leu Gin Ala Cys Lys 
65 70 75 80 

Leu Ala Gin Ala Asn Gly Trp Gly Val Met Val Ser His Arg Ser Gly 
85 90 95 

Glu Thr Glu Asp Thr Phe He Ala Asp Leu Val Val Gly Leu Cys Thr 
100 105 HO 

Gly Gin He Lys Thr Gly Ala Pro Cys Arg Ser Glu Arg Leu Ala Lys 
115 120 125 

Tyr Asn Gin Leu Leu Arg He Glu Glu Glu Leu Gly Ser Lys Ala Lys 
130 135 140 

Phe Ala Gly Arg Asn Phe Arg Asn Pro Leu Ala Lys 
145 150 155 

<210> 360 

<211> 108 

<212> PRT 

<213> Homo sapien 

<400> 360 

Met He Arg Leu Ala He Trp Gly Arg Val Ser Leu Arg Thr His Ser 
15 10 15 

Pro Trp Pro Pro Cys Phe Gin Pro His Ser Trp Pro Cys Pro Val Leu 
20 25 30 

Ser Ser Leu Gly Gly Thr Cys Thr Cys Arg Phe Met Ala Gly Lys Pro 
35 40 45 

Ala Val Thr His Asp Val Asp Gly Ser Ser Ala Pro Pro Cys Gly Gin 
50 55 60 

Glu Ser Trp Cys Val Asp Ser Gly Val Pro Glu Pro Ala Cys Ser Gly 
65 * 70 75 80 



Ser Arg Val Pro Met Leu Ala Ser He Ala Val Cys Ser Gin Ser Ala 
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85 90 95 



Lys Tyr Ser Phe Thr Val Arg Thr Gly Thr Gin Ala 
100 105 



<210> 361 

<211> 125 

<212> PRT 

<213> Homo sapien 

<400> 361 

Gly Met Ser Asp Gly Ser Pro Asp Glu Trp Arg Gly Gly Leu Thr Gly 
15 10 15 

Ala Cys Pro Gly Gly Gly Lys Trp Val Gly Leu Ala Leu Ala Arg Gin 
20 25 30 

Glu Val Gly Ala Gly Gly Ala Asp Ser He Cys Gly Tyr Pro Glu His 
35 40 45 

Gly Asp Leu Ala Gly Phe Thr Phe Thr Ser Val Ser Ala Ala Pro Ser 
50 55 60 

Ala Ser Ser Pro Arg Arg Arg Asp Pro Val Ala Arg Ser Ser Pro Cys 
65 70 75 80 

Leu Phe Ser Arg Ser Met Pro Gly Arg Ser Leu Thr Leu Ala Gly He 
85 90 95 

Pro Leu Leu Arg Leu He Ser Ser Pro Gin Lys Val Ser Ser Glu Leu 
100 105 HO 



Leu Cys Pro Val Val Leu Gin Leu Val Ser Met Arg Pro 
115 120 125 



<210> 362 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 362 

gatgtgactc ttgcacatta tttgc 



25 



<210> 363 
<211> 22 
<212> DNA 
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<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 363 

ctgtctggag cctcctttca tt 22 



<210> 364 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 364 

ttgaaagcat cttacagggc caca 



<210> 365 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 365 

aaggcctgct cctcttttag aag 



<210> 366 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 366 

gagcaatgat cagaggaccc ttt 23 

<210> 367 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 367 

ccccaaggga agcagaaggt gacag 25 



<210> 368 

<211> 22 

<212> DNA 

<213> Artificial sequence 



p 
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<220> 

<223> Synthetic 
<400> 368 

tcttggcatg gcttctctag ct 



<210> 369 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 369 

gatgtaggga gaggaagagt tctga 



<210> 370 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 370 

catccttccc tccccctctg tttctga 



<210> 371 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 371 

gccgcaataa ttccatagtc aag 



<210> 372 

<211> 21 

<212> DNA 

<213> Artificial 



sequence 



<220> 

<223> Synthetic 
<400> 372 

caaccagcac tccaatcatg a 



<210> 373 

<211> 30 

<212> DNA 

<213> Artificial 



sequence 
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<220> 

<223> Synthetic 
<400> 373 

gcatctggaa cttctcctgg tctctcagct 30 

<210> 374 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 374 

gagcatcaca gtctctgaca gttgt 25 

<210> 375 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 375 

tggctaggat ggtctcgatc tc 22 

<210> 376 

<211> 37 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 376 

tccttaaagc atttgcaaca gctacagtct aaaattg 37 

<210> 377 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 377 

acattcaggg accaggcttg t 21 

<210> 378 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 
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<223> Synthetic 
<400> 378 

ggtcatacag gatcatgtgc at 



<210> 379 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 379 

aaactgactc cccacttctt ccca 



24 



